SEQUENCE LISTING 



<110> HYBRIGENICS 

Pierre, LEGRAIN 

< 120 > Protein-protein interactions between Shigella Flexneri polypeptides and 
mammalian polypeptides 

<130> B4778A 

<140> US 10/043,487 
<141> 2002-01-11 

<150> US 60/261,130 
<151> 2001-01-12 

<160> 561 

<170> Patentln version 3.1 

<210> 1 
<211> 888 
<212> DNA 

<213> Shigella Flexneri 

ftgaatttag atggtgttag accatactgt agaatagtca ataaaaagaa tgaaagcata 60 
tcagatattg catttgcaca tataataaaa agggtaaaaa attcatcatg tactcaccca 120 
aaagcagcat tggttttttt aggagagaaa ggtttttgtg atagcaatga tgttctatct 180 
attatgggac aacaaatacc aagagtattt aagaacaaga tgttatatga ttatgttttt 240 



1:0043487 . 04300S 



aaaaatgaaa 


aaagtaaaaa 


tgattttcta 


aaaatggctg 


aatcatggct 


accacagagt 


300 


gaaccaatag 


taataaataa 


tgatgatgac 


gcattgaatg 


ctgctgctta 


tttttctgta 


360 


aaaaaagcga 


aaataaaaac 


agtaaacgat 


actgatttta 


aagagtataa 


taaggtttat 


420 


attcttgggc 


acggtagtcc 


tggttctcat 


caattaggcc 


ttggttcgga 


acttattgat 


480 


gtacaaacaa 


tcatttcaag 


aatgaaagac 


tgtggtattc 


taaatgtgaa 


agatatccgt 


540 


tttacttcat 


gcggctccgc 


tgataaagtg 


gctcctaaaa 


attttaacaa 


tgcccctgct 


600 


gaaagtcttt 


cttgtatcct 


taactctctg 


ccttttttta 


aggaaaaaga 


atctttgcta 


660 


gagcagataa 


aaaaacacct 


tgaaaacgat 


gagtcattga 


gtgatggtct 


aaaaatatcc 


720 


ggctatcatg 


gatatggagt 


tcactatggt 


caagagcttt 


ttccctactc 


acattatcgt 


780 


tcaacttcaa 


ttcctgctga 


tccggagcat 


acagtaaaaa 


gaagctctca 


gaaaaagact 


840 


tttattatta 


ataaagaact 


ggattagtat 


aaaattttta 


acctatag 




888 


<210> 2 














<211> 711 














<212> DNA 














<213> Shigella Flexneri 










<400> 2 
atgtcaataa 


ataactatgg 


attacatcca 


gcaaacaaca 


aaaatatgca 


cctaataata 


60 


ggcagcaata 


ctgctaatga 


aaataaagga 


atgaaaaata 


atatcattaa 


cgtgacaaat 


120 


accgctatat 


cccacgccat 


caatgaagaa 


aaatcagggg 


ggggatatag 


tggtgtttct 


180 


ttcagaaaat 


tggccaaaat 


acagaacata 


tccattccga 


caaagaataa 


taaggagtat 


240 


aaccgccata 


atttgttttc 


attgatttgg 


catggaaatg 


ccgatgcagc 


gcgtaaatac 


300 


agtgaatcgc 


tgttggcagc 


cgaaataccc 


aaaaaaaaaa 


aactagaagt 


t ct tgcagca 


360 


cgaaataatg 


ctggggaatc 


tgctttgttc 


atagctcttc 


aagaaggtca 


ttccgctgcg 


420 


attcaagctt 


atggagattt 


tattaaaact 


tttgatttat 


caccaaaaga 


aacgattaaa 


480 


ctattggatg 


taagagataa 


tgaggggtta 


ccaggattat 


ttctggccgc 


agggaaaggg 


540 


aatatcgagg 


ctatgatggc 


atatataaat 


atatgccatc 


atagtgggat 


aaaacttaca 


600 


gaaatagcag 


acagacttaa 


caataatgaa 


caagacatgt 


ttaatattat 


ttctgacaaa 


660 



atacaagagt tgttttaagt gtgctaaata gctgcaaaga attgcactta g 



<210> 3 

<211> 1434 

<212> DNA 

<213> Shigella Flexneri 



711 



60 



<400> 3 

atgaatatat cagaaacact gaactcagca aatacccaat gcaatataga ttctatggat 

aacagattac atacattgtt tccaaaagtg acatcagtgc gaaacgctgc acaacaaact 120 

atgccagatg aaaaaaattt aaaagatagt gcaaatatta ttaaagattt ctttaggaaa 180 

actatagcag cacagagtta tagtagaatg ttctctcaag gctctaactt taaatcttta 240 

aatatagcaa ttgatgcacc atcagacgct aaagcctcat ttaaggctat tgagcacctt 300 

gacagattat cgaagcatta tatatctgaa ataagggaaa aacttcatcc tctttctgca 360 
gaggaactca atttgctttc gctaattatt aattctgatt taatcttcag acatcaaagt 
aattctgatt tgtctgataa aattttaaac attaagtcat tcaataaaat tcagtctgaa 

ggaatatgca caaaacgaaa cacatacgct gatgatataa aaaaaatagc taatcatgac 540 
tttgtgtttt ttggcgttga aatctctaac catcagaaaa aacaccccct gaatacaaaa 
catcacactg ttgattttgg tgcaaatgcg tatatcattg atcatgactc tccatatgga 

tatatgacat taaccgatca ctttgataat gctattccac ctgtttttta ccatgagcac 720 

caatcatttt tagataaatt ttcagaggtt aataaagaag ttagtcgata cgtacatgga 780 

agtaaaggaa ttatagatgt accaatattc aatactaaag atatgaagtt agggctcgga 84 0 

ttatacctga ttgactttat tagaaaaagt gaagaccaaa gcttcaagga gttttgctat 900 

ggaaaaaatc ttgcccctgt ggatctggat agaatcataa actttgtttt tcagccagag 960 

taccatatac ctaggatggt aagtacagaa aacttcaaaa aagttaagat tagagaaata 102 0 

tccttagagg aggctgttac agcatctaat tacgaagaaa ttaacaagca ggtcactaac 1080 

aaaaaaattg ctctccaggc tctttttctt tcgattacta atcaaaaaga ggatgtcgcc 1140 

ttatatatat tatctaattt tgagataact agacaagatg ttatttccat aaagcatgag 12 00 

ttgtatgata ttgagtatct acttagcgct cataattcaa gctgtaaagt acttgagtat 1260 

tttatcaata agggattggt tgatgtaaac acaaagttca aaaaaactaa tagtggggat 1320 



420 
480 



600 
660 



tgtatgttgg ataacgcaat aaaatatgag aatgcagaaa tgataaaact attattgaaa 13 
tatggtgcaa catctgacaa taaatatatt taatcaaaat tgaatatcgt ttag 14 

<210> 4 

<211> 1005 

<212> DNA 

<213> Shigella Flexneri 



<400> 4 



atgaatataa caactctgac 


taatagtatt 




cattcagt cc 


aaacaatacc 


60 


aacggttcat caaccgaaac 


agttaattct 


gatataaaaa 


caacgaccag 


ttctcatcct 


120 


gtaagttccc ttactatgct 


caacgacacc 


cttcataata 


f~ C* 3 f^t 2 a /-* — » 

LtdyddCadC 


aaatcaggca 


180 


ttaaagaaag agctttcaca 


aaaaacgttg 


actaaaacat 


cgctagaaga 


aatagcatta 


240 


cattcatctc agattagcat 


ggatgtaaat 


aaatccgctc 


aactattgga 


tattctttcc 


300 


aggaacgaat atccaattaa 


taaagacgca 


agagaattat 


tacattcagc 


cccgaaagaa 


360 


gccgagcttg atggagatca 


aatgatatct 


catagagaac 


tgtgggctaa 


aattgcaaac 


420 


tccatcaatg atattaatga 


acagtatctg 


aaagtatatg 


aacatgccgt 


tagttcatat 


480 


actcaaatgt atcaagattt 


tagcgctgtt 


ctttccagtc 


ttgccggctg 


gatctctccc 


540 


ggaggtaacg acggaaactc 


cgtgaaatta 


caagtcaact 


cgcttaaaaa 


ggcattggaa 


600 


gaactcaagg aaaaatataa 


agataaaccg 


ctatatccag 


caaataatac 


tgttagtcag 


660 


gaacaagcaa ataaatggct 


tacagaatta 


99tggaacaa 


tcggcaaggt 


atctcaaaaa 


720 


aacgggggat atgttgtcag 


tataaacatg 


accccaatag 


acaatatgtt 


aaaaagctta 


780 


gataatctag gtggaaatgg 


cgaggttgtg 


ctagataatg 


caaaatatca 


ggcatggaat 


840 


gccggattct ctgccgaaga 


tgaaacaatg aaaaataatc 


ttcaaacttt 


agttcaaaaa 


900 


tacagtaatg ccaatagtat 


ttttgataat 


ttagtaaagg 


ttttgagtag 


tacaataagc 


960 


tcatgtacag atacagataa 


actttttctc 


catttctgag 


gtgcg 




1005 



<210> 5 
<211> 1149 
<212> DNA 



<213> Shigella Flexneri 



<400> 5 



atgttgcaaa 


agcaattttg 


caacaaacta 


ctgcttgata 


caaataagga 


gaatgttatg 


60 


gaaattcaaa 


acacaaaacc 


aacccagact 


ttatatacag 


atatatccac 


aaaacaaact 


120 


caaagttctt 


ccgaaacaca 


aaaatcacaa 


aattatcagc 


agattgcagc 


gcatattcca 


180 


cttaatgtcg 


gtaaaaatcc 


cgtattaaca 


accacattaa 


atgatgatca 


acttttaaag 


240 


ttatcagagc 


aggttcagca 


tgattcagaa 


atcattgctc 


gccttactga 


caaaaagatg 


300 


aaagatcttt 


cagagatgag 


tcacaccctt 


actccagaga 


acactctgga 


tatttccagt 


360 


ctttcttcta 


atgctgtttc 


tttaattatt 


agtgtagccg 


ttctactttc 


tgctctccgc 


420 


actgcagaaa 


ctaaattggg 


ctctcaattg 


tcattgattg 


cgttcgatgc 


tacaaaatca 


480 


gctgcagaga 


acattgttcg 


gcaaggcctg 


gcagccctat 


catcaagcat 


tactggagca 


540 


gtcacacaag 


taggtataac 


gggtatcggt 


gccaaaaaaa 


cgcattcagg 


gattagcgac 


600 


caaaaaggag 


ccttaagaaa 


gaaccttgcc 


actgctcaat 


ctcttgaaaa 


agagcttgca 


660 


ggttctaaat 


tagggttaaa 


taaacaaata 


gatacaaata 


tcacctcacc 


acaaactaac 


720 


tctagcacaa 


aatttttagg 


taaaaataaa 


ctggcgccag 


ataatatatc 


cctgtcaact 


780 


gaacataaaa 


cttctcttag 


ttctcccgat 


atttctttgc 


aggataaaat 


tgacacccag 


840 


agaagaactt 


acgagctcaa 


taccctttct 


gcgcagcaaa 


aacaaaacat 


tggccgtgca 


900 


acaatggaaa 


catcagccgt 


tgctggtaat 


atatccacat 


caggagggcg 


ttatgcatct 


960 


gctcttgaag 


aagaagaaca 


actaatcagt 


caggccagca 


gtaaacaagc 


agaggaagca 


1020 


tcccaagtat 


ctaaagaagc 


atcccaagcg 


acaaatcaat 


taatacaaaa 


attattgaat 


1080 


ataattgaca 


gcatcaacca 


atcaaagaat 


tcggcagcca 


gtcagattgc 


tggtaacatt 


1140 


cgagcttaa 












1149 



<210> 6 

<211> 1022 

<212> DNA 

<213> Shigella Flexneri 



<210> 7 

<211> 612 

<212> DNA 

<213> Shigella Flexneri 



60 



<400> 6 

atgttaccga taaataataa cttttcattg ccccaaaatt ctttttataa cactatttcc 
ggtacatatg ctgattactt ttcagcatgg gataaatggg aaaaacaagc gctccccggt 12 0 
gaagagcgtg atgaggctgt ctcccgactt aaagaatgtc ttatcaataa ttccgatgaa 180 
cttcgactgg accgtttaaa tctgtcctcg ctacctgaca acttaccagc tcagataacg 240 
ctgctcaatg tatcatataa tcaattaact aacctacctg aactgcctgt tacgctaaaa 300 
aaattatatt ccgccagcaa taaattatca gaattgcccg tgctacctcc tgcgctggag 360 
tcacttcagg tacaacacaa tgagctggaa aacctgccag ctttacccga ttcgttattg 
actatgaata tcagctataa cgaaatagtc tccttaccat cgctcccaca ggctcttaaa 
aatctcagag cgacccgtaa tttcctcact gagctaccag cattttctga gggaaataat 
cccgttgtca gagagtattt ttttgataga aatcagataa gtcatatccc ggaaagcatt 
cttaatctga ggaatgaatg ttcaatacat attagtgata acccattatc atcccatgct 
ctgcaagccc tgcaaagatt aacctcttcg ccggactacc acggcccacg gatttacttc 
tccatgagtg acggacaaca gaatacactc catcgccccc tggctgatgc cgtgacagca 
tggttcccgg aaaacaaaca atctgatgta tcacagatat ggcatgcttt tgaacatgaa 
gagcatgcca acaccttttc cgcgttcctt gaccgccttt ccgataccgt ctctgcacgc 
aatacctccg gattccgtga acaggtcgct gcatggctgg aaaaactcag tgcctctgcg 
gagcttcgac agcagtcttt cgctgttgct gctgatgcca ctgagagctg tgaggaccgt 

gt 



420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1022 



<400> 7 

atgaaaataa catctaccat tattcaaaca ccttttccat ttgagaataa taattctcat 60 

gctggcatag taacggagcc cattctcggt aagttaatag gtcaggggtc gacagcagaa 120 

atctttgaag atgtgaatga ttcatctgct ttgtataaaa agtatgatct tattggcaac 180 

cagtacaatg agattctgga aatggcttgg caagaatctg agctttttaa tgctttttat 240 



ggcgatgaag catccgttgt tatacagtat ggcggagatg tgtacctccg aatgctgcgc 
gtgcctggga ctccccttag tgacattgat acagctgata tccctgataa tatagagagc 
ctttatctac agttgatatg taaattgaat gagttgagta taatccatta cgatcttaat 
acaggtaata tgctgtatga taaagaaagt gaaagtttat tcccaataga ttttcgcaat 
atttatgctg aatattacgc tgcaaccaaa aaagataaag agattatcga ccgacgatta 
caaatgcgta caaatgattt ttattcgtta ttaaacagga aatatttata gacgtatttg 
ttgatgctat aa 

<210> 8 
<211> 288 
<212> PRT 

<213> Shigella Flexneri 
<400> 8 

Met Asn Leu Asp Gly Val Arg Pro Tyr Cys Arg lie Val Asn Lys Lys 
5 10 15 



Asn Glu Ser lie Ser Asp He Ala Phe Ala His lie He Lys Arg Val 
20 25 30 

Lys Asn Ser Ser Cys Thr His Pro Lys Ala Ala Leu Val Phe Leu Gly 
35 40 45 

Glu Lys Gly Phe Cys Asp Ser Asn Asp Val Leu Ser He Met Gly Gin 



60 



Gin lie Pro Arg Val Phe Lys Asn Lys Met Leu Tyr Asp Tyr Val Phe 



75 



80 



Lys Asn Glu Lys Ser Lys Asn Asp Phe Leu Lys Met Ala Glu Ser Trp 
85 90 95 

Leu Pro Gin Ser Glu Pro lie Val lie Asn Asn Asp Asp Asp Ala Leu 
100 105 110 

Asn Ala Ala Ala Tyr Phe Ser Val Lys Lys Ala Lys He Lys Thr Val 
115 120 



300 
360 
420 
480 
540 
600 
612 



125 



Asn Asp Thr Asp Phe Lys Glu Tyr Asn Lys Val Tyr He Leu Gly His 

135 140 

Gly Ser Pro Gly Ser His Gin Leu Gly Leu Gly Ser Glu Leu lie Asp 

150 ice 

155 160 

Val Gin Thr lie lie Ser Arg Met Lys Asp Cys Gly lie Leu Asn Val 
165 17 ° 175 

Lys Asp lie Arg Phe Thr Ser Cys Gly Ser Ala Asp Lys Val Ala Pro 
180 185 190 

Lys Asn Phe Asn Asn Ala Pro Ala Glu Ser Leu Ser Cys lie Leu Asn 
195 200 205 

Ser Leu Pro Phe Phe Lys Glu Lys Glu Ser Leu Leu Glu Gin lie Lys 

215 22 0 



Lys His Leu Glu Asn Asp Glu Ser Leu Ser Asp Gly Leu Lys He Ser 

230 2 35 24 o 

Gly Tyr His Gly Tyr Gly Val His Tyr Gly Gin Glu Leu Phe Pro Tyr 
245 250 255 



Ser His Tyr Arg Ser Thr Ser lie Pro Ala Asp Pro Glu His Thr Val 
260 265 270 

Lys Arg Ser Ser Gin Lys Lys Thr Phe He He Asn Lys Glu Leu Asp 
z ' 5 2 8 0 



285 



<210> 9 

<211> 225 

<212> PRT 

<213> Shigella Flexneri 

<400> 9 



Met Ser lie Asn Asn Tyr Gly Leu His Pro Ala Asn Asn Lys Asn Met 



10 



15 



± O O *#-3f*S 7" „U *#3 O O S 



His Leu He He Gly Ser Asn Thr Ala Asn Glu Asn Lys Gly Met Lvs 
20 25 30 

Asn Asn He He Asn Val Thr Asn Thr Ala He Ser His Ala He Asn 
35 40 45 

Glu Glu Lys Ser Gly Gly Gly Tyr Ser Gly Val Ser Phe Arg Lys Leu 
50 55 60 

Ala Lys He Gin Asn He Ser He Pro Thr Lys Asn Asn Lys Glu Tyr 
65 7D 2 

/u 75 80 

Asn Arg His Asn Leu Phe Ser Leu He Trp His Gly Asn Ala Asp Ala 
85 90 95 

Ala Arg Lys Tyr Ser Glu Ser Leu Leu Ala Ala Glu He Pro Lys Glu 
100 105 110 

Glu Lys Leu Glu Val Leu Ala Ala Arg Asn Asn Ala Gly Glu Ser Ala 
115 120 125 

Leu Phe He Ala Leu Gin Glu Gly His Ser Ala Ala He Gin Ala Tyr 
i3 ° 135 140 

Gly Asp Phe He Lys Thr Phe Asp Leu Ser Pro Lys Glu Thr He Lvs 
145 150 155 160 

Leu Leu Asp Val Arg Asp Asn Glu Gly Leu Pro Gly Leu Phe Leu Ala 
165 170 175 

Ala Gly Lys Gly Asn He Glu Ala Met Met Ala Tyr He Asn He Cys 
180 i 8 5 ' igo 

His His Ser Gly He Lys Leu Thr Glu He Ala Asp Arg Leu Asn Asn 
195 200 205 

Asn Glu Gin Asp Met Phe Asn He He Ser Asp Lys He Gin Glu Leu 
210 215 220 



Phe 
225 



<210> 10 

<211> 470 

<212> PRT 

<213> Shigella Flexneri 

<400> 10 

Met Asn He Ser Glu Thr Leu Asn Ser Ala Asn Thr Gin Cys Asn He 
1 5 10 15 

Asp Ser Met Asp Asn Arg Leu His Thr Leu Phe Pro Lys Val Thr Ser 
20 25 30 

Val Arg Asn Ala Ala Gin Gin Thr Met Pro Asp Glu Lys Asn Leu Lys 
35 40 " 45 

Asp Ser Ala Asn He He Lys Asp Phe Phe Arg Lys Thr He Ala Ala 
50 55 60 

Gin Ser Tyr Ser Arg Met Phe Ser Gin Gly Ser Asn Phe Lys Ser Leu 
65 70 75 * 80 

Asn He Ala He Asp Ala Pro Ser Asp Ala Lys Ala Ser Phe Lys Ala 
85 90 95 

He Glu His Leu Asp Arg Leu Ser Lys His Tyr He Ser Glu He Arg 
100 105 110 



Glu Lys Leu His Pro Leu Ser Ala Glu Glu Leu Asn Leu Leu Ser Leu 
115 120 125 

He He Asn Ser Asp Leu lie Phe Arg His Gin Ser Asn Ser Asp Leu 
130 135 140 



Ser Asp Lys He Leu Asn He Lys Ser Phe Asn Lys He Gin Ser Glu 

145 150 155 160 

Gly He Cys Thr Lys Arg Asn Thr Tyr Ala Asp Asp He Lys Lys He 

165 170 175 



Ala Asn His Asp Phe Val Phe Phe Gly Val Glu He Ser Asn His Gin 



:L GO 43*1-8 7 ,0^30G2 



180 185 190 



Lys Lys His Pro Leu Asn Thr Lys His His Thr Val Asp Phe Gly Ala 
195 200 205 

Asn Ala Tyr lie lie Asp His Asp Ser Pro Tyr Gly Tyr Met Thr Leu 
210 215 ^ 220 



Thr Asp His Phe Asp Asn Ala He Pro Pro Val Phe Tyr His Glu His 
225 230 235 J 240 

Gin Ser Phe Leu Asp Lys Phe Ser Glu Val Asn Lys Glu Val Ser Arg 

245 250 " 255 



Tyr Val His Gly Ser Lys Gly He He Asp Val Pro He Phe Asn Thr 
260 265 270 



Lys Asp Met Lys Leu Gly Leu Gly Leu Tyr Leu He Asp Phe He Arg 
275 280 285 



Lys Ser Glu Asp Gin Ser Phe Lys Glu Phe Cys Tyr Gly Lys Asn Leu 
290 295 * 300 



Ala Pro Val Asp Leu Asp Arg He He Asn Phe Val Phe Gin Pro Glu 
305 310 315 320 



Tyr His He Pro Arg Met Val Ser Thr Glu Asn Phe Lys Lys Val Lys 

325 330 ' 335 

He Arg Glu He Ser Leu Glu Glu Ala Val Thr Ala Ser Asn Tyr Glu 

340 345 350 



Glu He Asn Lys Gin Val Thr Asn Lys Lys He Ala Leu Gin Ala Leu 
355 360 365 



Phe Leu Ser He Thr Asn Gin Lys Glu Asp Val Ala Leu Tyr He Leu 
370 375 380 



Ser Asn Phe Glu He Thr Arg Gin Asp Val He Ser He Lys His Glu 
385 390 395 " 400 



Leu Tyr Asp He Glu Tyr Leu Leu Ser Ala His Asn Ser Ser Cys Lys 
405 410 415 



1GQ*I-3!£B7 .043002 



Val Leu Glu Tyr Phe lie Asn Lys Gly Leu Val Asp Val Asn Thr Lys 
420 425 430 



Phe Lys Lys Thr Asn Ser Gly Asp Cys Met Leu Asp Asn Ala lie Lys 
435 440 445 



Tyr Glu Asn Ala Glu Met lie Lys Leu Leu Leu Lys Tyr Gly Ala Thr 
450 455 460 



Ser Asp Asn Lys Tyr lie 
465 470 



<210> 11 
<211> 332 
<212> PRT 

<213> Shigella Flexneri 
<400> 11 

Met Asn lie Thr Thr Leu Thr Asn Ser lie Ser Thr Ser Ser Phe Ser 
15 10 15 



Pro Asn Asn Thr Asn Gly Ser Ser Thr Glu Thr Val Asn Ser Asp lie 
20 25 30 



Lys Thr Thr Thr Ser Ser His Pro Val Ser Ser Leu Thr Met Leu Asn 
35 40 45 



Asp Thr Leu His Asn lie Arg Thr Thr Asn Gin Ala Leu Lys Lys Glu 
50 55 60 



Leu Ser Gin Lys Thr Leu Thr Lys Thr Ser Leu Glu Glu lie Ala Leu 
65 70 75 80 



His Ser Ser Gin lie Ser Met Asp Val Asn Lys Ser Ala Gin Leu Leu 
85 90 95 



Asp lie Leu Ser Arg Asn Glu Tyr Pro lie Asn Lys Asp Ala Arg Glu 
100 105 " 110 



i O O **3 !£S 7* . O N-3 O O 5 
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Leu Leu His Ser Ala Pro Lys Glu Ala Glu Leu Asp Gly Asp Gin Met 
H5 120 125 

He Ser His Arg Glu Leu Trp Ala Lys He Ala Asn Ser He Asn Asp 
130 135 140 



He Asn Glu Gin Tyr Leu Lys Val Tyr Glu His Ala Val Ser Ser Tyr 
145 150 155 160 

Thr Gin Met Tyr Gin Asp Phe Ser Ala Val Leu Ser Ser Leu Ala Gly 
165 170 175 

Trp He Ser Pro Gly Gly Asn Asp Gly Asn Ser Val Lys Leu Gin Val 
180 185 " 190 

Asn Ser Leu Lys Lys Ala Leu Glu Glu Leu Lys Glu Lys Tyr Lys Asp 
195 200 * 205 



Lys Pro Leu Tyr Pro Ala Asn Asn Thr Val Ser Gin Glu Gin Ala Asn 
210 215 220 



Lys Trp Leu Thr Glu Leu Gly Gly Thr He Gly Lys Val Ser Gin Lys 
225 230 235 240 

Asn Gly Gly Tyr Val Val Ser lie Asn Met Thr Pro He Asp Asn Met 
245 250 255 

Leu Lys Ser Leu Asp Asn Leu Gly Gly Asn Gly Glu Val Val Leu Asp 
260 265 270 

Asn Ala Lys Tyr Gin Ala Trp Asn Ala Gly Phe Ser Ala Glu Asp Glu 
275 280 285 

Thr Met Lys Asn Asn Leu Gin Thr Leu Val Gin Lys Tyr Ser Asn Ala 
290 295 300 



Asn Ser He Phe Asp Asn Leu Val Lys Val Leu Ser Ser Thr He Ser 
305 310 315 320 



Ser Cys Thr Asp Thr Asp Lys Leu Phe Leu His Phe 
325 330 



<210> 12 
<211> 382 
<212> PRT 

<213> Shigella Flexneri 
<400> 12 

Met Leu Gin Lys Gin Phe Cys Asn Lys Leu Leu Leu Asp Thr Asn Lys 
15 10 is 

Glu Asn Val Met Glu He Gin Asn Thr Lys Pro Thr Gin Thr Leu Tyr 
20 25 30 

Thr Asp He Ser Thr Lys Gin Thr Gin Ser Ser Ser Glu Thr Gin Lys 
35 40 45 

Ser Gin Asn Tyr Gin Gin He Ala Ala His He Pro Leu Asn Val Gly 
50 55 60 

Lys Asn Pro Val Leu Thr Thr Thr Leu Asn Asp Asp Gin Leu Leu Lys 
65 70 75 ~ 80 

Leu Ser Glu Gin Val Gin His Asp Ser Glu He He Ala Arg Leu Thr 
85 90 95 

Asp Lys Lys Met Lys Asp Leu Ser Glu Met Ser His Thr Leu Thr Pro 
100 105 110 

Glu Asn Thr Leu Asp He Ser Ser Leu Ser Ser Asn Ala Val Ser Leu 
115 120 125 

He He Ser Val Ala Val Leu Leu Ser Ala Leu Arg Thr Ala Glu Thr 
130 135 140 

Lys Leu Gly Ser Gin Leu Ser Leu He Ala Phe Asp Ala Thr Lys Ser 
145 150 155 ~ 160 

Ala Ala Glu Asn He Val Arg Gin Gly Leu Ala Ala Leu Ser Ser Ser 
165 170 175 



He Thr Gly Ala Val Thr Gin Val Gly He Thr Gly He Gly Ala Lys 



!80 185 190 

Lys Thr His Ser Gly He Ser Asp Gin Lys Gly Ala Leu Arg Lys Asn 

200 205 

Leu Ala Thr Ala Gin Ser Leu Glu Lys Glu Leu Ala Gly Ser Lys Leu 
210 215 220 

Gly Leu Asn Lys Gin He Asp Thr Asn He Thr Ser Pro Gin Thr Asn 
225 230 235 240 

Ser Ser Thr Lys Phe Leu Gly Lys Asn Lys Leu Ala Pro Asp Asn He 
245 250 255 

Ser Leu Ser Thr Glu His Lys Thr Ser Leu Ser Ser Pro Asp He Ser 
260 265 270 

Leu Gin Asp Lys He Asp Thr Gin Arg Arg Thr Tyr Glu Leu Asn Thr 
275 280 285 

Leu Ser Ala Gin Gin Lys Gin Asn He Gly Arg Ala Thr Met Glu Thr 
290 295 300 

Ser Ala Val Ala Gly Asn He Ser Thr Ser Gly Gly Arg Tyr Ala Ser 
305 310 315 ~ 320 

Ala Leu Glu Glu Glu Glu Gin Leu He Ser Gin Ala Ser Ser Lys Gin 
325 330 335 

Ala Glu Glu Ala Ser Gin Val Ser Lys Glu Ala Ser Gin Ala Thr Asn 
340 345 350 

Gin Leu He Gin Lys Leu Leu Asn He He Asp Ser He Asn Gin Ser 
355 360 365 

Lys Asn Ser Ala Ala Ser Gin He Ala Gly Asn He Arg Ala 
370 375 380 



<210> 13 
<211> 340 



<212> PRT 



100*3^87 .0H-300S 



<213> Shigella Flexnei 



<400> 13 



Met Leu Pro He Asn Asn Asn Phe Ser Leu Pro Gin Asn Ser Phe Tyr 
15 10 15 

Asn Thr He Ser Gly Thr Tyr Ala Asp Tyr Phe Ser Ala Trp Asp Lys 
20 25 30 

Trp Glu Lys Gin Ala Leu Pro Gly Glu Glu Arg Asp Glu Ala Val Ser 
35 40 45 

Arg Leu Lys Glu Cys Leu He Asn Asn Ser Asp Glu Leu Arg Leu Asp 
50 55 60 



Arg Leu Asn Leu Ser Ser Leu Pro Asp Asn Leu Pro Ala Gin He Thr 
65 70 75 80 

Leu Leu Asn Val Ser Tyr Asn Gin Leu Thr Asn Leu Pro Glu Leu Pro 
85 90 95 

Val Thr Leu Lys Lys Leu Tyr Ser Ala Ser Asn Lys Leu Ser Glu Leu 
100 105 110 

Pro Val Leu Pro Pro Ala Leu Glu Ser Leu Gin Val Gin His Asn Glu 
H5 120 125 



Leu Glu Asn Leu Pro Ala Leu Pro Asp Ser Leu Leu Thr Met Asn He 
!30 135 140 



Ser Tyr Asn Glu He Val Ser Leu Pro Ser Leu Pro Gin Ala Leu Lys 
145 150 155 160 

Asn Leu Arg Ala Thr Arg Asn Phe Leu Thr Glu Leu Pro Ala Phe Ser 
165 170 175 

Glu Gly Asn Asn Pro Val Val Arg Glu Tyr Phe Phe Asp Arg Asn Gin 
180 185 190 



le Ser His He Pro Glu Ser He Leu Asn Leu Arg Asn Glu Cys Ser 
195 200 205 



He His He Ser Asp Asn Pro Leu Ser Ser His Ala Leu Gin Ala Leu 
210 215 220 



Gin Arg Leu Thr Ser Ser Pro Asp Tyr His Gly Pro Arg He Tyr Phe 
225 230 235 ~ 240 



Ser Met Ser Asp Gly Gin Gin Asn Thr Leu His Arg Pro Leu Ala Asp 
245 250 ~ 255 



Ala Val Thr Ala Trp Phe Pro Glu Asn Lys Gin Ser Asp Val Ser Gin 
260 265 ' 270 



He Trp His Ala Phe Glu His Glu Glu His Ala Asn Thr Phe Ser Ala 
2 75 280 285 



Phe Leu Asp Arg Leu Ser Asp Thr Val Ser Ala Arg Asn Thr Ser Gly 
290 295 300 



Phe Arg Glu Gin Val Ala Ala Trp Leu Glu Lys Leu Ser Ala Ser Ala 
305 310 315 320 



Glu Leu Arg Gin Gin Ser Phe Ala Val Ala Ala Asp Ala Thr Glu Ser 
325 330 " 335 



Cys Glu Asp Arg 
340 



<210> 14 

<211> 196 

<212> PRT 

<213> Shigella Flexneri 

<400> 14 

Met Lys He Thr Ser Thr He He Gin Thr Pro Phe Pro Phe Glu Asn 
1 5 10 15 



Asn Asn Ser His Ala Gly He Val Thr Glu Pro He Leu Gly Lys Leu 
20 25 30 



He Gly Gin Gly Ser Thr Ala Glu He Phe Glu Asp Val Asn Asp Ser 
35 40 45 



Ser Ala Leu Tyr Lys Lys Tyr Asp Leu He Gly Asn Gin Tyr Asn Glu 
50 55 60 



He Leu Glu Met Ala Trp Gin Glu Ser Glu Leu Phe Asn Ala Phe Tyr 
65 70 75 80 



Gly Asp Glu Ala Ser Val Val He Gin Tyr Gly Gly Asp Val Tyr Leu 
85 90 95 



Arg Met Leu Arg Val Pro Gly Thr Pro Leu Ser Asp He Asp Thr Ala 
100 105 " 110 



Asp He Pro Asp Asn He Glu Ser Leu Tyr Leu Gin Leu He Cys Lys 
H5 120 125 



Leu Asn Glu Leu Ser He He His Tyr Asp Leu Asn Thr Gly Asn Met 
130 135 140 



Leu Tyr Asp Lys Glu Ser Glu Ser Leu Phe Pro He Asp Phe Arg Asn 
145 150 155 " 160 



He Tyr Ala Glu Tyr Tyr Ala Ala Thr Lys Lys Asp Lys Glu lie He 
165 170 * 175 



Asp Arg Arg Leu Gin Met Arg Thr Asn Asp Phe Tyr Ser Leu Leu Asn 
180 185 190 



Arg Lys Tyr Leu 





195 


<210> 


15 


<211> 


352 


<212> 


DNA 


<213> 


Shigella Flexneri 



<400> 15 

cttcagccac gactcctcct tcctctgcgc ttccagtgat aagggtactg tccatatctt 60 




tgctctcaag gatacccgcc tcaaccgccg ctccgcgctg gctcgcgtgg gcaaggtggg 120 

gcctatgatt gggcagtacg tggactctca gtggagcctg gcgagcttca ctgtgcctgc 180 

tgagtcagct tgcatctgcg ccttcggtcg caatacttcc aagaacgtca actctgtcat 240 

tgccatctgc gtagatggga ccttccacaa atatgtcttc actcctgatg gaaactgcaa 3 00 

cagagaggct ttcgacgtgt accttgacat ctgtgatgat gatgactttt aa 3 52 

<210> 16 
<211> 1042 
<212> DNA 

<213> Shigella Flexneri 



<400> 16 
gaccagcaag 


tcttgcgagt 


acaatgggac 


aacttaccaa 


catggagagc 


tgttcgtagc 


60 


tgaagggctc 


tttcagaatc 


ggcaacccaa 


tcaatgcacc 


cagtgcagct 


gttcggaggg 


120 


aaacgtgtat 


tgtggtctca 


agacttgccc 




1~ cri~ ci t~ t~ pp 


/-i f-r -f- /if r*i~ rti- 


i ftn 

XoU 


tccagattcc 


tgctgccggg 


tatgcagagg 


agatggagaa 


ctgtcatggg 


aacattctga 


240 


tggtgatatc 


ttccggcaac 


ctgccaacag 


agaagcaaga 


cattcttacc 


accgctctca 


300 


ctatgatcct 


ccaccaagcc 


gacaggctgg 


aggtctgtcc 


cgctttcctg 


gggccagaag 


360 


tcaccgggga 


gctcttatgg 


attcccagca 


agcatcagga 


accattgtgc 


aaattgtcat 


420 


caataacaaa 


cacaagcatg 


gacaagtgtg 


tgtttccaat 


ggaaagacct 


attctcatgg 


480 


cgagtcctgg 


cacccaaacc 


tccgggcatt 


tggcattgtg 


gagtgtgtgc 


tatgtacttg 


540 


taatgtcacc 


aagcaagagt 


gtaagaaaat 


ccactgcccc 


aatcgatacc 


cctgcaagta 


600 


tcctcaaaaa 


atagacggaa 


aatgctgcaa 


ggtgtgtcca 


ggtaaaaaag 


caaaagaact 


660 


tccaggccaa 


agctttgaca 


ataaaggcta 


cttctgcggg 


gaagaaacga 


tgcctgtgta 


720 


tgagtctgta 


ttcatggagg 


atggggagac 


aaccagaaaa 


atagcactgg 


agactgagag 


780 


accacctcag 


gtagaggtcc 


acgtttggac 


tattcgaaag 


ggcattctcc 


agcacttcca 


840 


tattgagaag 


atctccaaga 


ggatgtttga 


ggagcttcct 


cacttcaagc 


tggtgaccag 


900 


aacaaccctg 


agccagtgga 


agatcttcac 


cgaaggagaa 


gctcagatca 


gccagatgtg 


960 


ttcaagtcgt 


gtatgcagaa 


cagagcttga 


agatttagtc 


aaggttttgt 


acctggagag 


1020 


atctgaaaag 


ggccactgtt 


ag 








1042 



A QC1 7 s « O M-3 DOS 



<210> 17 

<211> 275 

<212> DNA 

<213> Shigella Flexneri 



<220> 

<221> misc_f eature 

<222> (1)..(1) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (4) . . (4) 

<22 3 > mi sc_f eature 

<220> 

<221> misc_f eature 

<222> (10) . . (10) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (14) . . (14) 

<223> misc feature 



<220> 

<221> misc_feature 
<222> (27) . . (27) 



• 



1004348 7' . 0«f300S 



<223> misc_feature 
<220> 

<221> misc_feature 

<222> (29) . . (29) 

<223> misc^feature 

<220> 

<221> mi sc_f eature 

<222> (36) . . (36) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (40) . . (40) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (45) . . (45) 

<223> misc_f eature 

220> 

221> misc_feature 

222> (52) . . (52) 

223> misc feature 



220> 



3^3 



o-M-3-o.Oi 



<221> misc_feature 

<222> (58) . . (58) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (87) . . (87) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (99) . . (99) 

<223> misc_feature 

<220> 

<22l> misc_f eature 

<222> (111) . . (ill) 

<223> misc_feature 

<220> 

<221> mi sc_f eature 

<222> (114) . . (116) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (120) . . (120) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (128) . . (128) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (130) . . (130) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (138) . . (138) 

<223> misc_f eature 

<220> 

:221> misc_f eature 

:222> (141) . . (141) 

:223> misc feature 



:220> 

:221> mi sc_f eature 

:222> (143) . . (143) 

223> misc feature 



220> 
221> 
222> 



misc_f eature 
(148) . . (149) 



100^3187 .043002 



<22 3> mi sc_f eature 
<220> 

<221> misc_f eature 
<222> (162) . . (162) 

<223> misc_f eature 

<220> 

<221> misc_feature 
<222> (179) . . (179) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (182) . . (182) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (195) . . (195) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (198) . . (198) 

<223> misc feature 



<220> 

<221> misc_feature 



7 „0*4k3 



<222> (202) . . (202) 

<223> misc__f eature 

<220> 

<221> misc_f eature 

<222> (206) . . (207) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (216) . . (216) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (218) . . (219) 

<223> mi sc_f eature 

<220> 

<221> misc_feature 

<222> (225) . . (225) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (233) . . (233) 

<223> misc feature 



AOOqrSJM^ .043002 



<220> 

<221> misc_feature 

<222> (252) . . (252) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (254) . . (254) 

<223> misc__f eature 

<220> 

<221> misc_feature 

<222> (257) . . (254) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (257) . . (257) 

<223> mi sc_f eature 

<220> 

<221> misc__feature 

<222> (265) . . (265) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (267) . . (267) 

<223> misc feature 



3^ 



<220> 

<221> misc_f eature 

<222> (269) . . (270) 

<223> misc_f eature 

<400> 17 

nctnccctgn gcgngaccag cctggtnanc ttaccnggan ccacnggatg tngtgtanct 60 

gtgctctgcg cttgccatga tgacttntgg gagctgcanc cgtcgcgttt ntgnnncgtn 12 0 

gttggtgncn ggcctccnta ngntgtgnna cgaagactgt tntttgctaa ggacctgcng 180 

tntgctgctt cattnggnga gntttnntta gggggngnnt tattnctaaa atnttgggac 24 0 

tcttaagttt tngntgnggt ttttntngnn aagaa 275 

<210> 18 
<211> 1246 
<212> DNA 

<213> Shigella Flexneri 
<400> 18 

ggcggccatg gagaccgaga cggcgccgct gaccctagag tcgctgccca ccgatcccct 60 

gctcctcatc ttatcctttt tggactatcg ggatctaatc aactgttgtt atgtcagtcg 120 

aagacttagc cagctatcaa gtcatgatcc gctgtggaga agacattgca aaaaatactg 180 

gctgatatct gaggaagaga aaacacagaa gaatcagtgt tggaaatctc tcttcataga 240 

tacttactct gatgtaggaa gatacattga ccattatgct gctattaaaa aggcctggga 300 

tgatctcaag aaatatttgg agcccaggtg tcctcggatg gttttatctc tgaaagaggg 360 

tgctcgagag gaagacctcg atgctgtgga agcgcagatt ggctgcaagc ttcctgacga 42 0 

ttatcgatgt tcataccgaa ttcacaatgg acagaagtta gtggttcctg ggttattggg 480 

aagcatggca ctgtctaatc actatcgttc tgaagatttg ttagacgtcg atacagctgc 540 

cggaggattc cagcagagac agggactgaa atactgtctc cctttaactt tttgcataca 600 

tactggtttg agtcagtaca tagcagtgga agctgcagag ggccgaaaca aaaatgaagt 660 



tttctaccaa tgtccagacc aaatggctcg aaatccagct gctattgaca tgtttattat 720 

aggtgctact tttactgact ggtttacctc ttatgtcaaa aatgttgtat caggtggctt 780 

ccccatcatc agagaccaaa ttttcagata tgttcacgat ccagaatgtg tagcaacaac 840 

tggggatatt actgtgtcag tttccacatc gtttctgcca gaacttagct ctgtacatcc 900 

accccactat ttcttcacat accgaatcag gattgaaatg tcaaaagatg cacttcctga 960 

gaaggcctgt cagttggaca gtcgctattg gagaataaca aatgctaagg gtgacgtgga 1020 

agaagttcaa ggacctggag tagttggtga atttccaatc atcagcccag gtcgggtata 1080 

tgaatacaca agctgtacca cattctctac aacatcagga tacatggaag gatattatac 1140 

cttccatttt ctttacttta aagacaagat ctttaatgtt gccattcccc gattccatat 1200 

ggcatgtcca acattcaggg tgtctatagc ccgattggta agttaa 1246 

<210> 19 
<211> 786 
<212> DNA 

<213> Shigella Flexneri 
<400> 19 

gcagcaacag cagcagccgc caccaccgcc aatacctgca aatgggcaac aggccagcag 60 

ccaaaatgaa ggcttgacta ttgacctgaa gaattttaga aaaccaggag agaagacctt 120 

cacccaacga agccgtcttt ttgtgggaaa tcttcctccc gacatcactg aggaagaaat 180 

gaggaaacta tttgagaaat atggaaaggc aggcgaagtc ttcattcata aggataaagg 240 

atttggcttt atccgcttgg aaacccgaac cctagcggag attgccaaag tggagctgga 300 

caatatgcca ctccgtggaa agcagctgcg tgtgcgcttt gcctgccata gtgcatccct 360 

tacagttcga aaccttcctc agtatgtgtc caacgaactg ctggaagaag ccttttctgt 420 

gtttggccag gtagagaggg ctgtagtcat tgtggatgat cgaggaaggc cctcaggaaa 4 80 

aggcattgtt gagttctcag ggaagccagc tgctcggaaa gctctggaca gatgcagtga 540 

aggctccttc ctgctaacca catttcctcg tcctgtgact gtggagccca tggaccagtt 600 

agatgatgaa gagggacttc cagagaagct ggttataaaa aaccagcaat ttcacaagga 660 

acgagagcag ccacccagat ttgcacagcc tggctccttt gagtatgaat atgccatgcg 720 



:LOO*35£S7 .0*3002 



ctggaaggca ctcattgaga tggagaagca gcagcaggac caagtggacc gcaacatcaa 780 



ggaggc 

<210> 20 

<211> 622 

<212> DNA 

<213> Shigella Flexneri 



786 



<400> 20 
tggggatttc 


tgcatccggg 


tcttttctga 


aaagaaagct 


gactaccaag 


ctgtcgatga 


60 


tgaaatcgag 


gccaatcttg 


aagagttcga 


catcagcgag 


gatgacattg 


atgatggagt 


120 


caggagactg 


tttgcccagt 


tggcaggaga 


ggatgcggag 


atctctgcct 


ttgagctgca 


180 


gaccatcctg 


agaagggttc 


tagcaaagcg 


ccaagatatc 


aagtcagatg 


gcttcagcat 


240 


cgagacatgc 


aaaattatgg 


ttgacatgct 


agattcggac 


gggagtggca 


agctggggct 


300 


gaaggagttc 


tacattctct 


ggacgaagat 


tcaaaaatac 


caaaaaattt 


accgagaaat 


360 


cgacgttgac 


aggtctggta 


ccatgaattc 


ctatgaaatg 


cggaaggcat 


tagaagaagc 


420 


aggtttcaag 


atgccctgtc 


aactccacca 


agtcatcgtt 


gctcggtttg 


cagatgacca 


480 


gctcatcatc 


gattttgata 


attttgttcg 


gtgtttggtt 


cggctggaaa 


cgctattcaa 


540 


gatatttaag 


cagctggatc 


ccgagaatac 


tggaacaata 


gagctcgacc 


ttatctcttg 


600 


gctctgtttc 


tcagtacttt 


ga 








622 



<210> 21 
<211> 473 
<212> DNA 

<213> Shigella Flexneri 
<400> 21 

atggtgaatc cgggcagcag ctcgcagccg cccccggtga cggccggctc cctctcctgg 60 
aagcggtgcg caggctgcgg gggcaagatt gcggaccgct ttctgctcta tgccatggac 120 
agctattggc acagccggtg cctcaagtgc tcctgctgcc aggcgcagct gggcgacatc 180 
ggcacgtcct gttacaccaa aagtggcatg atcctttgca gaaatgacta cattaggtta 240 



10043*87 .OH-3 



tttggaaata gcggtgcttg cagcgcttgc ggacagtcga ttcctgcgag tgaactcgtc 300 

atgagggcgc aaggcaatgt gtatcatctt aagtgtttta catgctctac ctgccggaat 360 

cgcctggtcc cgggagatcg gtttcactac atcaatggca gtttattttg tgaacatgat 420 

agacctacag ctctcatcaa tggccatttg aattcacttc agagcaatcc act 473 

<210> 22 

<211> 365 

<212> DNA 

<213> Shigella Flexneri 



<400> 22 

cctgagcctg ccggggatcc tgcactttat ccagcacgag tgggcgcgct tcgaagccga 60 

gaaagcccgc tgggaggccg agcgcgccga gttacaggct caggtggcct tccttcaggg 12 0 

agagaggaaa gggcaggaga atctaaagac ggacctggtg cggcggatca agatgctaga 180 

gtatgcgctg aagcaggaaa gggccaaata tcataaactg aagtttggga cagacctgaa 240 

ccagggggag aagaaagcag atgtgtcaga acaagtctcc aatggccccg tggaatcggt 300 

caccctggag aacagcccgt tggtgtggaa ggaggggcgg cagcttctcc gacagtacct 360 

ggaag 365 

<210> 23 

<211> 1011 

<212> DNA 

<213> Shigella Flexneri 



<400> 23 

atggcagcct ccttacggct cctcggagct gcctccggtc tccggtactg gagccggcgg 60 

ctgcggccgg cagccggcag ctttgcagcg gtgtgttcta ggtcagtggc ttcaaagact 120 

ccagttggat tcattggact gggcaacatg gggaatccaa tggcaaaaaa tctcatgaaa 180 

catggctatc cacttattat ttatgatgtg ttccctgatg cctgcaaaga gtttcaagat 240 

gcaggtgaac aggtagtatc ttccccagca gatgttgctg aaaaagctga cagaattatt 300 



iOO%3j£S7' ,043002 



3^S 



acaatgctgc ccaccagtat caatgcaata gaagcttatt ccggagcaaa tgggattcta 360 

aaaaaagtga agaagggctc attattaata gattccagca ctattgatcc tgcagtttca 420 

aaagaattgg ccaaagaagt tgagaaaatg ggagcagttt tcatggatgc ccctgtttct 480 

ggtggtgtag gagctgcacg atctgggaac ctcacgttta tggtgggagg agttgaagat 540 

gaatttgctg ctgcccaaga gttgctgggg tgcatgggct ccaacgtggt gtactgtgga 600 

gctgttggga ctgggcaggc ggcaaagatc tgcaacaaca tgctgttagc tattagtatg 660 

attggaactg ctgaagctat gaatcttgga atcaggttag ggcttgaccc aaaactactg 72 0 

gctaaaatcc taaatatgag ctcaggacgg tgttggtcaa gtgacactta taatcctgta 780 

cctggagtga tggatggcgt tccctcggct aataactatc agggtggatt tggaacaaca 84 0 

ctcatggcta aggatctggg attggcacaa gactctgcta ccagcacaaa gagcccaatc 900 

cttcttggca gtctggccca tcagatctac aggatgatgt gtgcaaaggg ctactcaaag 960 

aaagacttct catccgtgtt ccagttccta cgagaggagg agaccttctg a 1011 

<210> 24 
<211> 682 
<212> DNA 

<213> Shigella Flexneri 
<400> 24 

cgcagaggaa gaggaggccg aggtgagaca gcccaaggga ccagacccag acagccttag 60 

ttcacagttt atggcgtata ttgaacagcg gcgaatctct catgagggtt caccagtaaa 120 

gccagtagcc attagggagt ttcaaaaaac agaagatatg agaagatact tacatcaaaa 180 

cagggttcca gctgagccat cttccctcct gtcactatca gcaagtcaca atcagctgtc 240 

acacacagac ctggaacttc atcagagaag ggagcagtta gtagagcgca ctcggagaga 300 

ggctcagctt gctgccctgc agtatgagga ggagaaaata aggaccaagc agatccagag 360 

agatgctgtc ctggactttg tcaaacaaaa agcatcacaa agtccacaaa aacagcaccc 42 0 

gctcctagat ggcgtagatg gtgagtgccc cttcccatcc agaaggtctc agcacactga 480 

tgatagtgcc ttgtgcatgt cgctgtcagg gttgaatcaa gtgggctgtg ctgctaccct 540 

gcctcattct tctgccttca cgcctcttaa gagtgatgac agacctaatg ctctattaag 600 

ttcacctgca acagaaacag ttcatcattc ccctgcatat tcttttcctg ctgctatcca 660 



gagaaatcag cctcagcgcc ct 682 

<210> 25 

<211> 704 

<212> DNA 

<213> Shigella Flexneri 



<4 0 0 > ? R 
atgatactac 


aggagttacc 


agatttggag 


gagctcttcc 


tgtgccttaa 


tgactatgaa 


60 


acagtgtctt 


gtccttctat 


ttgctgtcat 


tctcttaagc 


tactacatat 


aacagacaat 


120 


aacctccaag 


actggactga 


aatacgaaag 


ttaggagtta 


tgtttccttc 


actggatacc 


180 


ctcgtcctgg 


ccaacaatca 


tttgaatgct 


attgaggagc 


ctgatgattc 


attggccagg 


240 


ttgtttccta 


atcttcgatc 


catcagcctc 


cacaagtcag 


gtttgcagtc 


ctgggaagac 


300 


attgataaac 


taaattcatt 


tcccaaactg 


gaagaagtga 


gattgttagg 


aattcctctt 


360 


ctgcagccat 


ataccaccga 


ggagcgaagg 


aaattggtaa 


tagccagatt 


gccatcagtt 


420 


tccaaactta 


atggcagcgt 


tgttactgat 


ggtgaacgag 


aagattctga 


gagatttttt 


480 


attcgttact 


atgtggatgt 


tccacaggaa 


gaagtgccat 


tcaggtatca 


tgaactgatc 


540 


actaaatatg 


ggaagttgga 


gcctttggca 


gaagtggacc 


taagacccca 


gagcagtgca 


600 


aaagtagaag 


tccactttaa 


cgatcaggtg 


gaagaaatga 


gcattcgtct 


ggaccaaaca 


660 


gtggcagaac 


taaagaaaca 


gttaaaaact 


ctagtacaat 


tacc 




704 



<210> 26 
<211> 430 
<212> DNA 

<213> Shigella Flexneri 
<400> 26 

agtggatgag gtgctgcaga tccccccatc cctgctgaca tgcggcggct gccagcagaa 60 
catcggggac cgctacttcc tgaaggccat cgaccagtac tggcacgagg actgcctgag 12 0 
ctgcgacctc tgtggctgcc ggctgggtga ggtggggcgg cgcctctact acaaactggg 180 



lOO^Slp? .043002 



ccggaagctc tgccggagag actatctcag gctttttggg caagacggtc tctgcgcatc 240 

ctgtgacaag cggattcgtg cctatgagat gacaatgcgg gtgaaagaca aagtgtatca 3 00 

cctggaatgt ttcaagtgcg ccgcctgtca gaagcatttc tgtgtaggtg acagatacct 360 

cctcatcaac tctgacatag tgtgcgaaca ggacatctac gagtggacta agatcaatgg 42 0 

gatgatatag 430 

<210> 27 
<211> 407 
<212> DNA 

<213> Shigella Flexneri 



<400> 27 

cctgaagaca gctggcaagt ctgaaccttc cagcaagttg cgaaagcaac ttaaaaagca 60 

gcaagactct ttagatgtcg tggactcttc ggtctcctct ttatgtctgt ctaacacggc 120 

atcatctcat gggaccagaa aactatttca gatttattcc aaatctccat tctaccgagc 180 

tgcctcaggt aatgaggccc tgggaatgga aggaccattg ggccagacca aattcctgga 240 

agacaagcct cagttcatca gcagaggaac cttcaacccg gaaaagggca aacaaaaatt 300 

aaagaatgtg aaaaactcac ctcagaaaac caaagagacc ccagagggga cagtcatgtc 360 

tggccgcaga aaaactgtgg acccagactg cacctccaac caacagc 407 

<210> 28 

<211> 620 

<212> DNA 

<213> Shigella Flexneri 



<400> 28 

atgggaattg gtctttctgc tcaaggtgtg aacatgaata gactaccagg ttgggataag 60 

cattcatatg gttaccatgg ggatgatgga cattcgtttt gttcttctgg aactggacaa 120 

ccttatggac caactttcac tactggtgat gtcattggct gttgtgttaa tcttatcaac 180 

aatacctgct tttacaccaa gaatggacat agtttaggta ttgctttcac tgacctaccg 240 

ccaaatttgt atcctactgt ggggcttcaa acaccaggag aagtggtcga tgccaatttt 300 



;100^31S? .043002 



gggcaacatc ctttcgtgtt tgatatagaa gactatatgc gggagtggag aaccaaaatc 360 

caggcacaga tagatcgatt tcctatcgga gatcgagaag gagaatggca gaccatgata 420 

caaaaaatgg tttcatctta tttagtccac catgggtact gtgccacagc agaggccttt 480 

gccagatcta cagaccagac cgttctagaa gaattagctt ccattaagaa tagacaaaga 540 

attcagaaat tggtattagc aggaagaatg ggagaagcca ttgaaacaac acaacagtta 6 00 

tacccaagtt tacttgaaag 620 

<210> 29 

<211> 290 

<212> DNA 

<213> Shigella Flexneri 



<400> 29 

ttccatacag gaaccccatc tgaaggtcac caacatcaaa gaccaaaggt agataaatcc 60 

acgaagttga ggaaaaacca gtgcaaaaag gctgagaatt ccaaaaacca gaaaggctct 12 0 

tctcctccaa aggatcaaaa ctcctcgcca gcaagggaac aaaaccagat ggagaatgag 180 

tttgatgaat tgacagaagt aggcttcaga aggtgggtaa taacaagtaa gctaaaggag 240 

catgttctaa cccaatgcaa ggaagttaag aaccttgaaa aaaggttatg 2 90 

<210> 30 

<211> 248 

<212> DNA 

<213> Shigella Flexneri 



<220> 

<221> misc_f eature 

<222> (226) . . (226) 

<223> misc feature 



<220> 



<221> misc^feature 

<222> (232) . . (232) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (239) . . (240) 

<223> misc_f eature 

<220> 

<221> misc__f eature 

<222> (243) . . (244) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (246) . . (248) 

<223> misc feature 



<400> 30 

gccgtggacg gtgagggtgc cggcctcacc tcggaggcat ggaagtacca ggttacttca 60 

catcgagagg accgttttcc tctttccagt cggctgcggt tggcactgaa gaatcttggt 120 

gctgacagac acagagcagg gtctctcgtg gaacaggagt tgtctggtct gttcagtttg 180 

atgagtggca gaaaatgaga cgatgggaag tgtgtgtgtg ggcctntttt tnggtgctnn 240 

ggnngnnn 24 8 



<210> 
<211> 
<212> 



31 

1296 
DNA 
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<213> Shigella Flexneri 



<400> 31 
atgtgggccc 


tgggtcaagc 


aggttttgcc 


aacctcaccg 


agggactgaa 


agtgtggctg 


60 


gggatcatgc 


tgcctgtgct 


gggcatcaag 


tctctgtctc 


cctttgccat 


cacatacctg 


120 


gatcggctgc 


tcctgatgca 


tcccaacctt 


accaagggct 


tcggcatgat 


tggccccaag 


180 


gacttcttcc 


cacttctgga 


ctttgcctat 


atgccgaaca 


actccctgac 


acccagcctg 


240 


caggagcagc 


tgtgtcagct 


ctacccccga 


ctgaaagtgc 


tggcatttgg 


agcaaagccg 


300 


gattccaccc 


tgcataccta 


cttcccttct 


ttcctgtcca 


gagccacccc 


tagctgtccc 


360 


cctgagatga 


agaaagagct 


cctgagcagc 


ctgactgagt 


gcctgacggt 


ggaccccctc 


420 


agtgccagcg 


tctggaggca 


gctgtaccct 


aagcacctgt 


cacagtccag 


ccttctgctg 


480 


gagcacttgc 


tcagctcctg 


ggagcagatt 


cccaagaagg 


tacagaagtc 


tttgcaagaa 


540 


accattcagt 


ccctcaagct 


taccaaccag 


gagctgctga 


ggaagggtag 


cagtaacaac 


600 


caggatgtcg 


tcacctgtga 


catggcctgc 


aagggcctgt 


tgcagcaggt 


tcagggtcct 


660 


cggctgccct 


ggacgcggct 


cctcctgttg 


ctgctggtct 


tcgctgtagg 


cttcctgtgc 


720 


catgacctcc 


ggtcacacag 


ctccttccag 


gcctccctta 


ctggccggtt 


gcttcgatca 


780 


tctggcttct 


tacctgctag 


ccaacaagcg 


tgtgccaagc 


tctactccta 


cagtctgcaa 


840 


ggctacagct 


ggctggggga 


gacactgccg 


ctctggggct 


cccacctgct 


caccgtggtg 


900 


cggcccagct 


tgcagctggc 


ctgggctcac 


accaatgcca 


cagtcagctt 


cctttctgcc 


960 


cactgtgcct 


ctcaccttgc 


gtggtttggt 


gacagtctca 


ccagtctctc 


tcagaggcta 


1020 


cagatccagc 


tccccgattc 


cgtgaatcag 


ctactccgct 


atctgagaga 


gctgcccctg 


1080 


cttttccacc 


agaatgtgct 


gctgccactg 


tggcacctct 


tgcttgaggc 


cctggcctgg 


1140 


gcccaggagc 


actgccatga 


ggcatgcaga 


ggtgaggtga 


cctgggactg 


catgaagaca 


1200 


cagctcagtg 


aggctgtcca 


ctggacctgg 


ctttgcctac 


aggacattac 


agtggctttc 


1260 


ttggactggg 


cacttgccct 


gatatcccag 


cagtag 






1296 



<210> 32 

<211> 476 

<212> DNA 

<213> Shigella Flexneri 



7 .043002 



<400> 32 

atgggaattg gtctttctgc tcaaggtgtg aacatgaata gactaccagg ttgggataag 60 

cattcatatg gttaccatgg ggatgatgga cattcgtttt gttcttctgg aactggacaa 120 

ccttatggac caactttcac tactggtgat gtcattggct gttgtgttaa tcttatcaac 180 

aatacctgct tttacaccaa gaatggacat agtttaggta ttgctttcac tgacctaccg 240 

ccaaatttgt atcctactgt ggggcttcaa acaccaggag aagtggtcga tgccaatttt 300 

gggcaacatc ctttcgtgtt tgatatagaa gactatatgc gggagtggag aaccaaaatc 360 

caggcacaga tagatcgatt tcctatcgga gatcgagaag gagaatggca gaccatgata 420 

caaaaaatgg tttcatctta tttagtccac catgggtact gtgccacagc agaggc 476 

<210> 33 

<211> 1571 

<212> DNA 

<213> Shigella Flexneri 



<400> 33 
caccaaccta 


aagagacagg 


ctaacaagaa 


gagtgagggc 


agcctggcct 


atgtgaaagg 


60 


cggtctcagt 


acattcttcg 


aagcacagga 


tgccctctca 


gccatccatc 


aaaaactaga 


120 


agcagatgga 


acggaaaaag 


tagaaggatc 


catgacgcag 


aaactggaga 


atgttctgaa 


180 


cagagcaagt 


aatactgcag 


acacattgtt 


tcaagaagta 


ttaggtcgga 


aagacaaggc 


240 


agattccact 


agaaatgcac 


tcaatgtgct 


tcagcgattt 


aagtttcttt 


tcaaccttcc 


300 


tctaaatatt 


gaaaggaata 


ttcaaaaggg 


tgattatgat 


gtggttatta 


atgattatga 


360 


aaaggccaag 


tcactttttg 


ggaaaacgga 


ggtgcaagtt 


ttcaagaaat 


attatgctga 


420 


agtagaaaca 


aggattgaag 


ctttaagaga 


attacttctg 


gataaattgc 


ttgagacacc 


480 


atcaacttta 


catgaccaaa 


aacgttacat 


aaggtacctg 


tctgaccttc 


atgcgtctgg 


540 


tgaccctgct 


tggcaatgca 


ttggagccca 


acacaagtgg 


atccttcagc 


tcatgcacag 


600 


ttgcaaagag 


ggctacgtga 


aagatctgaa 


aggtaaccca 


ggcctgcaca 


gtcccatgtt 


660 


ggatcttgat 


aatgatacac 


gtccctcagt 


gttgggccat 


ctcagtcaga 


cagcgtccct 


720 


gaagaggggc 


agcagctttc 


agtctggtcg 


agacgacacg 


tggagataca 


aaactcccca 


780 
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cagggtggcc 
gaaactctgg 
ccagattgaa 
ggaagtaatg 
ggatggggaa 
gctcgctcac 
tcctaatgac 
aatggccacg 
gattgttgac 
ttctctgcag 
acaacctaaa 
atactgtctg 
tgttgatgtt 
agaacagcgc 



tttgttgaaa 
atctcctacg 
agatcaaaga 
cactccctgg 
gccaagcagt 
gccatccaga 
ctgttacaga 
ttgcagcaca 
aatgaaggac 
tcactgaagg 
acacaggagg 
gaacagttga 
tcttcccctg 
c 



aattgacaaa 
ttaatggaag 
atgtaaggca 
tgaagcttac 
acggaggctg 
ctgtaagact 
ctatccagga 
cggcggaaga 
tgacttctct 
gggttctgga 
aggtttgcca 
gcaccaagcc 
acttgtttgg 



actcgtcttg 
cctcttcagt 
aagacaaaat 
ccgcggagcc 
ggaggtgaag 
tactcatgaa 
tctcatcttg 
aataaagaga 
accatgtcag 
gtgcaagccg 
gctaagcatc 
tgatgcagat 
aagtatccat 



agccagctgc 
gagactgctg 
gattttaaga 
ctgcatcccc 
tgcgagctct 
tcgttgactg 
gatctccgag 
ttagctgaaa 
tttgaacagt 
ggagaggcta 
aatataatgc 
atagatacta 
gaagacttca 



ctaacttctg 
agaagtcagg 
aaatgattca 
tcagcatccg 
ccggacagtg 
cccttgaaat 
tacgttgcgt 
aagaagactg 
gcatcgtgtg 
gtgtcttcca 
aggtttttat 
cacatctctc 
gcttgacctc 



<210> 34 

<211> 306 

<212> DNA 

<213> Shigella Flexneri 
<220> 

< 2 2 1 > MIS COFEATURE 

<222> (101) . . (101) 

<2 23> MISC FEATURE 



840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1571 



<220> 

< 2 2 1 > MIS C_F E ATURE 
<222> (273) . . (273) 

< 2 2 3 > MI S COFEATURE 



<220> 

< 2 2 1 > MIS C_ FEATURE 

<222> (306) . - (306) 

<223> MIS C__ F E ATUR E 

<400> 34 

cagtataaga aggccttaga gaatgaaaca aatgaggaga aatctggcac accaggagct 60 

gataaagcag aaaaaagata taagtataca gttaagctca ncccagtctc gttgtactct 120 

tctagagaag caactagaat atacaaagag aatggttctc aacgtaggag cgagaaaaga 180 

acatgatcct agaacaacag gcccagcttc agagggaaaa agaacaagat cagatgaagc 240 

tgtatgcaaa acttgaaaag cttgatgtct tanaaaaaga gtgtttcaga cttacaacaa 300 

ctcagn 306 

<210> 35 

<211> 291 

<212> DNA 

<213> Shigella Flexneri 



<400> 35 

ccctgaaatc tgcaaaatgg ctgataattt ggatgaattt attgaagagc aaaaagccag 



60 



attggccgaa gacaaagcag agttggaaag tgatccacct tacatggaaa tgaagggaaa 



120 



gttgtcagcg aagctttctg aaaacagtaa gatactgatc tctatggcta aggaaaacat 



180 



accaccaaat agtcaacaga ccaggggttc cttaggaatt gattatggat taagtttacc 



240 



acttggagaa gactatgaac ggaagaaaca taaattaaaa gaagaattgc g 



291 



<210> 



36 



<211> 



387 



<212> 



DNA 



<213> Shigella Flexneri 




<400> 36 
cgaccagggc 


acaccccagt 


acatggagaa 


catggagcag 


gtgtttgagc 


agtgccagca 


60 


gttcgaggag 


aaacgccttc 


gcttcttccg 


ggaggttctg 


ctggaggttc 


agaagcacct 


120 


aaacctgtcc 


aatgtggctg 


gttacaaagc 


catttaccat 


gacctggagc 


agagcatcag 


180 


agcagctgat 


gcagtggagg 


acctgaggtg 


gttccgagcc 


aatcacgggc 


caggcatggc 


240 


catgaactgg 


ccgcagtttg 


aggagtggtc 


cgcagacctg 


attcgaaccc 


tcagccggag 


300 


agagaagaag 


aaggccactg 


acggcttcac 


cctgacgggc 


atcaaccaga 


caggcgacca 


360 


gtttttgccg 


agtaagccca 


gcagcac 








387 



<210> 37 

<211> 638 

<212> DNA 

<213> Shigella Flexneri 



<400> 37 
cccgcctgcc 


atggactgga 


tcttccagtg 


catctcctac 


catgcccccg 


aggctctgct 


60 


gaccgagatg 


atggaaaggt 


gtaagaaact 


aggaaacaat 


gccttgctgt 


tgaattctgt 


120 


gatgtctgcc 


ttccgggctg 


agttcatcgc 


cacaaggtct 


atggatttca 


ttggcatgat 


180 


taaagagtgt 


gatgaatctg 


gtttccccaa 


gcatcttctt 


tttcgatcac 


tgggattaaa 


240 


cttggccttg 


gctgatcctc 


ctgagagtga 


ccgacttcag 


attctcaacg 


aagcttggaa 


300 


agtcatcact 


aagctgaaga 


acccacagga 


ctacattaat 


tgtgccgaag 


tgtgggtgga 


360 


atacacctgc 


aagcatttca 


cgaaacgaga 


ggtgaatacc 


gttttggcag 


atgtcatcaa 


420 


gcacatgact 


ccagatcgtg 


catttgaaga 


ttcctacccc 


cagcttcagt 


taataattaa 


480 


gaaagttatt 


gcccacttcc 


atgacttctc 


agttcttttc 


tcagtggaaa 


aatttctgcc 


540 


gtttctggac 


atgttccaaa 


aagagagtgt 


gcgggtggag 


gtttgcaaat 


gcatcatgga 


600 


cgcctttatc 


aagcatcaac 


aagagcccac 


caaggacc 






638 



<210> 38 
<211> 470 
<212> DNA 
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3^1 



<213> Shigella Flexneri 



<400> 38 
cttccgcctg 


gaacagctgg 


aatgccttga 


tgatgcagaa 


aaaaaattaa 


acttggccca 


60 


gaaatgcttt 


aaaaattgtt 


acggagaaaa 


tcatcagaga 


ctggtccaca 


taaaaggaaa 


120 


ttgtgggaaa 


gagaaggtac 


tgtttctaag 


actctactta 


cttcaaggga 


tccgaaacta 


180 


tcacagtgga 


aatgatgtag 


aggcttatga 


gtatcttaac 


aggcacgtca 


gctctttaaa 


240 


gagctatata 


ttgatccatc 


aaaagtggac 


aatttgttgc 


agttggggtt 


tactgcccag 


300 


gaagcaccgg 


cttggcctga 


gggcgtgtga 


tgggaacgtg 


gatcatgcgg 


ccactcatat 


360 


taccaaccgc 


agagaggaac 


tggcccaaat 


aaggaaggag 


gaaaaagaga 


agaaaagacg 


420 


ccgcctcgag 


aacatcaggt 


ttctgaaagg 


gatgggctac 


tccacgcacg 




470 


<210> 39 














<211> 352 














<212> DNA 














<213> Shigella Flexneri 










<400> 39 
gaacaagctg 


agggtgttgg 


acccagaggt 


tacccagcag 


accatagagc 


tgaaggaaga 


60 


gtgcaaagac 


tttgtggaca 


aaattggcca 


gtttcagaaa 


atagttggtg 


gtttaattga 


120 


gcttgttgat 


caacttgcaa 


aagaagcaga 


aaatgaaaag 


atgaaggcca 


tcggtgctcg 


180 


gaacttgctc 


aaatctatag 


caaagcagag 


agaagctcaa 


cagcagcaac 


ttcaagccct 


240 


aatagcagaa 


aagaaaatgc 


agctagaaag 


gtatcgggtt 


gaatatgaag 


ctttgtgtaa 


300 


agtagaagca 


gaacaaaatg 


aatttattga 


ccaatttatt 


tttcagaaat 


ga 


352 



<210> 40 

<211> 1026 

<212> DNA 

<213> Shigella Flexneri 
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<400> 40 
atggcggtgg 


agactctgtc 


cccggactgg 


gagtttgacc 


gcgttgacga 


cggctcgcag 


60 


aaaattcatg 


ccgaagtcca 


acttaagaat 


tatgggaaat 


ttcttgagga 


gtatacctct 


120 


caactgagaa 


gaattgagga 


cgctctggat 


gactcaattg 


gagatgtttg 


ggatttcaat 


180 


cttgatccta 


tagcattaaa 


gcttttgcct 


tatgaacagt 


cctctctttt 


ggaactcata 


240 


aagactgaaa 


acaaggtctt 


aaacaaagtc 


atcactgttt 


atgctgcact 


ttgttgtgaa 


300 


atcaagaaat 


taaaatatga 


ggctgaaact 


aaattttaca 


atggtctctt 


gttttatgga 


360 


gaaggagcta 


cagatgccag 


catggtggaa 


ggtgattgcc 


aaattcaaat 


ggggagattt 


420 


atttcattct 


tacaggaact 


gtcttgcttt 


gttacgaggt 


gctatgaagt 


ggtgatgaac 


480 


gtagtccacc 


agttggctgc 


cctctatatc 


agtaacaaga 


ttgcacccaa 


aattatagag 


540 


acaactggag 


ttcattttca 


gactatgtat 


gagcacttgg 


gagaactgct 


aacagttttg 


600 


ctcaccctgg 


atgaaattat 


tgataatcat 


atcacactga 


aagaccactg 


gactatgtac 


660 


aaaaggttac 


tgaaatctgt 


ccatcacaat 


ccttcaaaat 


ttggaattca 


ggaagaaaaa 


720 


ttaaagccat 


ttgaaaagtt 


cttgctgaag 


ctagaagggc 


aattactgga 


tggaatgata 


780 


ttccaggcct 


gtatagaaca 


acaatttgat 


tctctcaatg 


gaggagtatc 


tgtgtcaaaa 


840 


aatagtactt 


ttgctgagga 


atttgcacat 


agtattcggt 


caatttttgc 


aaatgtagaa 


900 


gccaaacttg 


gagaaccttc 


tgaaattgac 


cagagagaca 


agtatgttgg 


aatttgtgga 


960 


ctctttgtat 


tgcactttca 


gatttttcga 


actattgata 


aaaagtttta 


taagtcttta 


1020 


ttggac 












1026 



<210> 41 
<211> 741 
<212> DNA 

<213> Shigella Flexneri 
<400> 41 

gcactccccg ccgctccgac tccgccatct ctgtccgctc cctgcactca gagtccagca 60 
tgtctctgcg ctccacattc tcactgcccg aggaggagga ggagccggag ccactggtgt 120 
ttgcggagca gccctcggtg aagctgtgct gtcagctctg ctgcagcgtc ttcaaagacc 180 
ccgtgatcac cacgtgtggg cacacgttct gtaggagatg cgccttgaag tcagagaagt 240 




gtcccgtgga 


caacgtcaaa 


ctgaccgtgg 


tggtgaacaa 


catcgcggtg 


gccgagcaga 


300 


tcggggagct 


cttcatccac 


tgccggcacg 


gctgccgggt 


agcgggcagc 


gggaagcccc 


360 


ccatctttga 


ggtggacccc 


cgagggtgcc 


ccttcaccat 


caagctcagc 


gcccggaagg 


420 


accacgaggg 


cagctgtgac 


tacaggcctg 


tgcggtgtcc 


caacaacccc 


agctgccccc 


480 


cgctgctcag 


gatgaacctg 


gaggcccacc 


tcaaggagtg 


cgagcacatc 


aaatgccccc 


540 


actccaagta 


cgggtgcacg 


ttcatcggga 


accaggacac 


ttacgagacc 


cacctggaga 


600 


cttgccgctt 


cgagggcctg 


aaggagtttc 


tgcagcagac 


ggatgaccgc 


ttccacgaga 


660 


tgcacgtggc 


tctggcccag 


aaggaccagg 


agatcgcctt 


cctgcgctcc 


atgctgggaa 


720 


agctctcgga 


gaagatcgac 


c 








741 



<210> 42 
<211> 136 
<212> DNA 

<213> Shigella Flexneri 
<400> 42 

cagaaaacta catgaactta cggttatgca agatagacga gaacaagcaa gacaagactt 60 
gaagggtttg gaagagacag tggcaaaaga acttcagact ttacacaacc tgcgcaaact 12 0 
ctttgttcag gacctg 136 

<210> 43 
<211> 1137 
<212> DNA 

<213> Shigella Flexneri 
<400> 43 

atggaggagt atgagaagtt ctgtgaaaaa agtcttgcca gaatacaaga agcatcacta 60 
tccacagaga gctttctccc tgctcagtct gaaagtatct cacttattcg ctttcatgga 120 
gtggctatcc tttctccact gcttaacatt gagaaaagaa aggaaatgca acaagaaaag 180 
cagaaagcac ttgatgtaga agcaagaaag caggttaaca ggaagaaagc tttactgact 240 
cgtgtccagg agattcttga caatgttcag gttagaaaag cacctaatgc cagtgatttt 300 




gatcagtggg 


agatggaaac 


agtttactct 


aattcagaag 


tcagaaactt 


gaatgttcct 


360 


gctacatttc 


caaatagctt 


tccaagccat 


acggaacact 


ctactgcagc 


aaagcttgat 


420 


aagatagctg 


ggattttgcc 


attggataat 


gaggaccaat 


gtaaaactga 


tggaatagac 


480 


ttagctagag 


attcagaagg 


atttaattct 


ccgaagcaat 


gtgatagttc 


caatattagt 


540 


catgtagaaa 


atgaagcttt 


tccaaagacc 


tcttcagcaa 


ccccacaaga 


aactcttatt 


600 


tctgatggtc 


ccttctcagt 


aaatgaacaa 


caggatctac 


cacttttggc 


agaagtcatc 


660 


ccagatccct 


atgtaatgag 


tcttcagaat 


ctgatgaaaa 


agtcaaagga 


atatatagaa 


720 


agagaacaat 


ctagacgcag 


tctgagaggt 


agtatgaaca 


gaattgttaa 


tgagagtcat 


780 


ttagacaaag 


aacatgatgc 


tgttgaagtg 


gctgactgtg 


taaaagagaa 


aggccagttg 


840 


acaggcaaac 


actgtgtctc 


agttattcct 


gacaaaccaa 


gccttaataa 


atcaaatgtt 


900 


cttctccaag 


gtgcttccac 


tcaagcaagc 


agcatgagta 


tgccagtttt 


agctagcttt 


960 


tcgaaagtgg 


acatacctat 


acgaactggc 


catcccactg 


ttctagagtc 


taattctgat 


1020 


tttaaagtta 


ttcccactat 


tgttaccgaa 


aataatgtta 


tcaaaagtct 


tacaggttca 


1080 


tatgccaaat 


tacctagtcc 


agagccaagt 


atgagtccta 


aaatgcaccg 


aagacgt 


1137 


<210> 44 














<211> 802 














<212> DNA 














<213> Shigella Flexneri 










<400> 44 
ggacagccca 


acctctggca 


gaccaggggt 


taccagcctc 


acaactgcag 


ctgccttcaa 


60 


gcctgtagga 


tccactggcg 


tcatcaagtc 


accaagctgg 


caacggccaa 


accaaggagt 


120 


accttccact 


ggaagaatct 


caaacagcgc 


tacttactca 


qqatcaqtgg 


caccagccaa 


180 


ctcagctttg 


ggacaaaccc 


agccaagtga 


ccaggacact 


ttagtgcaaa 


gagctgagca 


240 


cattccagca 


gggaaacgaa 


ctccgatgtg 


cgcccattgt 


aaccaggtca 


tcagaggacc 


300 


attcttagtg 


gcactgggga 


aatcttggca 


cccagaagaa 


ttcaactgcg 


ctcactgcaa 


360 


aaatacaatg 


gcctacattg 


gatttgtaga 


ggagaaagga 


gccctgtatt 


gtgagctgtg 


420 


ctatgagaaa 


ttctttgccc 


ctgaatgtgg 


tcgatgccaa 


aggaagatcc 


ttggagaagt 


480 




catcaatgcg ttgaaacaaa cttggcatgt ttcctgtttt gtgtgtgtag cctgtggaaa 540 

gcccattcgg aacaatgttt ttcacttgga ggatggtgaa ccctactgtg agactgatta 600 

ttatgccctc tttggtacta tatgccatgg atgtgaattt cccatagaag ctggtgacat 660 

gttcctggaa gctctgggct acacctggca tgacacttgc tttgtatgct cagtgtgttg 720 

tgaaagtttg gaaggtcaga cctttttctc caagaaggac aagcccctgt gtaagaaaca 780 

tgctcattct gtgaattttt ga 802 

<210> 45 

<211> 713 

<212> DNA 

<213 > Shigella Flexneri 



<400> 45 
attttatagg 


aggcatacac 


catacatggt 


acagccagag 


taccgaatct 


atgagatgaa 


60 


caagagactg 


cagtctcgca 


cagaggatag 


tgacaacctc 


tggtgggacg 


cctttgccac 


120 


tgaatttttt 


gaagatgacg 


ccacattaac 


cctttcattt 


tgtttggaag 


atggaccaaa 


180 


gcgatacact 


atcggcagga 


ccctcatccc 


ccgttacttt 


agcactgtgt 


ttgaaggagg 


240 


ggtgaccgac 


ctgtattaca 


ttctcaaaca 


ctcgaaagag 


tcataccaca 


actcatccat 


300 


cacggtggac 


tgcgaccagt 


gtaccatggt 


cacccagcac 


gggaagccca 


tgtttaccaa 


360 


ggtatgtaca 


gaaggcagac 


tgatcttgga 


gttcaccttt 


gatgatctca 


tgagaatcaa 


420 


aacatggcac 


tttaccatta 


gacaataccg 


agagttagtc 


ccgagaagca 


tcctagccat 


480 


gcatgcacaa 


gatcctcagg 


tcctggatca 


gctgtccaaa 


aacatcacca 


ggatggggct 


540 


aacaaacttc 


accctcaact 


acctcaggtt 


gtgtgtaata 


ttggagccaa 


tgcaggaact 


600 


gatgtcgaga 


cataaaactt 


acaacctcag 


tccccgagac 


tgcctgaaga 


cctgcttgtt 


660 


tcagaagtgg 


cagaggatgg 


tggctccgcc 


agcagaaccc 


acaaggcaac 


caa 


713 



<210> 46 

<211> 681 

<212> DNA 

<213> Shigella Flexneri 



<400> 46 
atgctggata 


gggatgtggg 


cccaactccc 


atgtatccgc 


ctacatacct 


ggagccaggg 


60 


attgggaggc 


acacaccata 


tggcaaccaa 


actgactaca 


gaatatttga 


gcttaacaaa 


120 


cggcttcaga 


actggacaga 


ggagtgtgac 


aatctctggt 


gggatgcatt 


cacgactgag 


180 


ttctttgagg 


atgatgccat 


gttgaccatc 


actttctgcc 


tggaggatgg 


accaaagaga 


240 


tataccattg 


gccggaccct 


gatcccacgc 


tacttccgca 


gcatctttga 


ggggggtgct 


300 


acggagctgt 


actatgttct 


taagcacccc 


aaggaggcat 


tccacagcaa 


ctttgtgtcc 


360 


ctcgactgtg 


accagggcag 


catggtgacc 


cagcatggca 


agcccatgtt 


cacccaggtg 


420 


tgtgtggagg 


gccggttgta 


cctggagttc 


atgtttgacg 


acatgatgcg 


gataaagacg 


480 


tggcacttca 


gcatccggca 


gcaccgagag 


ctcatccccc 


gcagcatcct 


tgccatgcat 


540 


gcccaagacc 


cccagatgtt 


ggatcagctc 


tccaaaaaca 


tcactcggtg 


tgggctgtcc 


600 


aattccactc 


tcaactacct 


ccgactctgt 


gtgatactcg 


agcccatgca 


agagctcatg 


660 


tcacgccaca 


agacctacag 


c 








681 



<210> 47 
<211> 910 
<212> DNA 

<213> Shigella Flexneri 
<400> 47 

agtcactgct tcaaccacct gtgagaaatt agaaaaagcc aggaatgagt tacaaacagt 60 

gtatgaagca ttcgtccagc agcaccaggc tgaaaaaaca gaacgagaga atcggcttaa 120 

agagttttac accagggagt atgaaaagct tcgggacact tacattgaag aagcagagaa 180 

gtacaaaatg caattgcaag agcagtttga caacttaaat gctgcgcatg aaacctctaa 240 

gttggaaatt gaagctagcc actcagagaa acttgaattg ctaaagaagg cctatgaagc 3 00 

ctccctttca gaaattaaga aaggccatga aatagaaaag aaatcgcttg aagatttact 360 

ttctgagaag caggaatcgc tagagaagca aatcaatgat ctgaagagtg aaaatgatgc 42 0 

tttaaatgaa aaattgaaat cagaagaaca aaaaagaaga gcaagagaaa aagcaaattt 480 

gaaaaatcct cagatcatgt atctagaaca ggagttagaa agcctgaaag ctgtgttaga 540 
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gatcaagaat gagaaactgc atcaacagga catcaagtta atgaaaatgg agaaactggt 6 00 

ggacaacaac acagcattgg ttgacaaatt gaagcgtttc cagcaggaga atgaagaatt 660 

gaaagctcgg atggacaagc acatggcaat ctcaaggcag ctttccacgg agcaggctgt 720 

tctgcaagag tcgctggaga aggagtcgaa agtcaacaag cgactctcta tggaaaacga 780 

ggagcttctg tggaaactgc acaatgggga cctgtgtagc cccaagagat cccccacatc 840 

ctccgccatc cctttgcagt caccaaggaa ttcgggctcc ttccctagcc ccagcatttc 900 

acccagatga 910 

<210> 48 

<211> 1131 

<212> DNA 

<213> Shigella Flexneri 



<400> 48 
ctcgcttcct 


cctagcactg 


ggacatttca 


agaagctcag 


agccggttga 


atgaagctgc 


60 


tgctgggctg 


aatcaggcag 


ccacagaact 


ggtgcaggcc 


tctcggggaa 


cccctcagga 


120 


cctggctcga 


gcctcaggcc 


gatttggaca 


ggacttcagc 


accttcctgg 


aagctggtgt 


180 


ggagatggca 


ggccaggctc 


cgagccagga 


ggaccgagcc 


caagttgtgt 


ccaacttgaa 


240 


gggcatctcc 


atgtcttcaa 


gcaaacttct 


tctggctgcc 


aaggccctgt 


ccacggaccc 


300 


tgctgcccct 


aacctcaaga 


gtcagctggc 


tgcagctgcc 


agggcagtaa 


ctgacagcat 


360 


caatcagctc 


atcactatgt 


gcacccagca 


ggcacccggc 


cagaaggagt 


gtgataacgc 


420 


cctgcgggaa 


ttggagacgg 


tccgggaact 


cctggagaac 


ccagtccagc 


ccatcaatga 


480 


catgtcctac 


tttggttgcc 


tggacagtgt 


aatggagaac 


tcaaaggtgc 


tgggcgaggc 


540 


catgactggc 


atctcccaaa 


atgccaagaa 


cggaaacctg 


ccagagtttg 


gagatgccat 


600 


ttccacagcc 


tcaaaggcac 


tttgtggctt 


caccgaggca 


gctgcacagg 


ctgcatatct 


660 


ggttggtgtc 


tctgacccca 


atagccaagc 


tggacagcaa 


gggctagtgg 


agcccacaca 


720 


gtttgcccgt 


gcaaaccagg 


caattcagat 


ggcctgccag 


agtttgggag 


agcctggctg 


780 


tacccaggcc 


caggtgctct 


ctgcagccac 


cattgtggct 


aaacacacct 


ctgcactgtg 


840 


taacagctgt 


cgcctggctt 


ctgcccgtac 


caccaatcct 


actgccaagc 


gccagtttgt 


900 


acagtcagcc 


aaggaggtgg 


ccaacagcac 


agctaatctt 


gtcaagacca 


tcaaggcgct 


960 
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agatggggcc ttcacagagg agaaccgtgc 
ggaggctgtg gacaatctga gtgcctttgc 
ccagatcagc cctgagggtc gggctgccat 

<210> 49 

<211> 298 

<212> DNA 

<213> Shigella Flexneri 



ccagtgccga gcagcaacag cccctctgct 
gtccaaccct gagttctcca gcattcctgc 
ggagcccatt gtgatctctg c 



<220> 

< 2 2 1 > MIS C_FEATURE 

<222> (298) . . (298) 

<223> MISC FEATURE 



<400> 49 

gaggacctgc agccacccag cgccctgtcg gcccccttca ccaacagcct cgctcgctct 60 

gcgcgccagt ctgtgctccg gtatagcact ctccctgggc gcagggccct gaagaactcc 120 

cgcctagtga gccagaagga tgacgtccac gtctgtatcc tttgtctcag agccatcatg 180 

aactatcagt acggattcaa cctggtcatg tcccaccccc atgctgtcaa tgagattgca 240 

cttagcctca ataacaagaa tccaaggacc aaagcccttg tcttagagct tctggcan 2 98 

<210> 50 

<211> 686 

<212> DNA 

<213> Shigella Flexneri 



<400> 50 

gaagcggcac gagcgaatga tcaagaaccg 
gaaagagtat ctgcagggac tggaggctcg 
gctccgccga gagaatgctg ccctccggcg 



ggagtcagcc tgccagtccc ggagaaagaa 60 
gctgcaagca gtactggctg acaaccagca 120 
gcggctggag gccctgctgg ctgaaaacag 180 
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cgagctcaag 


ttagggtctg 


gaaacaggaa 


ggtggtctgc 


atcatggtct 


tccttctctt 


240 


cattgccttc 


aactttggac 


ctgtcagcat 


cagtgagcct 


ccttcagctc 


ccatctctcc 


300 


tcggatgaac 


aa gggggagc 


ctcaaccccg 


gagacacttg 


ct ggggttct 


cagagcaaga 


360 


gccagttcag 


ggagttgaac 


ctctccaggg 


gtcctcccag 


ggccctaagg 


agccccagcc 


420 


cagccccaca 


gaccagccca 


gtttcagcaa 


cctgacagcc 


ttccctgggg 


gcgccaagga 


480 


gctactacta 


agagacctag 


accagctctt 


cctctcctct 


gattgccggc 


acttcaaccg 


540 


cactgagtcc 


ctgaggcttg 


ctgacgagtt 


gagtggctgg 


gtccagcgcc 


accagagagg 


600 


ccggaggaag 


atccctcaga 


gggcccagga 


gagacagaag 


tctcagccac 


ggaagaagtc 


660 


acctccagtt 


aaggcagtcc 


ccatcc 








686 



<210> 51 

<211> 691 

<212> DNA 

<213> Shigella Flexneri 



<400> 51 



tgagagcgag 


gtctcggagc 


atctcagtgc 


cagctcggct 


tctgccatcc 


agcaggacag 


60 


cacttccagc 


atgcagccac 


catctgaagc 


ccccatggtg 


aacacagtca 


gctcagctta 


120 


ttcggaggat 


tttgaaaact 


ctccaagtct 


gacagcatct 


gagccaaccg 


cccattccaa 


180 


ggagtctctt 


gacagaacac 


tggacgcttt 


gtctgaatcc 


tcttcaagtg 


tgaagacaga 


240 


ccttccacaa 


acagccgagt 


ctaggaaaaa 


gtcgggcagg 


cacgtgacaa 


gagtgcttgt 


300 


gaaggacaca 


gctgtgcaga 


cgccagatcc 


tgccttcacc 


tacgagtgga 


ccaaggtggc 


360 


cagcatggca 


gccatggggc 


ctgccctggg 


aggcgcctac 


gtggacccga 


cacccatcgc 


420 


caatcatgtt 


atcagtgcag 


atgcaataga 


agccctgacc 


gcttacagcc 


cggccgtgct 


480 


ggcactccat 


gatgtgctga 


agcagcagct 


gagcctgacg 


cagcagttca 


tccaggccag 


540 


ccggcacctg 


cacgcctccc 


tcctgcgctc 


cctggacgcg 


gactccttcc 


actaccacac 


600 


cctggaggaa 


gccaaagagt 


acattaggtg 


ccacagacct 


gccccactga 


ccatggagga 


660 


tgccctggag 


gaggtgaaca 


aggagctgtg 


a 






691 




<210> 52 



<211> 456 
<212> DNA 

<213> Shigella Flexneri 



<400> 52 

atggcagaga gccgccagga cctggaggag gagtatgagc ctcagttcct gcggctccta 60 

gagaggaaag aagctgggac caaagctctg cagagaaccc aggctgagat ccaggaaatg 12 0 

aaggaggctc tgagacccct gcaagcagag gcccggcagc tccgcctgca aaacaggaac 180 

ctggaggacc agatcgcact tgtgaggcaa aaacgagatg aagaggtgca gcagtacagg 240 

gaacagctgg aggaaatgga agaacgccag aggcagttaa gaaatggggt gcaactccag 300 

caacagaaga acaaagagat ggaacagcta aggctcagtc ttgctgaaga gctctctact 360 

tataaggcta tgctactacc caagagcctg gaacaggctg atgctcccac ttctcaggca 420 

ggtggaatgg agacacagtc tcaaggggct gtttag 456 

<210> 53 

<211> 794 

<212> DNA 

<213> Shigella Flexneri 



<400> 53 

ctgggtcatc ccagatcccg aagaggaacc agagcgcaag cgaaagaagg gcccagcccc 60 

gaagatgctg ggccacgagc tttgccgtgt ctgtggggac aaggcctccg gcttccacta 120 

caacgtgctc agctgcgaag gctgcaaggg cttcttccgg cgcagtgtgg tccgtggtgg 180 

ggccaggcgc tatgcctgcc ggggtggcgg aacctgccag atggacgctt tcatgcggcg 24 0 

caagtgccag cagtgccggc tgcgcaagtg caaggaggca gggatgaggg agcagtgcgt 3 00 

cctttctgaa gaacagatcc ggaagaagaa gattcggaaa cagcagcagc aggagtcaca 360 

gtcacagtcg cagtcacctg tggggccgca gggcagcagc agctcagcct ctgggcctgg 42 0 

ggcttcccct ggtggatctg aggcaggcag ccagggctcc ggggaaggcg agggtgtcca 480 

gctaacagcg gctcaagaac taatgatcca gcagttggtg gcggcccaac tgcagtgcaa 540 

caaacgctcc ttctccgacc agcccaaagt cacgccctgg cccctgggcg cagaccccca 600 




gtcccgagat gcccgccagc aacgctttgc ccacttcacg gagctggcca tcatctcagt 660 

ccaggagatc gtggacttcg ctaagcaagt gcctggtttc ctgcagctgg gccgggagga 72 0 

ccagatcgcc ctcctgaagg catccactat cgagatcatg ctgctagaga cagccaggcg 780 

ctacaaccac gaga 794 

<210> 54 
<211> 392 
<212> DNA 

<213> Shigella Flexneri 
<400> 54 

atgaaggatg aaccacggtc cacgaacctg ttcatgaagc tggactcggt cttcatctgg 60 
aaggaaccct ttggcctggt cctcatcatc gcaccctgga actacccatt gaacctgacc 120 
ctggtgctcc tggtgggcac cctccccgca gggaattgcg tggtgctgaa gccgtcagaa 180 
atcagccagg gcacagagaa ggtcctggct gaggtgctgc cccagtacct ggaccagagc 240 
tgct.ttgccg tggtgctggg cggaccccag gagacagggc agctgctaga gcacaagttg 300 
gactacatct tcttcacagg gagccctcgt gtgggcaaga ttgtcatgac tgctgccacc 360 
aagcacctga cgcctgtcac cctggagctg gg 392 

<210> 55 
<211> 346 
<212> DNA 

<213> Shigella Flexneri 
<400> 55 

gctggggatc gcgctggcgc tcctgggcga gaggcttctg gcactcagaa atcgacttaa 60 
agcctccaga gaagtagaat ctgtagacct tccacactgc cacctgatta aaggaattga 120 
agctggctct gaagatattg acatacttcc caatggtctg gcttttttta gtgtgggtct 180 
aaaattccca ggactccaca gctttgcacc agataagcct ggaggaatac taatgatgga 240 
tctaaaagaa gaaaaaccaa gggcacggga attaagaatc agtcgtgggt ttgatttggc 3 00 
ctcattcaat ccacatggca tcagcacttt catagacaac gatgac 346 



<210> 56 

<211> 299 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> MIS C_ F E ATUR E 

<222> (1) . . (131) 

<223> MI SC_ FEATURE 

<220> 

<221> MISC_FEATURE 

<222> (181) . . (181) 

<223> MISC_FEATURE 

<220> 

<221> MIS C_ FEATURE 

<222> (219) . . (219) 

<223> MIS C_ FE ATUR E 

<220> 

< 2 2 1 > MIS C_ F E ATUR E 

<222> (258) . . (258) 

<22 3> MISC FEATURE 



<220> 
<221> 
<222> 



MI S C_FEATURE 
(299) . . (299) 




<22 3> MI SC_ FEATURE 
<400> 56 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 60 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12 0 

nnnnnnnnnn nggttcttaa tctttgctct cctgaccctt ttactctcat aaaaattatt 180 

ngaggactcc aaatataata gcttttattt atgtatgtna taactttgga tactatatta 240 

gaattaaaac tgagaaantt aaagggctta attaaaaaat aactctgtac atgttaaan 2 99 

<210> 57 

<211> 329 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (158) . . (158) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (174) . . (174) 

<223> mi sc_f eature 

<220> 

<221> misc_f eature 

<222> (183) . . (183) 

<223> misc feature 
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<220> 

<221> misc^feature 
<222> (185) . . (185) 

<223> misc_f eature 

<220> 

<221> misc_f eature 
<222> (189) . . (190) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (193) . . (193) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (197) . . (197) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (201) . . (201) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (211) . . (211) 

<223> misc feature 
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<220> 

<221> misc_f eature 

<222> (213) . . (213) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (216) . . (217) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (221) . . (221) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (223) . . (223) 

<223> misc_feature 

<220> 

<221> misc_feature 

222> (226) . . (226) 

223> misc feature 



220> 

221> misc feature 
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<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



(228) . . (228) 
misc feature 



misc_f eature 
(232) . . (232) 
misc feature 



misc_f eature 
(235) . . (235) 
misc feature 



misc_f eature 
(237) . . (237) 
misc feature 



mi sc_f eature 
(241) . . (241) 
misc feature 



misc_f eature 
(243) . . (243) 
misc feature 



<220> 
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<221> misc_f eature 

<222> (245) . . (245) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (247) . . (249) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (257) . . (257) 

<223> misc_f eature 

<220> 

<221> misc^f eature 

<222> (259) . . (261) 

<223> misc_feature 

<220> 

<221> mi sc_f eature 

<222> (263) . . (263) 

<223> misc feature 



<220> 

22l> misc_feature 

222> (268) . . (268) 

223> misc feature 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc_f eature 
(270) . . (271) 
misc feature 



misc_f eature 
(275) . . (275) 
misc feature 



misc_f eature 
(277) . . (277) 
misc feature 



misc_f eature 
(279) . . (279) 
misc feature 



misc_f eature 
(287) . . (288) 
misc feature 



<220> 
<221> 
<222> 



misc_f eature 
(294) . . (294) 



<223> misc_f eature 
<220> 

<221> misc_f eature 

<222> (298) . . (301) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (303) . . (303) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (307) . . (307) 

<223> mis cofeature 

<220> 

<221> misc_f eature 

<222> (311) . . (311) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (313) . . (313) 

<223> misc feature 



<220> 
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<221> misc_feature 
<222> (318) . . (318) 

<22 3> mi sc_f eature 

<220> 

<221> misc_f eature 
<222> (322) . . (322) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 

<222> (327) . . (327) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (329) . . (329) 

<223> misc feature 



<400> 57 

tactatttac tggatgtctc agtaggcata gtttagagat acgttgtgtg caatagacat 60 

ataaatgatt tgtttacatt actccatata aatgatttgt ttgtttaatg tcttggaaat 120 

tattttatgt cttatggttg ctgattctgt tgccatcnga ttactacgat aaanaagatc 180 

tgngnctann gangggnctt ntttgaactg ntnctnnggc ntnggntngg gngcntntgt 240 

ntngncnnng ttgttgngnn nanggcgngn ncggngncng ttgattnnca ggtntggnnn 300 

ngntggnggc ncntggcncc tngcatntn 32g 



<210> 
<211> 
<212> 



58 

832 

DNA 
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<213> Shigella Flexneri 



<400> 58 
gtttgatcag 


cctcaggaat 


acttcatgga 


gttgacattc 


aatcaagctg 


caaagggggt 


60 


caacaaggag 


ttcaccgtga 


acatcatgga 


cacgtgtgag 


cgctgcaacg 


gcaaggggaa 


120 


cgagcccggc 


accaaggtgc 


agcattgcca 


ctactgtggc 


ggctccggca 


tggaaaccat 


180 


caacacaggc 


ccttttgtga 


tgcgttccac 


gtgtaggaga 


tgtggtggcc 


gcggctccat 


240 


catcatatcg 


ccctgtgtgg 


tctgcagggg 


agcaggacaa 


gccaagcaga 


aaaagcgagt 


300 


gatgatccct 


gtgcctgcag 


gagtcgagga 


tggccagacc 


gtgaggatgc 


ctgtgggaaa 


360 


aagggaaatt 


ttcattacgt 


tcagggtgca 


gaaaagccct 


gtgtt ccgga 


acta?* caacnr* 

yyy c^yy <-y^- 


AO C\ 


agacatccac 


tccgacctct 


ttatttctat 


agctcaggct 


cttcttgggg 


gaacagccag 


480 


agcccagggc 


ctgtacgaga 


cgatcaacgt 


gacgatcccc 


cctgggactc 


agacagacca 


540 


gaagattcgg 


atgggtggga 


aaggcatccc 


ccggattaac 


agctacggct 


acggagacca 


600 


ctacatccac 


atcaagatac 


gagttccaaa 


gaggctaacg 


agccggcagc 


agagcctgat 


660 


cctgagctac 


gccgaggacg 


agacagatgt 


ggaggggacg 


gtgaacggcg 


tcaccctcac 


720 


cagctctggt 


ggcagcacca 


tggatagctc 


cgcaggaagc 


aaggctaggc 


gtgaggctgg 


780 


ggaggacgag 


gagggattcc 


tttccaaact 


taagaaaatg 


tttacctcat 


ga 


832 



<210> 59 
<211> 2358 
<212> DNA 

<213> Shigella Flexneri 
<400> 59 

atggcggacc ttgattcgcc tccgaagctg tcaggggtgc agcagccgtc tgagggggtg 60 
ggaggtggcc gctgctccga aatctccgct gagctcattc gctccctgac agagctgcag 120 
gagctggagg ctgtatacga acggctctgc ggcgaggaga aagtggtgga gagagagctg 180 
gatgctcttt tggaacagca aaacaccatt gaaagtaaga tggtcactct ccaccgaatg 240 
ggtcctaatc tgcagctgat tgagggagat gcaaagcagc tggctggaat gatcaccttt 300 
acctgcaacc tggctgagaa tgtgtccagc aaagttcgtc agcttgacct ggccaagaac 360 
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cgcctctatc 


aggccattca 


gagagctgat 


gacatcttgg 


acctgaagtt 


ctgcatggat 


420 


ggagttcaga 


ctgctttgag 


gagtgaagat 


tatgagcagg 


ctgcagcaca 


tattcatcgc 


480 


tacttgtgcc 


tggacaagtc 


ggtcattgag 


ctcagccgac 


agggcaaagg 


ggggagcatg 


540 


attgatgcca 


acctgaaatt 


gctgcaggaa 


gctgagcaac 


gtctcaaagc 


cattgtggca 


600 


gagaagtttg 


ccattgccac 


caaggaaggt 


gatttgcccc 


a 99tggagcg 


cttcttcaag 


660 


atcttcccac 


tgctgggttt 


gcatgaggag 


ggattaagaa 


ggttctcgga 


gtacctttgc 


720 


aagcaggtgg 


ccagtaaagc 


tgaggagaat 


ctgctcatgg 


tgctggggac 


agacatgagt 


780 


gatcggagag 


ctgcagtcat 


ctttgcagat 


acacttactc 


ttctgtttga 


agggattgcc 


840 


cgcattgtgg 


aggcccacca 


gccaatagtg 


gagacctatt 


atgggccagg 


gagactctat 


900 


accctgatca 


aatatctgca 


ggtggaatgt 


gacagacagg 


tggagaaggt 


ggtagacaag 


960 


ttcatcaagc 


aaagggacta 


ccaccagcag 


ttccggcatg 


ttcagaacaa 


cctgatgaga 


1020 


aattctacaa 


cagaaaaaat 


cgaaccaaga 


gaactggacc 


ccatcctgac 


tgaggtcacc 


1080 


ctgatgaacg 


cccgcagtga 


gctatactta 


cgcttcctca 


agaagaggat 


tagctctgat 


1140 


tttgaggtgg 


gagactccat 


ggcctcagag 


gaagtaaagc 


aagagcacca 


gaagtgtctg 


1200 


gacaaactcc 


tcaataactg 


ccttttgagc 


tgtaccatgc 


aggagctaat 


tggcttatat 


1260 


gttaccatgg 


aggagtactt 


catgagggag 


actgtcaata 


aggctgtggc 


tctggacacc 


1320 


tatgagaagg 


gccagctgac 


atccagcatg 


gtggatgatg 


tcttctacat 


tgttaagaag 


1380 


tgcattgggc 


gggctctgtc 


cagctccagc 


attgactgtc 


tctgtgccat 


gatcaacctc 


1440 


gccaccacag 


agctggagtc 


tgacttcagg 


gatgttctgt 


gtaataagct 


gcggatgggc 


1500 


tttcctgcca 


ccaccttcca 


ggacatccag 


cgcggggtga 


caagtgccgt 


gaacatcatg 


1560 


cacagcagcc 


tccagcaagg 


caaatttgac 


acaaaaggca 


tcgagagtac 


tgacgaggcg 


1620 


aagatgtcct 


tcctggtgac 


tctgaacaac 


gtggaagtct 


gcagtgaaaa 


catctccact 


1680 


ctgaagaaga 


c a c t q q a a a cr 


tgactgcacc 


C* CJ. \_» l_. L. ^ d 




tggaggggag 


T *"7 A n 

1 /4 U 


caggcccagg 


ccaagtttga 


cggctgcctt 


tctgacttgg 


ccgccgtgtc 


caacaaattc 


1800 


cgagacctct 


tgcaggaagg 


gctgacggag 


ctcaacagca 


cagccatcaa 


gccacaggtg 


1860 


cagccttgga 


tcaacagctt 


tttctccgtc 


tcccacaaca 


tcgaggagga 


agaattcaat 


1920 


gactatgagg 


ccaacgaccc 


ttgggtacaa 


cagttcatcc 


ttaacctgga 


gcagcaaatg 


1980 


gcagagttca 


aggccagcct 


gtccccggtc 


atctacgaca 


gcctaaccgg 


cctcatgact 


2040 



agccttgttg ccgtcgagtt ggagaaagtg gtgctgaaat ccacctttaa ccggctgggt 2100 

ggtctgcagt ttgacaagga gctgaggtcg ctcattgcct accttaccac ggtgaccacc 2160 

tggaccatcc gagacaagtt tgcccggctc tcccagatgg ccaccatcct caatctggag 2220 

cgggtgaccg agatcctcga ttactgggga cccaattccg gcccattgac gtggcgcctc 22 80 

acccctgctg aagtgcgcca ggtgctggcc ctgcggatag acttccgcag tgaagatatc 2340 

aagaggctgc gcctgtag 2358 

<210> 60 

<211> 284 

<212> DNA 

<213> Shigella Flexneri 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (284) . . (284) 

<223> MISC FEATURE 



<400> 60 

ccgtgtcttg gctggctcat ttatcagggt tgtctttctc tttgtctttg actaggctat 60 

tttactactc tatagagata gaaatttgtt tacagtgcac taatactgat gtaaataatt 120 

cctgttcata aaactgcaaa ttatatcatt gaatgcaatt gattatggcc ctgtagacat 180 

tcaagagttt tgccagtttg cacccatttg taaatgtgtt ttagcatctc ttatctgact 240 

ataaatgtgc tgcttttgat ttatcttaca aaccatttgt cacn 284 

<210> 61 

<211> 283 

<212> DNA 

<213> Shigella Flexneri 



<220> 




<221> misc_f eature 

<222> (l)..(l) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> mi sc_f eature 

<220> 

<221> misc_f eature 

<222> (8) . . (8) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (12) . . (12) 

<223> mi sc_f eature 

<220> 

<221> misc_feature 

<222> (16) . . (16) 

<223> mi sc_f eature 

<220> 

<221> misc_f eature 

<222> (22).. (23) 

<223> misc feature 
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<220> 

<221> misc_f eature 

<222> (25) . . (25) 

<22 3> misc_f eature 

<220> 

<221> misc_feature 

<222> (28) . . (28) 

<223> misc__f eature 

<220> 

<221> misc_f eature 

<222> (41) . . (41) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (57) . . (57) 

<223> misc feature 



<220> 

<221> mi sc__f eature 

<222> (61) . . (62) 

<223> misc feature 



<220> 

<221> mi sc_f eature 
<222> (90) . . (91) 



<223> misc_f eature 
<220> 

<221> misc_f eature 

<222> (104) . . (104) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (111) . . (in) 

<223> mi sc_f eature 

<220> 

<221> misc_f eature 

<222> (128) . . (128) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (130) . . (130) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (147) . . (147) 

<223> misc feature 



<220> 
221> misc feature 



<222> (155) . . (156) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 

<222> (158) . . (159) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (162) . . (163) 

<223> misc__f eature 

<220> 

<221> mis cofeature 

<222> (165) . . (166) 

<223> misc_feature 

<220> 

<221> mi sc_f eature 

<222> (173) . . (173) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (175) . . (175) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (185) . . (191) 

<22 3> mi sc_f eature 

<220> 

<221> misc_f eature 

<222> (200) . . (200) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (213) . . (213) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (232) . . (233) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (242) . . (242) 

<223> misc_f eature 

220> 

22 1> misc_f eature 

222> (251) . . (251) 

223> misc feature 



<220> 

<221> misc_f eature 

<222> (260) . . (260) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (263) . . (266) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (270) . . (270) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (274) . . (275) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (207) . . (207) 

<223> misc feature 



<220> 
<221> 



misc feature 



<222> (210) . . (210) 
<223> misc feature 



<400> 61 

ncnggtgngt gnaganggag tnnanctntg ccactgcatg ntgttttgct caggcangat 60 

nnatgatgct tgacttttat gaagttccan nattcaaatg gatntgatgc ntaaccttcc 120 

ccatgtantn gttgtacatg ttcatgnggg ctggnntnnc tnntnnttct atngntcatt 180 

agatnnnnnn ncactcttgn actctcnctn tanttaccct catgccattg annaatctgt 24 0 

cnttctcatt natgatcccn tannnnctgn ccanngatct etc 2 83 

<210> 62 

<211> 2170 

<212> DNA 

<213> Shigella Flexneri 



<400> 62 

gcaggagctg cagaagaagg cagagcacca ggtgggggaa gatgggtttt tactgaagat 60 

caagctgggg cactatgcca cacagctcca gaacaegtat gaccgctgcc ccatggagct 12 0 

ggtccgctgc atccgccata tattgtacaa tgaacagagg ttggtccgag aagccaacaa 180 

tggtagctct ccagctggaa gecttgetga tgccatgtcc cagaaacacc tccagatcaa 240 

ccagacgttt gaggagctgc gactggtcac gcaggacaca gagaatgagt taaaaaagct 300 

gcagcagact caggagtact tcatcatcca gtaccaggag agectgagga tccaagctca 360 

gtttggcccg ctggcccagc tgagccccca ggagcgtctg ageegggaga cggccctcca 420 

gcagaagcag gtgtctctgg aggcctggtt geagegtgag gcacagacac tgcagcagta 480 

ccgcgtggag ctgcccgaga agcaccagaa gaccctgcag ctgctgcgga agcagcagac 54 0 

catcatcctg gatgacgagc tgatccagtg gaageggegg cagcagctgg cegggaaegg 600 

cgggcccccc gagggcagee tggacgtgct acagtcctgg tgtgagaagt tggeggagat 660 

catctggcag aaccggcagc agatcegcag ggctgagcac ctctgccagc agctgcccat 720 

ccccggccca gtggaggaga tgctggccga ggtcaacgcc accatcacgg acattatctc 780 

agccctggtg accagcacgt tcatcattga gaagcagect cctcaggtcc tgaagaccca 840 
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gaccaagttt 


gcagccactg 


tgcgcctgct 


ggtgggcggg 


aagctgaacg 


tgcacatgaa 


900 


ccccccccag 


gtgaaggcca 


ccatcatcag 


tgagcagcag 


gccaagtctc 


tgctcaagaa 


960 


cgagaacacc 


cgcaatgatt 


acagtggcga 


gatcttgaac 


aactgctgcg 


tcatggagta 


1020 


ccaccaagcc 


acaggcaccc 


ttagtgccca 


cttcaggaat 


atgtccctga 


aacgaattaa 


1080 


gaggtcagac 


cgtcgtgggg 


cagagtcggt 


gacagaagaa 


aaatttacaa 


tcctgtttga 


1140 


atcccagttc 


agtgttggtg 


gaaatgagct 


ggtttttcaa 


gtcaagaccc 


tgtccctgcc 


1200 


agtggtggtg 


atcgttcatg 


gcagccagga 


caacaatgcg 


acggccactg 


ttctctggga 


1260 


caatgctttt 


gcagagcctg 


gcagggtgcc 


atttgccgtg 


cctgacaaag 


tgctgtggcc 


1320 


acagctgtgt 


gaggcgctca 


acatgaaatt 


caaggccgaa 


gtgcagagca 


accggggcct 


1380 


gaccaaggag 


aacctcgtgt 


tcctggcgca 


gaaactgttc 


aacaacagca 


gcagccacct 


1440 


ggaggactac 


agtggcctgt 


ctgtgtcctg 


gtcccagttc 


aacagggaga 


atttaccagg 


1500 


acggaattac 


actttctggc 


aatggtttga 


cggtgtgatg 


gaagtgttaa 


aaaaacatct 


1560 


caagcctcat 


tggaatgatg 


gggccatttt 


ggggtttgta 


aacaagcaac 


aggcccatga 


1620 


cctactgatt 


aacaagccag 


atgggacctt 


cctcctgaga 


ttcagtgact 


cagaaattgg 


1680 


cggcatcacc 


attgcttgga 


agtttgattc 


tcaggaaaga 


atgttttgga 


atctgatgcc 


1740 


ttttaccacc 


agagacttct 


ccatcaggtc 


cctagccgac 


cgcttgggag 


acttgaatta 


1800 


ccttatctac 


gtgtttcctg 


atcggccaaa 


agatgaagta 


tactccaaat 


actacacacc 


1860 


agttccctgc 


gagtctgcta 


ctgctaaagc 


tgttgatgga 


tacgtgaagc 


cacagatcaa 


1920 


gcaagtggtc 


cctgagtttg 


tgaacgcatc 


tgcagatgcc 


gggggcggca 


gcgccacgta 


1980 


catggaccag 


gccccctccc 


cagctgtgtg 


tccccaggct 


cactataaca 


tgtacccaca 


2040 


gaaccctgac 


tcagtccttg 


acaccgatgg 


ggacttcgat 


ctggaggaca 


caatggacgt 


2100 


agcgcggcgt 


gtggaggagc 


tcctgggccg 


gccaatggac 


agtcagtgga 


tcccgcacgc 


2160 


acaatcgtga 












2170 



<210> 63 

<211> 1503 

<212> DNA 

<213> Shigella Flexneri 
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<400> 63 

atgggaattg gtctttctgc tcaaggtgtg aacatgaata gactaccagg ttgggataag 60 

cattcatatg gttaccatgg ggatgatgga cattcgtttt gttcttctgg aactggacaa 120 

ccttatggac caactttcac tactggtgat gtcattggct gttgtgttaa tcttatcaac 180 

aatacctgct tttacaccaa gaatggacat agtttaggta ttgctttcac tgacctaccg 240 

ccaaatttgt atcctactgt ggggcttcaa acaccaggag aagtggtcga tgccaatttt 300 

gggcaacatc ctttcgtgtt tgatatagaa gactatatgc gggagtggag aaccaaaatc 360 

caggcacaga tagatcgatt tcctatcgga gatcgagaag gagaatggca gaccatgata 420 

caaaaaatgg tttcatctta tttagtccac catgggtact gtgccacagc agaggccttt 480 

gccagatcta cagaccagac cgttctagaa gaattagctt ccattaagaa tagacaaaga 540 

attcagaaat tggtattagc aggaagaatg ggagaagcca ttgaaacaac acaacagtta 600 

tacccaagtt tacttgaaag aaatcctaat ctccttttca cattaaaagt gcgtcagttt 660 

atagaaatgg tgaatggtac agatagtgaa gtacgatgtt tgggaggccg aagtccaaag 720 

tctcaagaca gttatcctgt tagtcctcga ccttttagta gtccaagtat gagccccagc 780 

catggaatga atatccacaa tttagcatca ggcaaaggaa gcaccgcaca tttttcaggt 840 

tttgaaagtt gtagtaatgg tgtaatatca aataaagcac atcaatcata ttgccatagt 900 

aataaacacc agtcatccaa cttgaatgta ccagaactaa acagtataaa tatgtcaaga 960 

tcacagcaag ttaataactt caccagtaat gatgtagaca tggaaacaga tcactactcc 1020 

aatggagttg gagaaacttc atccaatggt ttcctaaatg gtagctctaa acatgaccac 1080 

gaaatggaag attgtgacac cgaaatggaa gttgattcaa gtcagttgag acgccagttg 1140 

tgtggaggaa gtcaggccgc catagaaaga atgatccact ttggacgaga gctgcaagca 12 00 

atgagtgaac agctaaggag agactgtggc aagaacactg caaacaaaaa aatgttgaag 12 60 

gatgcattca gtctactagc atattcagat ccctggaaca gcccagttgg aaatcagctt 1320 

gacccgattc agagagaacc tgtgtgctca gctcttaaca gtgcaatatt agaaacccac 1380 

aatctgccaa agcaacctcc acttgcccta gcaatgggac aggccacaca atgtctagga 1440 

ctgatggctc gatcaggaat tggatcctgc gcatttgcca cagtggaaga ctacctacat 1500 

tag 1503 



<210> 64 
<211> 1294 



<212> DNA 

<213> Shigella Flexneri 



<400> 64 

gatcgagatc catgggaagg caggcctgtt tttagaaggc cagatccacc ccgagttgga 60 

aggagtcgag attgtcatca gtgaaaaggg ggcaagttca ccgctgatca cagtctttac 120 

tgatgacaaa ggtgcctaca gtgttggccc cctgcacagt gacctggagt acacggtgac 180 

ctcacagaag gagggctatg ttctgactgc ggtggaagga accatcggag acttcaaggc 24 0 

ctatgccctg gcaggcgtaa gctttgagat aaaagctgag gatgaccagc ccctcccggg 3 00 

agtcctctta tccctgagcg gtggcctgtt tcgttccaac ctcttgaccc aggacaacgg 360 

cattctgaca ttctcaaacc tgagccctgg ccagtattac ttcaaaccca tgatgaagga 420 

gttccggttt gagccatcct cacagatgat cgaggtgcag gaaggccaga acctgaagat 480 

caccatcacg gggtaccgaa ccgcttacag ttgctatggc acagtgtctt ccttaaacgg 540 

agagcccgaa caaggggttg ccatggaagc ggtgggccag aacgactgca gcatttacgg 600 

agaagacacc gtgacagacg aagagggcaa gttcagatta cgtggattgc tgccgggatg 660 

tgtgtaccac gttcagctca aggcagaagg caacgaccac attgagcggg cgctccccca 720 

ccatagggtg attgaggttg ggaataatga catcgatgat gtaaacatca tagttttccg 780 

gcagattaat caatttgatt taagtggaaa tgtgatcact tcctctgaat accttcctac 840 

attatgggtc aagctttaca aaagcgaaaa cctcgacaat ccaatccaga cagtttccct 900 

tggccagtcc ctgttcttcc atttcccccc actgctcaga gacggcgaga actatgttgt 960 

gcttctggac tccacactcc ccagatccca gtatgactac atcttgcctc aagtttcttt 1020 

caccgcagtg ggctaccata aacacaccac cttgattttt aatcccacga ggaagctgcc 1080 

tgaacaggac atcgcacaag gatcctacat tgccctgcca ttgacgctgc tggttctgct 1140 

ggccggttac aaccatgaca agctcattcc tttgctgctg cagttgacaa gccggctaca 1200 

gggagtccgc gcgctcggcc aggcagcctc tgacaatagc ggcccagaag atgcaaagag 1260 

acaagccaag aaacagaaga caaggcggac ttga 1294 

<210> 65 
<211> 3418 



^ 10043^7 .043002 

<212> DNA 

<213> Shigella Flexneri 



<400> 65 

cctgggccta cattctccca ttgccctaga tgtactgagt gaggcttttg aggaatcctt 60 

ggtggccaga gattggtccc gggcccttca gctcactgaa gtgtacgggc gagatgtgga 120 

cgatttgagc agcataaagg atgcagtcct gagctgtgct gtggcatatg acaaagaagg 180 

ttggcaatac ctgtttcccg tgaaggatgc atctctgaga agtcggctgg ccctacagtt 240 

tgtggacagg tggcccctgg agtcatgcct ggagattctg gcctactgca tttcagacac 300 

ggctgtccaa gaaggactaa agtgtgagct acagaggaag ctggcggagc tgcaggtgta 360 

tcagaagatt ctgggtttgc agtctccccc agtgtggtgt gactggcaga ccttgaggag 420 

ctgttgtgtt gaggacccat caactgtcat gaacatgatt ctagaagcac aggagtatga 4 80 

actgtgtgaa gagtggggct gcctgtaccc cattccaaga gaacatttaa tcagccttca 540 

tcaaaagcat cttctccacc ttctagaaag aagagatcat gacaaggctc tgcaactcct 600 

gcgaagaatc cctgacccca ccatgtgcct tgaagtgaca gagcaatccc tcgaccagca 660 

cactagcttg gccacttctc acttcttggc caactacctc accacccact tctatggaca 720 

actgactgct gtccgacacc gtgaaatcca ggcgctgtat gtgggatcca agattctgct 780 

gaccctgcct gagcagcacc gggccagcta ttcccacttg tcctctaacc ccctgttcat 840 

gctggagcag ctgcttatga acatgaaggt ggattgggcc actgtggctg tgcagactct 900 

ccagcagctg ctggttggac aggagattgg cttcactatg gacgaggtgg actcactgct 960 

ttccagatac gcagagaaag ccctggactt tccataccct cagagggaga aacgatcaga 1020 

ttctgtgatt cacctccaag aaattgtcca ccaggctgca gatcccgaga ccctccctag 1080 

atcaccatca gcagagttct ctcctgctgc tcctcctggt atctccagta tacattcccc 1140 

tagtctaagg gaaaggagtt tcccaccaac ccagccctca caggaatttg tgcccccagc 1200 

gacaccccct gccaggcacc agtgggtacc ggatgagact gagagtatct gcatggtctg 1260 

ctgcagggag cacttcacca tgtttaacag gcgtcatcat tgtcgccgct gtggccggct 1320 

agtgtgcagc tcctgctcca ctaagaaaat ggtggttgaa ggctgcagag agaaccctgc 1380 

tcgtgtgtgt gatcagtgct atagttactg caacaaagat gtaccagagg agccttcaga 1440 

aaaaccagaa gctctagaca gctccaagag tgaaagccct ccatactcgt ttgtggtgag 1500 



agtccccaaa gcagatgagg tggaatggat tttggatctc aaagaggagg aaaatgagct 1560 
ggtgcggagt gaattttact atgagcaggc ccccagcgcc tccttgtgca ttgccatcct 1620 
gaatctgcac cgggacagca ttgcctgtgg tcaccagctg attgagcact gctgcaggct 1680 
ctccaagggc ctcaccaacc cagaggtgga tgccgggctg ctcacggaca tcatgaagca 1740 
gctgctgttc agcgccaaga tgatgttcgt caaagccggc cagagccaag acttggctct 1800 
ttgtgacagc tacatcagca aggtagatgt gctgaatatt ttagttgctg ctgcctatcg I860 
ccacgtgcca tctttggatc agatcttgca gccagctgca gtaaccaggc taaggaacca 1920 
gcttttggaa gccgagtact accaactggg cgttgaggtc tccacaaaga ctgggcttga 1980 
taccaccggg gcgtggcatg cttggggcat ggcctgcctc aaagccggga acctcactgc 2040 
tgcacgggag aagttcagtc gctgtctgaa gcccccattt gacctcaatc agctgaatca 2100 
tggctcaagg ctggtgcagg atgtggttga gtacctagag tccacagtga ggccctttgt 2160 
atccttgcaa gatgacgatt actttgccac cctgagggaa ctggaagcta cccttcggac 2220 
gcagagcctt tctctggcag tgattcctga agggaaaatc atgaacaaca cctactacca 2280 

ggaatgcctc ttctacctgc acaactatag caccaacctg gccatcatca gcttctacgt 2340 

gaggcacagc tgcctgcggg aagctcttct gcaccttctc aacaaggaga gtcctccaga 2400 

agtttttata gaaggcattt tccaaccaag ctataaaagt gggaagctac acactttgga 2460 

gaacttgcta gaatccattg atccaacctt ggagagctgg ggaaagtact tgattgctgc 2520 

ctgccaacat ttacagaaga agaactacta ccacattctg tatgagctgc agcagtttat 2580 

gaaggaccaa gttcgggccg ccatgacctg tattcggttc ttcagtcaca aagcaaagtc 2640 

atatacagaa ctgggagaga agctctcatg gctacttaag gccaaggacc acctgaagat 2700 

ctacctccaa gaaacatccc gcagctctgg aaggaagaaa accacattct tcagaaagaa 2760 

gatgactgca gctgatgtgt caaggcacat gaacacactt cagctgcaga tggaagtgac 2 820 

caggttcttg catcggtgcg aaagtgctgg gacctctcaa atcaccactt tgcctctgcc 2880 

aaccctgttt ggaaataacc acatgaaaat ggatgttgcc tgcaaggtca tgctgggagg 2 940 

gaaaaatgta gaagatggtt ttggaattgc tttccgtgtt ctgcaggact tccagctgga 3 000 

tgctgccatg acctactgca gagctgcccg ccagttggtg gagaaagaga agtacagtga 3060 

gatccagcaa ctgctcaaat gtgtcagtga gtcaggcatg gcagccaaaa gtgacgggga 3120 

caccatcctc ctcaactgcc tggaagcgtt caagagaatt ccgccccagg agctggaggg 3180 

cctgatccag gcaatacaca atgatgacaa caaggttcgg gcctacctga tatgttgcaa 3240 



actgcgttct gcctacttga ttgctgtgaa gcaagaacac tcacgggcca cagcccttgt 3300 
ccagcaggtg cagcaggccg ccaagagcag cggggatgca gtagtgcaag acatctgtgc 3360 
ccagtggctt ctgacaagcc acccccgggg tgcccatggc ccaggctcca ggaagtga 3418 

<210> 66 

<211> 297 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<2 21> misc_f eature 

<222> (159) . . (246) 

<223> misc_f eature 

<400> 66 

ctccctctct gcctagctgg ctttctgtaa ataattattt gtgtcatagc ttacagcttt 60 

ttaaacattt tcacttttat tatttcattt aattttcaca ccagccccga aaagtgtttt 120 

ttccacttta caaattaaga tgcagaagct cagcaatann nnnnnnnnnn nnnnnnnnnn 180 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 24 0 

nnnnnngggg aagctcagca atattaaatg tctgggccaa ttacgtaatc agtaagc 2 97 

<210> 67 

<211> 299 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (296) . . (296) 

<223> misc feature 



JLOOM-: 




^**H" ^llsS^ "^5*^ li/rjii 



<400> 67 



aatttccacc 


tcccaaggga 


agtttatgta 


tttttctagg 


cccttttcta 


tgtctttaca 


60 


tctctgtctc 


acacacacac 


acgtatacac 


acacacagtt 


tatttttaat 


aaaataggat 


120 


tataccacac 


acatcctgtc 


acttgctttt 


ttgcttaaga 


gtatatctaa 


gagaatcctt 


180 


tgtgtcagtg 


aagctggagc 


tacctcattc 


ttttaactgg 


ctgcgtggcg 


ttccattgag 


240 


tgtctgtcat 


catgtgttta 


gccgagtgga 


tggatagtct 


gcttgttttt 


agtttntgc 


299 



<210> 68 

<211> 2119 

<212> DNA 

<213> Shigella Flexneri 



<400> 68 
caaccccgtg 


cccctctatg 


cgccaaatct 


cagcccgcct 


gcggacagca 


ggatccacgt 


60 


gccggccagt 


gggtactgct 


gcctggagtg 


tggagacgca 


tttgccttag 


agaagagcct 


120 


gagccagcac 


tatggccggc 


ggagcgtcca 


cattgaggta 


ctgtgcacac 


tgtgctccaa 


180 


gacgctgctc 


ttcttcaaca 


agtgcagcct 


gctccggcac 


gcccgtgacc 


acaagagcaa 


240 


ggggctcgtc 


atgcagtgtt 


cccagctgct 


ggtgaagcct 


atctctgcgg 


accaaatgtt 


300 


cgtgtcggcc 


cctgtgaact 


ccacggcacc 


agcagcccca 


gccccttcat 


cctctcccaa 


360 


acatggcctc 


acttcgggca 


gtgccagtcc 


ccctcctcca 


gccttgccac 


tctacccaga 


420 


ccctgtgagg 


ctcatccggt 


actcaatcaa 


gtgtcttgaa 


tgtcacaagc 


agatgcggga 


480 


ctacatggtc 


ctggctgcac 


atttccagag 


gacaacagag 


gagacagagg 


ggctgacctg 


540 


ccaggtatgc 


cagatgctgc 


tgcccaacca 


gtgcagtttc 


tgtgcccacc 


agcggattca 


600 


tgcacacaag 


tccccctact 


gctgcccgga 


gtgtggggtc 


ctctgccgct 


ctgcctactt 


660 


ccagacccat 


gtaaaggaga 


attgcctgca 


ctatgcccgc 


aaggtgggct 


acaggtgcat 


720 


ccactgtggt 


gtcgtccacc 


tgaccttggc 


cttgctgaaa 


agccacatcc 


aggagcgaca 


780 


ctgccaggtt 


ttccacaaat 


gtgcattctg 


ccccatggcc 


ttcaagactg 


ccagcagcac 


840 


tgcagaccac 


agtgccaccc 


agcaccccac 


ccagccccac 


agaccctccc 


agctcattta 


900 


taagtgctcc 


tgtgaaatgg 


tcttcaacaa 


gaagaggcac 


attcagcagc 


atttttacca 


960 



gaatgtcagc 


aagacgcagg 


tgggcgtctt 


caagtgccct 


gagtgcccac 


tcttgttcgt 


1020 


gcagaagccg 


gagttgatgc 


aacacgtcaa 


gagcacccac 


ggtgttcccc 


gaaatgtgga 


1080 


cgagctgtca 


aacctccagt 


cttcagcgga 


cacatcctca 


agccgccctg 


gctctcgagt 


1140 


tcccactgag 


ccaccagcca 


ctagtgtggc 


tgctcggagc 


agctccctgc 


cttctggccg 


1200 


ctggggtagg 


cctgaagccc 


accgcagggt 


ggaagccagg 


ccgcggctga 


ggaacactgg 


1260 


ctggacctgc 


caggagtgcc 


aggagtgggt 


tccagatcgg 


gagagctacg 


tgtcccacat 


1320 


gaaaaagagc 


cacggtcgga 


cattgaagcg 


gtacccatgc 


cggcagtgtg 


aacagtcctt 


1380 


ccacaccccc 


aacagcctgc 


gcaaacacat 


ccgcaacaac 


catgacacag 


taaagaagtt 


1440 


ctacacctgc 


gggtactgca 


cagaggacag 


ccccagcttt 


cctcggccct 


cccttctgga 


1500 


gagccacatc 


agccttatgc 


atggcatcag 


aaaccctgat 


ttgagccaga 


cgtccaaagt 


1560 


gaaacctccg 


ggtggacatt 


cccctcaggt 


gaaccatctg 


aaaagaccag 


tcagtggagt 


1620 


gggggacgct 


ccaggcacca 


gcaatggcgc 


aactgtctct 


tccaccaaaa 


ggcacaagtc 


1680 


cctttttcag 


tgcgcgaaat 


gtagttttgc 


cacagactcg 


gggctcgagt 


ttcagagcca 


1740 


catacctcag 


caccaggtgg 


acagctccac 


agcccaatgt 


ctcctctgtg 


gtttgtgcta 


1800 


L.ctv_ i_ l. ^ tyu^ 
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ggaggaggag 


gaagaggagg 


cggcggcagc 


ggagatggca 


gtggaggtgg 


cagagccaga 


1920 


ggagggctcc 


ggggaggagg 


tgcccatgga 


gactagagag 


aatggactgg 


aagaatgtgc 


1980 


cggtgagcct 


ttgtcagctg 


acccagaggc 


gaggagattg 


ctgggcccgg 


cccctgagga 


2040 


cgatggtggc 


cacaatgatc 


acagtcaacc 


acaggcctct 


caggaccagg 


acagccacac 


2100 


actgtcccct 


caggtgtga 










2119 



<210> 69 

<211> 286 

<212> DNA 

<213> Shigella Flexneri 



<400> 69 

gaacactcct ctagcttagt tatgctgttc ttttaagttt gtctttgagt tgggaaagta 



gacctatttg gcttggctta agggctaaat gtctcctctt cacttggtct tctaatcctc 



60 
120 




± O O *4-3j£8 y .« O **3 O OS 




agtccttcct ggctatgtgg catcatgtct ttaaagcagg gagagtaaag tatcaatatt 



180 



ttaagaagga acattcttcc cacttacgtt ttctattctt ctttcttttg agccctttct 



240 



agaaagagta atgctctagc cttcaaccag aaatgaaaag tctatg 



286 



<210> 70 

<211> 76 

<212> DNA 

<213> Shigella Flexneri 

<400> 70 

ggtgcaccaa gtgacagacc tttctagaaa tgcccagctg ttcaagcgct ctttgctgga 60 
gatggcaacg ttctga 76 

<210> 71 

<211> 291 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_feature 

<222> (29) . . (31) 

< 2 2 3 > mi s cofeature 

<220> 

<221> misc_f eature 

<222> (34) . . (34) 

<223> misc_f eature 

<220> 

<221> misc feature 




<222> (46) . . (46) 
<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (48) . . (48) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (60) . . (60) 

<223> mi sc_f eature 

<220> 

<221> misc_f eature 

<222> (62) . . (62) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (67) . . (67) 

<223> misc_feature 

<220> 

<221> misc_f eature 

222> (69).. (69) 

223> misc feature 



220> 



-3 



, 7 



<221> misc_f eature 

<222> (74) . . (76) 

<223> mis cofeature 

<220> 

<221> mi sc_f eature 

<222> (83) . . (83) 

<22 3> mi sc_f eature 

<220> 

<221> misc_feature 

<222> (87) . . (87) 

<22 3> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (89) . . (89) 

<223> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (105) . . (105) 

<223> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (118) . . (118) 

<223> misc feature 



IOO WS7 .0*4-30432 



<220> 

<221> misc_f eature 

<222> (136) . . (136) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (144) . . (144) 

<223> misc_f eature 

<220> 

<22l> misc__f eature 

<222> (146) . . (146) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (154) . . (155) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (157) . . (157) 

<223> misc feature 



<220> 
<221> 
<222> 



misc_f eature 
(164) . . (164) 



iOOT318? .043002 



3^ 



<223> misc_f eature 
<220> 

<221> misc_f eature 
<222> (173) . . (173) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 
<222> (192) . . (195) 

<22 3> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (199) . . (199) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (201) . . (201) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (204) . . (204) 

<223> misc feature 



<220> 



<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc_f eature 
(206) . . (206) 
misc feature 



misc_f eature 
(218) . . (218) 
misc feature 



misc_f eature 
(222) . . (223) 
misc feature 



misc_f eature 
(229) . . (229) 
misc feature 



misc_f eature 
(233) . . (233) 
misc feature 



misc_f eature 
(235) . . (235) 
misc feature 



1043*1-3487 m o «+300S 



<220> 

<221> misc_f eature 

<222> (237) . . (237) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (240) . . (240) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (259) . . (260) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (265) . . (265) 

<223> misc feature 



<220> 

<221> mi sc_f eature 

<222> (282) . . (283) 

<223> misc_f eature 



<400> 71 

gggggggtgg ggatggggag gtaataacnn natnttcttt tggtantnat acagtgtggn 60 

antctcntnt gaannnttct atngacnana aatatctttt ttttntctta tctttctntt 120 

gtcttctgtg ggaganggct gctntntttt ttanngnctt tgtntatttt tcntattagc 180 




agaatatcag cnnnnctgnt nctncnatat tttatganat anntgcttnt aancntntan 24 0 
aatctgatta atatttatnn acttntttta catcatatag annatatctt t 2 91 

<210> 72 

<211> 297 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_feature 

<222> (10) . . (10) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (13) . . (13) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (16) . . (17) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (27) . . (27) 

<223> misc feature 



<220> 



<221> mi sc_f eature 
<222> (51) . . (51) 
<223> misc feature 



<220> 

<221> misc_f eature 
<222> (79) . . (79) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (106) . . (107) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (161) . . (161) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (186) . . (186) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (201) . . (201) 

<223> misc feature 



100^3Ji87 .043002 



<220> 

<221> misc_f eature 

<222> (213) . . (213) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (221) . . (221) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (223) . . (223) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (228) . . (228) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (238) . . (238) 

<223> misc feature 



<220> 
<221> 
<222> 



misc_f eature 
(241) . . (241) 
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< 2 2 3 > mis c_f ea tur e 
<220> 

<221> misc_feature 

<222> (248) . . (248) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (250) . . (250) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (256) . . (256) 

<223 > misc_f eature 

<220> 

<221> misc_f eature 

<222> (259) . . (259) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (268) . . (269) 

<223> misc feature 



<220> 



<221> misc_f eature 
<222> (272) . . (272) 

<223> misc_f eature 

<220> 

<221> misc_feature 
<222> (275) . . (276) 

<223> misc_feature 

<220> 

<221> mi sc_f eature 

<222> (278) . . (280) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (284) . . (285) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (287) . . (289) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (296) . . (297) 

<223> misc feature 



^ .043002 



<400> 72 

tttgaagggn tcntannaac atagganaat gtggctatag tttggaacct nctacatatt 60 

tgttgaatgg ctttgacana cttgctgata gtgatatgaa cattanngtc caagctgagg 120 

tggtctcaaa tggagatgag gaacttgttg ggaactgaag nacaggtgac tcttgttatg 180 

ttttanccaa gaccactgtc ntcattttgc ctntgcccta nanatttntg gaactttnac 240 

nttgaganan atgatncang atcttggnng anganntnnn taanngnnnt atattnn 2 97 

<210> 73 

<211> 313 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (57) . . (57) 

<223> misc_f eature 

<220> 

<22l> misc_feature 

<222> (166) . . (166) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (169) . . (169) 

<223> misc feature 



<220> 

<221> misc feature 
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<222> (188) . . (188) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (199) . . (199) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (216) . . (216) 

< 2 2 3 > mis c_f eature 

<220> 

<221> misc_f eature 

<222> (218) . . (218) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (223) . . (223) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (225) . . (226) 

<223> misc feature 



<220> 
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<221> misc_f eature 

<222> (233) . . (233) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (236) . . (236) 

<22 3> mi sc_f eature 

<220> 

<221> misc_f eature 

<222> (242) . . (243) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (248) . . (248) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (250) . . (250) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (252) . . (252) 

<223> misc feature 



XOOM-3jyte7 .043002 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 



misc_f eature 
(256) . . (256) 
misc feature 



misc_f eature 
(270) . . (270) 
misc feature 



misc_f eature 
(276) . . (276) 
misc feature 



misc_f eature 
(279) . . (279) 
misc feature 



misc_f eature 
(289) . . (290) 
misc feature 



misc_f eature 
(292) . . (292) 
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<223> misc_feature 
<220> 

<221> misc_feature 

<222> (297) . . (297) 

<223> misc^feature 

<220> 

<221> misc_feature 

<222> (299) . . (299) 

<223> mi sc_f eature 

<220> 

<221> misc^feature 

<222> (301) . . (301) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (304) . . (304) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (309) . . (309) 

<223> misc feature 



<400> 73 

gcacaagccg tcataccata ccaggcagta aaaatttact ccttagtttt cttctanaaa 60 
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tagattaagt ctgtgatcca ttttgggtta atttttctgt gatgtatact attgtttgag 120 

gttaattttt ttctagtttt aaaattttca tccagttgtt ccagcntcnc ttgttgagaa 180 

aattgttntt cccattaana ttactttgga tacctngngt gangnntata tgnggnctat 240 

anngtgtngn gnaacncgac gctgcgcagn gtggcntanc gtcgtaagnn angtagngna 3 00 

nagngccgng aga 313 

<210> 74 

<211> 289 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (276) . . (276) 

<223> misc_f eature 

<400> 74 

agagtgggga tgggctgggc ctctgttcgt ccgtccgacc cccctcatgt gtgctgcccc 60 

aaacctcgcc gctccctagt ttggtattct gtgtccggcc tggggtagta gctggacacc 120 

agactcaatc ttgggctcca gttcccgact tttcgcctcc tctgggtctg tcctggggtc 180 

agtaattaac ccgggtccca ggggtgtcgt cttttccctc cagggtgggg cgctgcctgt 240 

acatgccagg gatcttttgc agggcttttc atccanattt gcttcaggg 289 

<210> 75 

<211> 285 

<212> DNA 

<213> Shigella Flexneri 



<220> 

<221> misc feature 
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<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



(61) . . (61) 
misc feature 



misc__f eature 
(66) . . (66) 
misc feature 



misc_f eature 
(70) . . (70) 
misc feature 



misc_f eature 
(72) . . (72) 
misc feature 



misc_f eature 
(75) . . (75) 
misc feature 



misc_f eature 
(77) . . (77) 
misc feature 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc_f eature 
(80) . . (80) 
misc feature 



mi sc_f eature 
(83) . . (83) 
misc feature 



misc_f eature 
(86) . . (88) 
misc feature 



mi sc_f eature 
(91) . . (91) 
misc feature 



misc_f eature 
(97) . . (97) 
misc feature 



misc_f eature 
(99) . . (99) 
misc feature 



10043<187 



-3 



<220> 

<221> misc_feature 

<222> (101) . . (101) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (103) . . (105) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (107) . . (107) 

<223> mis cofeature 

<220> 

<221> misc_feature 

<222> (109) . . (109) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (112) . . (112) 

<223> misc_f eature 

<220> 

<22l> misc_f eature 




<222> (119) . . (121) 
<22 3> misc_f eature 

<220> 

<221> misc_f eature 

<222> (131) . . (132) 

<223> mi sc_f eature 

<220> 

<221> misc_f eature 

<222> (137) . . (137) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (145) . . (145) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (147) . . (147) 

<223> mi sc_f eature 

<220> 

<221> misc_f eature 

<222> (151) . . (153) 

<22 3> misc_f eature 



<220> 
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<221> misc_f eature 

<222> (155) . . (157) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (164) . . (164) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (173) . . (174) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (183) . . (183) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (186) . . (186) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (190) . . (190) 

<223> misc feature 



# 



<220> 

<221> misc_f eature 

<222> (195) . . (195) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (200) . . (200) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (204) . . (204) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (222) . . (222) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (224) . . (224) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (237) . . (237) 



# 
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<223> misc_f eature 
<220> 

<221> misc_f eature 

<222> (243) . . (243) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (247) . . (248) 

<22 3> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (251) . . (251) 

<223> misc__f eature 

<220> 

<221> misc_f eature 

<222> (260) . . (260) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (269) . . (269) 

<223> misc feature 



<220> 



<221> misc_f eature 
<222> (276) . . (277) 
<223> misc feature 



<400> 75 
cctcctcctc 


caacacacgt 


gcacacagtg 


tctgcccaat 


gcctactttt 


tttttttaaa 


60 


ngaaantttn 


anttngnaan 


tanaannngg 


ntaaaangnc 


ntnnncntnt 


anccttttnn 


120 


ngtttttttt 


nnttttnttt 


ttttngntaa 


nnnannngtt 


tttnaaaaag 


gtnnaaaaaa 


180 


atnttnacan 


ttttnggggn 


taanctttta 


atttaaaact 


tngncccctt 


aaattancca 


240 


ccncaannta 


ncaaattttn 


aaggttttna 


aaaaanngtt 


tggga 




285 


<210> 76 














<211> 2699 












<212> DNA 














<213> Shigella Flexneri 










<400> 76 
agcagaagga 


tgataaagaa 


ccgcagccag 


tgaagaagac 


agtgacagga 


acagatgcag 


60 


accttcgtcg 


cctttccctg 


aaaaatgcca 


agcaacttct 


acgtaaattt 


ggtgtgcctg 


120 


aggaagagat 


taaaaagttg 


tcccgctggg 


aagtgattga 


tgtggtgcgc 


acaatgtcaa 


180 


cagaacaggc 


tcgttctgga 


gaggggccca 


tgagtaaatt 


tgcccgtgga 


tcaaggtttt 


240 


ctgtggctga 


gcatcaagag 


cgttacaaag 


aggaatgtca 


gcgcatcttt 


gacctacaga 


300 


acaaggttct 


gtcatcaact 


gaagtcttat 


caactgacac 


agacagcagc 


tcagctgaag 


360 


atagtgactt 


tgaagaaatg 


ggaaagaaca 


ttgagaacat 


gttgcagaac 


aagaaaacca 


420 


gctctcagct 


ttcacgtgaa 


cgggaggaac 


aggagcggaa 


ggaactacag 


cgaatgctac 


480 


tggcagcagg 


ctcagcagca 


tccggaaaca 


atcacagaga 


tgatgacaca 


gcttccgtga 


540 


ctagccttaa 


ctcttctgcc 


actggacgct 


gtctcaagat 


ttatcgcacg 


tttcgagatg 


600 


aagaggggaa 


agagtatgtt 


cgctgtgaga 


cagtccgaaa 


accagctgtc 


attgatgcct 


660 


atgtgcgcat 


acggactaca 


aaagatgagg 


aattcattcg 


aaaatttgcc 


ctttttgatg 


720 


aacaacatcg 


ggaagagatg 


cgaaaagaac 


ggcggaggat 


tcaagagcaa 


ctgaggcggc 


780 



ILLS 
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ttaagaggaa 


ccaggaaaag 


gagaagctta 


agggtcctcc 


tgagaagaag 


cccaagaaaa 


840 


tgaaggagcg 


tcctgaccta 


aaactgaaat 


gtggggcatg 


tggtgccatt 


ggacacatga 


900 


ggactaacaa 


attctgcccc 


ctctattatc 


aaacaaatgc 


gccaccttcc 


aaccctgttg 


960 


ccatgacaga 


agaacaggag 


gaggagttgg 


aaaagacagt 


cattcataat 


gataatgaag 


1020 


aacttatcaa 


ggttgaaggg 


accaaaattg 


tcttggggaa 


acagctaatt 


gagagtgcgg 


1080 


atgaggttcg 


cagaaaatct 


ctggttctca 


agtttcctaa 


acagcagctt 


cctccaaaga 


1140 


agaaacggcg 


agttggaacc 


actgttcact 


gtgactattt 


gaatagacct 


cataagtcca 


1200 


tccaccggcg 


ccgcacagac 


cctatggtga 


cgctgtcgtc 


catcttggag 


tctatcatca 


1260 


atgacatgag 


agatcttcca 


aatacatacc 


ctttccacac 


tccagtcaat 


gcaaaggttg 


1320 


taaaggacta 


ctacaaaatc 


atcactcggc 


caatggacct 


acaaacactc 


cgcgaaaacg 


1380 


tgcgtaaacg 


cctctaccca 


tctcgggaag 


agttcagaga 


gcatctggag 


ctaattgtga 


1440 


aaaatagtgc 


aacctacaat 


gggccaaaac 


actcattgac 


tcagatctct 


caatccatgc 


1500 


tggatctctg 


tgatgaaaaa 


ctcaaagaga 


aagaagacaa 


attagctcgc 


ttagagaaag 


1560 


ctatcaaccc 


cttgctggat 


gatgatgacc 


aagtggcgtt 


ttctttcatt 


ctggacaaca 


1620 


ttgtcaccca 


gaaaatgatg 


gcagttccag 


attcttggcc 


atttcatcac 


ccagttaata 


1680 


agaaatttgt 


tccagattat 


tacaaagtga 


ttgtcaatcc 


aatggattta 


gagaccatac 


1740 


gtaagaacat 


ctccaagcac 


aagtatcaga 


gtcgggagag 


ctttctggat 


gatgtaaacc 


1800 


ttattctggc 


caacagtgtt 


aagtataatg 


gacctgagag 


tcagtatact 


aagactgccc 


1860 


aggagattgt 


gaacgtctgt 


taccagacat 


tgactgagta 


tgatgaacat 


ttgactcaac 


1920 


ttgagaagga 


tatttgtact 


gctaaagaag 


cagctttgga 


ggaagcagaa 


ttagaaagcc 


1980 


tggacccaat 


gaccccaggg 


ccctacacgc 


ctcagcctcc 


tgatttgtat 


gataccaaca 


2040 


catccctcag 


tatgtctcga 


gatgcctctg 


tatttcaaga 


tgagagcaat 


atgtctgtct 


2100 


tggatattcc 


cagtgccact 


ccagaaaagc 


aggtaacaca 


ggaaggtgaa 


gatggagatg 


2160 


gtgatcttgc 


agatgaagag 


gaaggaactg 


tacaacagcc 


tcaagccagt 


gtcctgtatg 


2220 


aggatttgct 


tatgtctgaa 


ggagaagatg 


atgaggaaga 


tgctgggagt 


gatgaagaag 


2280 


gagacaatcc 


tttctctgct 


atccagctga 


gtgaaagtgg 


aagtgactct 


gatgtgggat 


2340 


ctggtggaat 


aagacccaaa 


caaccccgca 


tgcttcagga 


gaacacaagg 


atggacatgg 


2400 


aaaatgaaga 


aagcatgatg 


tcctatgagg 


gagacggtgg 


ggaggcttcc 


catggtttgg 


2460 


aggatagcaa 


catcagttat 


gggagctatg 


aggagcctga 


tcccaagtcg 


aacacccaag 


2520 



acacaagctt cagcagcatc ggtgggtatg aggtatcaga ggaggaagaa gatgaggagg 2580 
aggaagagca gcgctctggg ccgagcgtac taagccaggt ccacctgtca gaggacgagg 2640 
aggacagtga ggatttccac tccattgctg gggacagtga cttggactct gatgaatga 26 99 

<210> 77 

<211> 296 

<212> DNA 

<213> Shigella Flexneri 



<220> 

<221> misc_f eature 

<222> (270) . . (270) 

<223> misc feature 



<400> 77 

ccactctact ccacaaggct cattctaact tccccccttg cttatttgta acttttttct 60 

ctgagagtga gaccccaact ttcattatct acaacatatc tatctattta ttatacttgt 120 

agtttcaaaa ttactgagaa acaaatttac tacctagaat actgtgttaa tatacaattt 180 

tctttagttt tacagtatcc agtcaaaagg ctgtcttcca aaattgctta ggtcagctcc 240 

ttctccatgc aactctttca gtgaggctgn atcatgcgtt tgtaatattg ttagat 296 

<210> 78 

<211> 287 

<212> DNA 

<213> Shigella Flexneri 



<400> 78 

ccaccgcacc tgaccttagt ttttttctga cgtggtcctc ttcttttatc tctaagactt 60 

atgattgcta agacaacaaa agataccatc gttactggcc aaccttggaa tttggtcttg 120 

ggaaatggag gcctgtagtt tgtaacccat aagaagagac tgaaggggcc taagtgcaga 180 



3^ 



tgagaatccc tggtgataga acagacaaga actggagatc aatgccaata gtttgtgatg 240 
aacgtcttgg ggttcctgtg tgatcaacct gttgggattt ctgtatt 287 

<210> 79 

<211> 595 

<212> DNA 

<213> Shigella Flexneri 



<400> 79 
ggaagccaga 


aaagcccacc 


aactctggct 


ttcagtggag 


gcattaaagt 


acagcatgaa 


60 


gacctcatct 


gcagaaacac 


ctactatccc 


gctgggtagt 


gcagttgagg 


ccatcaaagc 


120 


caactgttct 


gataatgaat 


tcacccaagc 


tttaaccgca 


gctatccctc 


cagagtccct 


180 


gacccgtggg 


gtgtacagtg 


aagagaccct 


tagagcccgt 


ttctatgctg 


ttcaaaaact 


240 


ggcccgaagg 


gtagcaatga 


ttgatgaaac 


cagaaatagc 


ttgtaccagt 


acttcctctc 


300 


ctacctacag 


tccctgctcc 


tattcccacc 


tcagcaactg 


aagccgcccc 


cagagctctg 


360 


ccctgaggat 


ataaacacat 


ttaaattact 


gtcatatgct 


tcctattgca 


ttgagcatgg 


420 


tgatctggag 


ctagcagcaa 


agtttgtcaa 


tcagctgaag 


ggggaatcca 


gacgagtggc 


480 


acaggactgg 


ctgaaggaag 


cccgaatgac 


cctagaaacg 


aaacagatag 


tggaaatcct 


540 


gacagcatat 


gccagcgccg 


taggaatagg 


aaccactcag 


gtgcagccag 


agtga 


595 



<210> 80 

<211> 435 

<212> DNA 

<213> Shigella Flexneri 



<400> 80 



atgaaatccc 


aatggtgtag 


accagtggcg 


atggatctag 


gagtttacca 


actgagacat 


60 


ttttcaattt 


ctttcttgtc 


atccttgctg 


gggactgaaa 


acgcttctgt 


gagacttgat 


120 


aatagctcct 


ctggtgcaag 


tgtggtagct 


attgacaaca 


aaatcgagca 


agctatggat 


180 


ctagtgaaaa 


gccatttgat 


gtatgcggtc 


agagaagaag 


tggaggtcct 


caaagagcaa 


240 


atcaaagaac 


taatagagaa 


aaattcccag 


ctggagcagg 


agaacaatct 


gctgaagaca 


300 



+ 



ctggccagtc ctgagcagct tgcccagttt caggcccagc tgcagactgg ctccccccct 
gccaccaccc agccacaggg caccacacag ccccccgccc agccagcatc gcagggctca 
ggaccaaccg catag 

<210> 81 

<211> 1252 

<212> DNA 

<213> Shigella Flexneri 



360 
420 
435 



<400> 81 

gtgggaacaa 



ctttgctgga 
atttcgaaaa 
agatccccca 
cacaacaaat 
gaagggaaaa 
ccagcacatt 
tccagaattg 
agaaacatta 
aaatgaactg 
tcctcctccc 
tcctccccca 
gccaagtgta 
ccttccctcc 
gccagtggca 
tggcctgcct 
tttagatcaa 
gtcctgctct 
tgtggctgat 



gagctataca 
gatacttgtc 
gcagttacag 
aatggtccta 
agattttatg 
gctaaaaaga 
ggacatgttg 
aagaatcttt 
aaagttatat 
cggaggcaag 
cctccacata 
ccaccttcaa 
gaagtccctc 
tcagcacctt 
ccacccccac 
tctgatgggg 
attagagagg 
ggacgagatg 
ggccaagagt 



ataactttgt 
aagttgctct 
accttttggg 
atctacccat 
gtccacaagt 
agagattaac 
gttgggatcc 
ttgatatgtg 
atgactttat 
caccaccacc 
gctcgggtcc 
gagctcccac 
caccaccgcc 

ca gggcctcc 

cgcctccacc 
accatcaggt 
gtgctcagct 
cactgttaga 
ctacaccacc 



atataatagt 
taattttgcc 
ccgtcgacaa 
ggctacagtt 
caacaacatc 
caagggagat 
aaatacaggc 
tggaatctta 
tgaaaaaaca 
tccaccacca 
tcctcctcct 
agctgcacct 
aaataggatg 
accaccacct 
tccacctcct 
tccaactact 
aaaaaaagtg 
ccagatacga 
aacacctgca 



cctagaggat 
aatgaagaag 
aggaaatctg 
gatataaaaa 
tcccatacca 
ataggaacac 
tctgatctga 
gaggcacaac 
ggaggtgttg 
tcaaggggag 
cctgctaggg 
ccaccaccgc 
taccctcctc 
ccatctgtgt 
cctgggccac 
gcaggaaaca 
gagcagaaca 
cagggtatcc 
cccacttcag 



attttcatac 
aagcaaaaaa 
agaaaagacg 
atccagaaat 
aagaaaagaa 
caagcaattt 
ataatttgga 
ttaaagaaag 
aagctgttaa 
ggccacctcc 
gaagaggcgc 
ctccttccag 
cacctccagc 
tgggggtagg 
cgcccccgcc 
aagcagctct 
gtcggccagt 
aactaaaatc 
gaattgtggg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 



lOO^ms? . 0H-300S 



tgcattaatg gaagtgatgc agaaaaggag caaagccatt cattcttcag atgaagatga 120 0 
agatgaagat gatgaagaag attttgagga tgatgatgag tgggaagact ga 



<210> 82 

<211> 290 

<212> DNA 

<213> Shigella Flexneri 

<400> 82 



attgccttcc atgtctactg tgattcagct ttgggaagat attttctgtt ccttttgctg 
ctttgactcc ctgccgcgcc ccccttactt acgcttcaaa tctgcctacc aggttttcca 
tttccaggca gtcttttcta attttttcca cctggaagaa actttctttt ctctgagttc 
gtaatcttat aataagtacc tatttttctc ttcttctagc gtatataaaa tgtattatct 
gacgtgtcaa gtgagttaat gcatttaaag agcctaggaa tggtacctac 



<210> 83 

<211> 296 

<212> DNA 

<213> Shigella Flexneri 



1252 



60 
120 
180 
240 
290 



<220> 

<221> misc_feature 

<222> (267) . . (267) 

<22 3> misc_f eature 



<220> 

<22l> misc_f eature 

<222> (284) . . (284) 

<223> misc__feature 



J- O O «f3WS 7 .0<4300i 



711* 



<400> 83 

ggagaagaga gggagcaact: cggt.tttgt ccacaaaaag agtattattc caga gg aa ga 
gtgttatata aattgtgttt tccaataaaa a t a gtgatgt ctatca g ttc a gtgt acat g 
gacctttgca gtga g tca g a g attt gg cc t a gg cct gtgg gggat atccc t gggag aaac 
tgtcttgtca aag g aag tt a gcat ttgag a c g a tggcatg atctttgccc acttatccca 
tcaaaaa gag tttt g aaa gg a tag cang g a a g catt g ata t g ana gg cta ctctca 
<210> 84 
<211> 4468 
<212> DNA 

<213> Shigella Flexneri 



60 
120 
180 
240 
296 



<400> 84 
ggctgccctg 



accaacccgg 
tgtgactgaa 
actggcacag 
cacccctatg 
cctagaggat 
tcaagccctg 
tgggcacagt 
cttaagtggc 
ccagatgggg 
ccgcctccga 
ttttgtggat 
ctaccatgcc 
cagtgagagt 
aaagtcgagc 
caagatggag 
cctaggctgc 



cctgatgaca 
actgccccct 
gtgagccctg 
cagagagctg 
gaccctgtga 
at 9gaggaca 
agacgagagc 
agcacctccg 
aaccgtgggg 
ggtagcagca 
ggacggctcc 
gagccaaagc 
cagacccgcc 
gagctatgca 
aagagctgtg 
tcaaagagct 
aggactaata 



tccgtcggga 
ccacaaatag 
agtttctggc 
agcagcagcg 
ccttcatcca 
gtgtgttagc 
aagaagcccg 
cactctctgc 
tccagtatac 
gccataacag 
ttctggacca 
tcaatactag 
act 999tcat 
ttgaaacacc 
ggtcaagtag 
ccaaccagct 
tatttcagat 



agttctacag 
ctcagcgcct 
tgccctgcct 
acgagaacta 
gactctgccc 
tgtgatgcca 
gcagcgacag 
tattctccga 
tcgccttgct 
gccttctggc 
cgaagccctt 
ccgtctacac 
ccgcagtctg 
caaactcact 
ccatgagaac 
ttcctggctc 
ccagcgttca 



aaccagctag 
gcagtggtgg 
ccagccattc 
gcacagaatg 
tcagacctgc 
cctgacattg 
ctcatgcatg 
agcccggctt 
gtgcagagag 
agtaatgtag 
tcttgtctct 
cgagtactga 
ctctccatct 
acaagtgagg 
cgtcccctgg 
tcagtatcca 

ggggggcgta 



gcattcgtcc 
ggaatcctgg 
aggaggaagt 
ccagctcaga 
gccgtagtgt 
cagctgaggc 
agcgtctgtt 
tcaccagtcg 
gtggcacctt 
atactctcct 
tggtcctact 
gaaatctctg 
tgcagcgcag 
aaaagggcaa 
acctgctaca 
tggatgcagc 
aacataccga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 



93a9Cat9Ca '*°X**** ccaccgtcca catccatccc caagctgctc 
Ca " CaC9tt t«ttc„tt ggccaaggta tttcccagcc 

gcagcggacc aaagaaacaa actgtgagag tgatcgggaa agggg Caata 
cccatgctcc tcacagtcct ccagcag t gg catttgcaca gacttctggg 
aaaactggac aacatgaatg tcagccggaa aggcaagaac tccgtgaagt 
gagcgctggc ggtgaggggg aaacctctcc atacagcctc gaggcctctc 
gc t cat gaac atgttgtcac acccagtcat ccgccggagc tctcfccttaa 

cctcagactc ctttctctca tctcaattgc tctcccagaa aacaagg tgt 
9gctaa ttc t ggcagcggtg cttcctccac caccactgcc acctcaacca 

caccaccact gccgcctcca ccacgcccac accccctact gcacccaccc 
tgctccagcc c t gg ttgctg ccacggctafc 

agtgactacc cccacgactg ctaccactac tgtttcaatt tctcccacta 
caaatctcca gcgaaggtga gtgatggggg cagcagcagt acagacttta 
ctctggcctc actgaaaacc agctacagct ctctgtagag gtgttgacat 
ttctgaggaa ggcttagagg atgcagccaa cgtactactg cagctctccc 
t 3 ggac CC gg gacactg ttc tcaagctgct actgaatgga gcccgccatc 

CCt " 9taaa ccctgctggc cgagctgcgg gaatacaacc 

9cggcgagcc caatgtgaaa ccctctctcc tgatggcctg cctgaggagc 
caccaagctg aagggcaaaa tgcagagcag gtttgacatg gctgagaatg 
ggcatctcag aagcgacctt tggg t g gccg ggagctccag ctgcctfccta 
gacatccaag acatctaccc agaag ttctt c tt gaggg ta ctacaggtca 
ccgggacgac acgcgccggg ctaacaagaa agccaagcag acaggcaggc 
cggcttaggc tcagctagca gcatccaggc agctg ttC gg cagctggagg 
tgccattata caaatggtac g t gaggg tca aagggcgcgg agacagcaac 

gtcggagtct agccagtcag aggcgtctgt ccggagggag gaatcaccca 
ccagccatct cccag tgctc aagatactca atccattgcc 

ggagaaggaa aaggaagaaa gaccacctga gttacccctg c tC agcgagc 
ggacgagctg tgggacatgc ttgggg agtg tctaaaggaa ctagaggaat 
9catgcggtg ctagtgctac agcctgctgt cgaggccttc tttetggtcc 



ctgttgtctg 
acttcacaca 
aggcctgtag 
acttattggt 
cagtgccagt 
cactggggca 
ctgagaaact 
cagaagcaca 
catctaccac 
ctgtcacttc 
cttcgaccac 
ctaagggcag 
agatggtgtc 
cccactcttg 

ggggggactc 
tgggttatac 
tcgagcagca 
agccacagac 
tggtaattgt 
tgtccatgtt 
tcatccagct 
taggttcctc 
ctgaggctga 
aagcagcaac 
tggatgtgga 
ccccacaggg 
agctgagttt 
cccatgacca 
atgccacaga 



1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 



9 c ggg a g a gc aagcctcctg t cc gag acac c= gtgagagc cagctggcac acatcaagga 
c g a g cctcct ccactctccc ctgccccctt aaccccagcc acgccttcct cccttgaccc 
attcttctcc c gggag ccct catctat g ca catctcctca a g cct S cccc ct g acacaca 
3 aa 9 ttcc tt c gctttg ca g a g actcacc g cact gtgtta aaccagatcc tac gg ca g tc 
cac g acccac ctt gctg a tg ggC ctttt g c t gt cc tggta g actacat tc gtg tcctc g a 
ctttgatgtc aa gcg caaa t atttcc g cca a g a gctggag c gtttag a tg a ggggc tcc g 
9aaa9aa9aC at ^^ atgtccgtcg t g acca tgtg tttg aa g act ccta tcgtg a 
9ct g catc gc aaatccccc g aa g aaat g aa g aatc gattg tatatagtat t tg aa ggag a 
a g aa gggcag g at g ct ggcg gg ctcct gcg gg a gtggtat atgatcatct ctc gag a g at 
gt tt aaccct a tgtatgcct tgttccgtac ctcacctggt gatcgagfcca cctacaccat 
caatccatct tcccact g ca accccaacca cctca gct ac ttcaa g ttt g tc gg ac g cat 
t g t ggC caaa g ct g tatat g acaacc gtct tct gg a gtg c tactttactc gatcctttta 
caaacacatc tt ggg caa gt ca gtC a g ata tacagatat, g a gagtg aa g attaccactt 
ctaccaa ggt ctggtttatc tgctggaaaa 

cttcagcact gagg tccaa g a gtttggagt ttgtgaagtt cgtgacctca aacccaatgg 
" CCaaCatC ^aataa g aa ggag ta t g tacacct gg tatgccagat 

g a g aat g aca gg a g cca t cc g caa g ca g tt ggcgg ctttc tta g aa ggc t tctatgagat 
cattccaaag c g cctca tt t ccatcttcac t gag ca ggag ttagagctgc ttatatcagg 
act g cccacc at tg acatc g at g atct g aa atccaacact g aataccaca a g tacca g tc 
caactctatt ca g atcca g t gg ttct gg a g a g ca ttgcg t tctttcgatc aagctgaccg 
tgccaagttc ctcca g ttt g tcac gggtac ttccaaggta cccctgcaag gctttgctgc 
cctc g aa ggc at g aat ggC a ttca g aa gtt tca g atccat c g a g at g aca ggtccacaga 
tcgcctgcct tcagctcaca catgttttaa t ca gctgg at ct g cct g cct at g a g a g ct t 
tga g aa g tcc gccacatgct act g tt ggct atcca gg a gt gc tct g aa gg cttt gggctg 
g cctaataa g g ccct g ccca actcc gtggg gtttttttt. ccatt g tt gg acc tggggag 
9g 3gg a g tta aaaaaagaac ca gaaagaaa ttgtcaaaaa ccaataaatg aaatccacca 
actcacc gtg tgtgtcccag ctgccccatc ttccccagcg catacctgtt cctcttctca 

ttctctcccc 3 cc g cc tgtt tcctcacctt ctctcccctt tccat g cc gt ccatgatccc 



2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3 780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 



5^3: 
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-30132 



caccccatgt gttttaaaaa ggcagtag 4468 

<210> 85 
<211> 1432 
<212> DNA 

<213> Shigella Flexneri 
<400> 85 

ccgcaaatgt tcccagcaca atcggctgcg ggaatttttc tgccccgagc acagcgagtg 60 

catctgccac atctgcctgg tggagcataa gacctgctct cccgcgtccc tgagccaggc 120 

cagcgccgac ctggaggcca ccctgaggca caaactaact gtcatgtaca gtcagatcaa 180 

cggggcgtcg agagcactgg atgatgtgag aaacaggcag caggatgtgc ggatgactgc 240 

aaacagaaag gtggagcagc tacaacaaga atacacggaa atgaaggctc tcttggacgc 300 

ctcagagacc acctcgacaa ggaagataaa ggaagaggag aagagggtca acagcaagtt 360 

tgacaccatt tatcagattc tcctcaagaa gaagagtgag atccagacct tgaaggagga 420 

gattgaacag agcctgacca agagggatga gttcgagttt ctggagaaag catcaaaact 4 80 

gcgaggaatc tcaacaaagc cagtctacat ccccgaggtg gaactgaacc acaagctgat 540 

aaaaggcatc caccagagca ccatagacct caaaaacgag ctgaagcagt gcatcgggcg 600 

gctccaggag ctcaccccca gttcaggtga ccctggagag catgacccag cgtccacaca 660 

caaatccaca cgccctgtga agaaggtctc caaagaggaa aagaaatcca agaaacctcc 720 

ccctgtccct gccttaccca gcaagcttcc cacgtttgga gccccggaac agttagtgga 780 

tttaaaacaa gctggcttgg aggctgcagc caaagccacc agctcacatc cgaactcaac 840 

atctctcaag gccaaggtgc tggagacctt cctggccaag tccagacctg agctcctgga 900 

gtattacatt aaagtcatcc tggactacaa caccgcccac aacaaagtgg ctctgtcaga 960 

gtgctataca gtagcttctg tggctgagat gcctcagaac taccggccgc atccccagag 1020 

gttcacatac tgctctcagg tgctgggcct gcactgctac aagaagggga tccactactg 1080 

ggaggtggag ctgcagaaga acaacttctg tggggtaggc atctgctacg gaagcatgaa 1140 

ccggcagggc ccagaaagca ggctcggccg caacagcgcc tcctggtgcg tggagtggtt 1200 

caacaccaag atctctgcct ggcacaataa cgtggagaaa accctgccct ccaccaaggc 1260 

cacgcgggtg ggcgtgcttc tcaactgtga ccacggcttt gtcatcttct tcgctgttgc 1320 




0*f3002 



cgacaaggtc cacctgatgt ataagttcag ggtggacttt actgaggctt tgtacccggc 1380 

tttctgggta ttttctgctg gtgccacact ctccatctgc tcccccaagt ag 1432 

<210> 86 
<211> 2694 
<212> DNA 

<213> Shigella Flexneri 
<400> 86 

atggagcagc tggccgacgt gacgctgcga aggctgctgg ataatgaggt ctttgacctc 60 

gaccccgatc tgcaggagcc gagccagatc accaagaggg acctggaagc cagagcacag 12 0 

aatgagttct tccgggcttt cttcaggttg ccgaggaagg agaagctgca cgcggttgtg 180 

gactgttcgc tctggacgcc gttcagtcgc tgtcacaccg cggggcggat gttcgcctct 240 

gacagctaca tctgctttgc cagcagagaa gatggctgct gtaagatcat cctgccactc 300 

agagaggtgg tgagcatcga gaagatggag gacacgagcc tgctgccgca tcccatcatt 360 

gtcagtatca gaagcaaggt ggccttccag ttcattgagc tccgggaccg agacagcctg 420 

gtggaggcgc tgcttgcgag gttgaagcag gtccacgcca accaccccgt gcactacgac 4 80 

acctctgcgg atgatgacat ggcttcactc gtgtttcatt caacaagcat gtgcagtgac 540 

cacagatttg gggatcttga aatgatgtct tctcaaaata gcgaggagag tgagaaagag 600 

aagagcccgc tgatgcaccc cgatgccctg gtcaccgcct tccagcagtc aggcagccag 660 

agccctgact cccgaatgtc cagagaacag ataaaaataa gcctgtggaa tgaccacttt 720 

gtggaatacg gcagaaccgt gtgtatgttt cgcacagaga agattcggaa gctcgtagcc 780 

atgggcatcc ctgaatcttt gcgagggaga ctctggcttc tcttctcaga tgcggtgacg 840 

gatcttgcct cacaccctgg ttactacggg aatctggtgg aggagtccct ggggaaatgc 900 

tgcctggtaa ccgaggagat agaacgagac ctgcaccgct ccctgccaga gcaccccgcc 960 

ttccagaacg aaacgggaat tgctgctttg aggagagtct tgacggccta tgcccaccgg 1020 

aaccccaaga ttggatactg ccagtccatg aacatcctga cctccgtgct gctgctgtac 1080 

accaaggagg aggaagcctt ctggctgttg gttgctgtgt gtgagcggat gctgcccgat 1140 

tacttcaacc accgagtgat cggggcacaa gttgaccagt ctgtcttcga ggagctcatc 1200 



^ iOO^ip? . 04-3002 

aagggtcatc tcccagagct ggcagagcac atgaacgacc tctcagccct ggcgtctgtc 1260 
tctctctcgt ggttcctgac cctgttcctc agcatcatgc ctctagagag tgcggtgaat 1320 
gtggtagact gcttcttcta tgatggcatc aaagccatct tccagctggg actggctgtg 13 80 
cttgaggcca atgctgagga cctgtgcagc agcaaggatg atggccaggc cttgatgatc 1440 
ctcagcaggt ttctagatca cattaagaat gaggacagcc cagggccccc agttggcagc 1500 
caccatgcct ttttctccga cgaccaggag ccctaccctg tgactgatat ttcggacctg 1560 
atccgggatt cctatgagaa atttggagac cagtctgtgg agcagatcga gcacctacgt 1620 
tacaagcaca ggatcagggt cctccaaggc cacgaggaca ccacaaagca gaacgtgctt 1680 

cgagtcgtta tcccggaagt ctcaattctt cctgaagacc tagaggagct ctacgactta 1740 

ttcaagagag aacatatgat gagctgttac tgggagcagc ccaggcccat ggcctcacgc 1800 

cacgacccca gccggcccta tgctgagcag taccgcatag acgcccggca gtttgcacac 1860 

ctgtttcagc tagtctcgcc ctggacctgc ggggcccaca cggagatcct cgccgaaagg 1920 

acgttcaggc tcttggatga caacatggac cagctcatcg agttcaaagc gtttgtgagc 1980 

tgcctcgata ttatgtataa tggagaaatg aatgagaaga ttaaactatt atacaggctt 2040 

catatccctc cagcactcac tgaaaatgac cgagacagcc agtcgccgtt gaggaatcct 2100 

ctgttgtcaa catcgagacc cctggttttc gggaaaccca atggtgatgc agttgattat 2160 

cagaaacagc tgaagcagat gattaaggat ttagccaaag aaaaagataa aactgagaaa 2220 

gaattgccca aaatgagcca gagagaattt atccagttct gtaaaactct gtacagtatg 2280 

ttccatgaag atccagaaga aaatgatttg tatcaagcca tcgccacagt caccacactg 2340 

ctgctgcaga tcggggaggt ggggcagcga ggcagcagct ctggaagctg ctcccaggag 2400 

tgtggggagg agctgcgggc ttcagctcct tctcctgagg actcggtttt tgcagacact 2460 

gggaagacgc cccaggactc ccaggcactt ccagaggcgg cagaaaggga ctggactgtc 2 52 0 

tcccttgaac atattttagc ttcacttctg actgaacagt cattagtcaa cttttttgaa 2580 

aagccactgg acatgaaatc caaacttgaa aatgccaaga tcaatcagta caatctcaaa 2640 

acttttgaaa tgagccacca atcacaatct gaacttaagc tgagtaactt gtag 2694 

<210> 87 
<211> 661 
<212> DNA 



10043^7 « 043002 

^^^^ 



<213> Shigella Flexneri 



<400> 87 



tctcccagac 


cctctgcagg 


aaccgtacta 


ccagccaccc 


tacacgctcg 


tt t tggagct 


60 


caccggcgtc 


ctcttgcatc 


ctgagtggtc 


gctggccact 


ggctggaggt 


ttaagaagcg 


120 


cccaggcatc 


gagaccttgt 


tccagcagct 


tgccccttta 


tatgaaat tg 


tcatctttar 


180 


gtcagagact 


ggcatgactg 


cgtttccact 


cattgatagt 


gtggaccccc 


ataacttcat 


240 




c t at t ccggg 


acgccacaag 


atacatggat 


ggacaccatg 


taaaggatat 


300 


ttcatgtctg 


aatcgggacc 


cagctcgagt 


agtagttgtg 


gactgcaaga 


aggaagcctt 


360 


ccgcctgcag 


ccctataacg 


gcgttgccct 


gcggccctgg 


gacggcaact 


ctgatgaccg 


420 


ggtcttgttg 


gatctgtctg 


ccttcctcaa 


gaccattgca 


ctgaatggtg 


tggaggacgt 


480 


gcgaaccgtg 


ctggagcact 


atgccctgga 


ggatgacccg 


ctggcggctt 


tcaaacagcg 


540 


gcaaagccgg 


ctagagcagg 


aggagcagca 


gcgcctggcc 


gagctctcca 


agtccaacaa 


600 


gcagaacctc 


ttccttggct 


ccctcaccag 


ccgcttgtgg 


cctcgctcca 


aacagccctg 


660 


a 












661 



<210> 88 

<211> 286 

<212> DNA 

<213> Shigella Flexneri 



<220> 

<221> misc_feature 

<222> (26) . . (26) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (28) . . (31) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (35) . . (35) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (41) . . (41) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (44) . . (47) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (49) . . (49) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (51) . . (52) 

<223> misc feature 



<220> 

<221> misc_feature 
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<222> (58) . . (59) 
< 2 2 3 > mi s cofeature 

<220> 

<2 2 1 > mi sc_f eature 
<222> (63) . . (64) 

<223> misc_feature 

<220> 

<221> misc_f eature 
<222> (68) . . (68) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (72) . . (72) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (84) . . (84) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (88) . . (88) 

223> misc feature 



220> 
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<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc_f eature 
(108) . . (108) 
misc feature 



misc_f eature 
(112) . . (112) 
misc feature 



mi sc_f eature 
(118) . . (119) 
misc feature 



misc_f eature 
(121) . . (121) 
misc_f eature 



misc_f eature 
(129) . . (129) 
misc feature 



misc_f eature 
(135) . . (135) 
misc feature 
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<220> 

<221> misc_feature 

<222> (138) . . (138) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (142) . . (142) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (151) . . (151) 

<223> misc_feature 

<220> 

<22l> misc_f eature 

<222> (154) . . (155) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (159) . . (159) 

<223> misc feature 



<220> 

<221> misc_feature 
<222> (170) . . (170) 



.04300S 



<223> misc_f eature 
<220> 

<221> misc_feature 

<222> (181) . . (181) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (183) . . (183) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (186) . . (187) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (208) . . (208) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (215) . . (208) 

<223> misc feature 



<220> 



3^3 



<221> misc_f eature 

<222> (215) . . (215) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (220) . . (220) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (222) . . (222) 

<223> mi sc__f eature 

<220> 

<221> misc_feature 

<222> (229) . . (229) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (232) . . (232) 

<223> misc feature 



<220> 

< 2 2 1 > mi s c_f eature 

<222> (236) . . (236) 

<223> misc feature 
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<220> 

<221> mis cofeature 

<222> (242) . . (242) 

<223> misc_f eature 

<220> 

<221> misc__f eature 

<222> (249) . . (249) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (259) . . (259) 

<223> misc_feature 

<220> 

<221> misc__f eature 

<222> (262) . . (263) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (268) . . (268) 

<223> misc feature 



<220> 
<221> 
<222> 



misc_f eature 
(272) . . (272) 
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<22 3> misc_f eature 
<220> 

<221> mi sc_f eature 

<222> (281) . . (281) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (284) . . (284) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (286) . . (286) 

<223> misc_feature 

<400> 88 

tggggggtgg ggatggggtt tgtttntnnn ncttnttttt nttnnnntnc nnattggnnt 60 

ttnntttntt tnctactatg gacntgantg attttttttt ttcttatntt tnacttgnnt 120 

nctgtgggng aaggntgnaa antattttat ntgnnttant caatttttcn cattagccga 180 

nantcnntat cctgatacta cttcattnga tgacntattn gncttatant cntttngaag 240 

cntgattang atttataanc tnnttttnca tncggatcca ntcntn 286 

<210> 89 

<211> 1027 

<212> DNA 

<213> Shigella Flexneri 



<400> 89 
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ctcacacaac 


tctttgagag 


gagctcgtcc 


tcaggacccc 


tctgaggaag 


gtcccggtga 


60 


ttttggcttc 


ctgcatgcca 


gtagtagcat 


cgagtccgag 


gcaaaaccag 


cccagcctca 


120 


gcccactggt 


gaaaaggaac 


aagataaatc 


aaaaactctt 


tcccttgagg 


aggctgtgac 


180 


ttccattcag 


cagctcttcc 


agctcagtgt 


ttccatcgct 


ttcaacttcc 


tgggaacaga 


240 


gaacatgaag 


agtggcgacc 


acacggcagc 


cttttcttac 


ttccagaaag 


ctgcagcccg 


300 


cggctacagc 


aaagcgcagt 


acaatgcggg 


cttgtgtcat 


gagcatggca 


gaggcacccc 


360 


cagggacatt 


agcaaggcgg 


tcctttatta 


tcagttggct 


gccagccagg 


gccacagcct 


420 


ggctcagtac 


cgctatgcca 


ggtgcctact 


acgagaccca 


gcctcttcgt 


ggaaccctga 


480 


gcggcagagg 


gcagtgtcct 


tgctgaagca 


ggctgcagac 


tcaggcttga 


gagaggccca 


540 


agctttcctc 


ggggtgcttt 


tcaccaagga 


gccctacctg 


gatgagcaga 


gagctgtgaa 


600 


atatctttgg 


cttgcagcca 


acaatgggga 


ctcacagagc 


aggtaccacc 


ttggaatttg 


660 


ctatgagaaa 


ggccttggtg 


tgcagaggaa 


tctgggagag 


gccttgagat 


gttaccagca 


720 


gtcagccgct 


ct gggaaatg 


aggccgccca 


ggagaggctg 


cgagccctct 


tttccatggg 


780 


ggctgcagcc 


ccggggccca 


gcgacctgac 


agttacagga 


ctgaagtctt 


tctccagccc 


840 


ctccctctgc 


agcttgaaca 


ccctgctagc 


aggaacctca 


cgcctaccac 


atgcctcgag 


900 


cacaggcaac 


cttggcctcc 


tctgcagaag 


tgggcatctc 


ggagccagcc 


tggaagcctc 


960 


cagcagggct 


attcccccac 


acccctaccc 


actggaaagg 


agtgttgtaa 


gactaggttt 


1020 


tggctaa 












1027 



<210> 90 

<211> 288 

<212> DNA 

<213> Shigella Flexneri 



<220> 

<221> misc_f eature 

<222> (1) . . (44) 

<223> misc feature 
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<220> 

<221> misc_feature 

<222> (259) . . (259) 

<223> misc_feature 

<220> 

<221> misc__f eature 

<222> (281) . . (281) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (287) . . (287) 

<223> misc feature 



<400> 90 
nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnngtcact 


atgtatcttc 


60 


ttttaaatgt 


aagttttgtg 


ttttataatt 


tttcacatct 


actgaattaa 


atctgaacag 


120 


tgactttgtg 


caaaataaat 


tttgctgtcc 


attcttgcca 


aaaagtcctg 


aatgtccagg 


180 


atgatttctc 


caggacatct 


ctattgctcc 


caagtttcaa 


acagtttttt 


gggagccaaa 


240 


acctcaggat 


ttaccctana 


tctggttaac 


attttgaaaa 


natacang 




288 



<210> 91 

<211> 1525 

<212> DNA 

<213> Shigella Flexneri 



<400> 91 

ggaccctgtc tcagtggaca cggcccgact ggaacacctc tttgagtctc gtgccaaaga 



ggtgctgccc tccaagaaag ctggagaggg ccgccggaca atgaccacag tgctggaccc 



60 
120 
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caagcgcacg 


aacgccatca 


acatcggcct 


aaccacactg 


ccacctgtgc 


atgtcattaa 


180 


ggctgctctg 


ctcaactttg 


atgagtttgc 


tgtcagcaag 


gatggcattg 


agaagctact 


240 


gaccatgatg 


cccacggagg 


aagagcggca 


gaagattgag 


ggagcccagc 


tggccaaccc 


300 


tgacataccc 


ctgggcccag 


ccgagaactt 


cctgatgact 


cttgcctcca 


ttggcggcct 


360 


cgctgctcgt 


ctacaactct 


gggccttcaa 


gctggactat 


gacagcatgg 


agcgggaaat 


420 


tgctgagcca 


ctgtttgacc 


tgaaagtggg 


tatggaacag 


ctggtacaga 


atgccacctt 


480 


ccgctgcatc 


ctggctaccc 


tcctagctgt 


gggcaacttc 


ctcaatggct 


cccagagcag 


540 


cggctttgag 


ctgagctacc 


tggagaaggt 


gtcagatgtg 


aaggacacgg 


tgcgtcgaca 


600 


gtcactgcta 


caccatctct 


gctccctagt 


gctccagacc 


cggcctgagt 


cctctgacct 


660 


ctattcagaa 


atccctgccc 


tgacccgctg 


tgccaaggtg 


gactttgaac 


agctgactga 


720 


gaacctgggg 


cagctggagc 


gccggagccg 


ggcagccgag 


gaaagcctgc 


ggagcttggc 


780 


caagcatgag 


ctggccccag 


ccctgcgtgc 


ccgcctcacc 


cacttcctgg 


accagtgtgc 


840 


ccgccgtgtt 


gccatgctaa 


ggatagtgca 


ccgccgtgtc 


tgcaataggt 


tccatgcctt 


900 


cctgctctac 


ctgggctaca 


ccccgcaggc 


ggcccgtgaa 


gtgcgcatca 


tgcagttctg 


960 


ccacacgctg 


cgggaatttg 


cgcttgagta 


tcggacttgc 


cgggaacgag 


tgctacagca 


1020 


gcagcagaag 


caggccacat 


accgtgagcg 


caacaagacc 


cggggacgca 


tgatcaccga 


1080 


gacagagaag 


ttctcaggtg 


tggctgggga 


agcccccagc 


aacccctctg 


tcccagtagc 


1140 


agtgagcagc 


gggccaggcc 


ggggagatgc 


tgacagtcat 


gctagtatga 


agagtctgct 


1200 


gaccagcagg 


cttgaggaca 


ccacacacaa 


tcgccgcagc 


agaggcatgg 


tccagagcag 


1260 


ctccccaatc 


atgcccacag 


tggggccctc 


cactgcatcc 


ccagaagaac 


ccccaggctc 


1320 


cagtttaccc 


agtgatacat 


cagatgagat 


catggacctt 


ctggtgcagt 


cagtgaccaa 


1380 


gagcagtcct 


cgtgccttag 


ctgctaggga 


acgcaagcgt 


tcccgcggca 


accgcaagtc 


1440 


tttgagaagg 


acgttgaaga 


gtgggctcgg 


agatgacctg 


gtgcaggcac 


tgggactaag 


1500 


caagggtcct 


ggcctggagg 


tgtga 








1525 



<210> 92 

<211> 949 

<212> DNA 

<213> Shigella Flexneri 




<400> 92 



gcaggaagct 


cagagtatcg 


atgaaatcta 


caaatacgac 


aagaaacagc 


agcaagaaat 


60 


cctggcggcg 


aagccctgga 


ctaaggatca 


ccattacttt 


aagtactgca 


aaatctcagc 


120 


attggctctg 


ctgaagatgg 


tgatgcatgc 


cagatcggga 


ggcaacttgg 


aagtgatggg 


180 


tctgatgcta 


ggaaaggtgg 


atggtgaaac 


catgatcatt 


atggacagtt 


ttgctttgcc 


240 


tgtggagggc 


actgaaaccc 


gagtaaatgc 


tcaggctgct 


gcatatgaat 


acataqctqc 


300 


atacatagaa 


aatgcaaaac 


aggttggccg 


ccttgaaaat 


gcaatcgggt 


ggtatcatag 


360 


ccaccctggc 


tatggctgct 


ggctttctgg 


gattgatgtt 


agtactcaga 


tgctcaatca 


420 


gcagttccag 


gaaccatttg 


tagcagtggt 


gattgatcca 


acaagaacaa 


tatcccrcacrcr 


480 


gaaagtgaat 


cttggcgcct 


ttaggacata 


cccaaagggc 


tacaaacctc 


ctcratoaaao 


540 
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t t ccacttaa 


taaaatagaa 


gattttggtg 


tacactgcaa 


600 


acaatattat 


gccttagaag 


tctcatattt 


caaatcctct 


ttggatcgca 


aattgcttga 


660 


gctgttgtgg 


aataaatact 


gggtgaatac 


gttgagttct 


tctagcttgc 


ttactaatgc 


720 


agactatacc 


actggtcagg 


tctttgattt 


gtctgaaaag 


ttagagcagt 


cagaagccca 


780 


gctgggacga 


gggagtttca 


tgttgggttt 


agaaacgcat 


gaccgaaaat 


cagaagacaa 


840 


acttgccaaa 


gctacaagag 


acagctgtaa 


aactaccata 


gaagctatcc 


atggattgat 


900 


gtctcaggtt 


attaaggata 


aactgtttaa 


tcaaattaac 


atctcttaa 




949 



<210> 93 

<211> 294 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (294) . . (294) 

<223> misc feature 



<400> 93 



ttggggcatc ttggcaggag ctttggattt ctttagggaa atggcaatca gatggggcag 60 

agtgtttttt gctgagggaa tcagaatgat ccctcaaaca gcacctttga tctctattct 120 

ctgctaaaga tggtgcttcc tctacttccc cagacccccg tgtctgttcc atttccatga 180 

atttttcatc agggtcacag gacaaaggtt ttagtctttg gttctaatga gacctctgac 240 

ttggctctgg atgactatga aactagtgaa tgcatttgtc ttttctggaa tccn 294 

<210> 94 

<211> 299 

<212> DNA 

<213> Shigella Flexneri 



<220> 

<221> mis cofeature 

<222> (43) . . (146) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (205) . . (208) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (217) . . (218) 

<223> misc feature 



<220> 
<221> 
<222> 



misc_f eature 
(221) . . (222) 



£ O O H- 3MS 7 *, O 430-02 




<22 3> misc_f eature 
<220> 

<221> misc_f eature 

<222> (225) . . (225) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 

<222> (228) . . (228) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (230) . . (230) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (235) . . (235) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (238) . . (239) 

<223> misc feature 



<220> 

<221> mi sc_f eature 



3^3 



<222> (243) . . (243) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (245) . . (245) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (248) . . (248) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (252) . . (252) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 

<222> (254) . . (255) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (259) . . (259) 

<223> misc feature 
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<220> 

<221> misc_f eature 

<222> (261) . . (261) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (261) . . (261) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (264) . . (264) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (268) . . (269) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (273) . . (273) 

<22 3> misc feature 



<220> 

<221> misc_f eature 

<222> (277) . . (277) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (279) . . (279) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (282) . . (282) 

<223> misc__f eature 

<220> 

<221> misc_feature 

<222> (288) . . (288) 

<223> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (293) . . (293) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 

<222> (297) . . (297) 

<223> misc feature 



<400> 94 

gctaatatgg tagctattga tagcttacta tgtatcagat ccnnnnnnnn nnnnnnnnnn 60 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12 0 
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nnnnnnnnnn nnnnnnnnnn nnnnnntgag tagctaggac tacagtggtg agccaccatg 180 

cccagctaat tttttttttt ttttnnnnaa aaagggnntt nnttnttntn gcccnggnng 240 

gtntnaanct cntnncctna nggnattnnc ccncctngnc cnccaaangg gcnggantt 2 99 

<210> 95 
<211> 1486 
<212> DNA 

<213> Shigella Flexneri 
<400> 95 

gggcgagagg actgagtgtg ctgagccccc ccgggacgaa cccccggctg atggagctct 60 

gaagcgggca gaggagctca agactcaggc caatgactac ttcaaagcca aggactacga 12 0 

gaacgccatc aagttctaca gccaggccat cgagctgaac cccagcaatg ccatctacta 180 

tggcaaccgc agcctggcct acctgcgcac tgagtgctat ggctacgcgc tgggagacgc 240 

cacgcgggcc attgagctgg acaagaagta catcaagggt tattaccgcc gggctgccag 300 

caacatggca ctgggcaagt tccgggccgc gctgcgagac tacgagacgg tggtcaaggt 3 60 

gaagccccat gacaaggatg ccaaaatgaa ataccaggag tgcaacaaga tcgtgaagca 420 

gaaggccttt gagcgggcca tcgcgggcga cgagcacaag cgctccgtgg tggactcgct 4 80 

ggacatcgag agcatgacca ttgaggatga gtacagcgga cccaagcttg aagacggcaa 540 

agtgacaatc agtttcatga aggagctcat gcagtggtac aaggaccaga agaaactgca 600 

ccggaaatgt gcctaccaga ttctggtaca ggtcaaagag gtcctctcca agctgagcac 660 

gctcgtggaa accacactca aagagacaga gaagattaca gtatgtgggg acacccatgg 720 

ccagttctat gacctcctca acatattcga gctcaacggt ttaccctcgg agaccaaccc 780 

ctatatattt aatggtgact ttgtggaccg aggctccttc tctgtagaag tgatcctcac 84 0 

ccttttcggc ttcaagctcc tgtacccaga tcactttcac ctccttcgag gcaaccacga 900 

gacagacaac atgaaccaga tctacggttt cgagggtgag gtgaaggcca agtacacagc 960 

ccagatgtac gagctcttta gcgaggtgtt cgagtggctc ccgttggccc agtgcatcaa 1020 

cggcaaagtg ctgatcatgc acggaggcct gttcagtgaa gacggtgtca ccctggatga 1080 

catccggaaa attgagcgga atcgacaacc cccagattca gggcccatgt gtgacctgct 1140 
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ctggtcagat ccacagccac agaacgggcg ctcgatcagc aagcggggcg tgagctgtca 12 00 

gtttgggcct gacgtcacca aggccttctt ggaagagaac aacctggact atatcatccg 1260 

cagccacgaa gtcaaggccg agggctacga ggtggctcac ggaggccgct gtgtcaccgt 1320 

cttctctgcc cccaactact gcgaccagat ggggaacaaa gcctcctaca tccacctcca 1380 

gggctctgac ctacggcctc agttccacca gttcacagca gtgcctcatc ccaacgtcaa 1440 

gcccatggcc tatgccaaca cgctgctgca gctaggaatg atgtga I486 

<210> 96 

<211> 836 

<212> DNA 

<213> Shigella Flexneri 



<400> 96 
ctcacctctg 


aaattccaca 


gctcaatgac 


tggaggctct 


ctcccaccca 


ctcaagacat 


60 


tgccaggaac 


gtcttaagac 


ctcaggagac 


cacttcttta 


gtaagcaatt 


ttttagatgg 


120 


attctcactc 


tgtcactcag 


gctggagtgc 


agtggcgcgg 


tctctgctca 


ctacaccctc 


180 


cctctcctgg 


ctcctgcccg 


tatgtatttc 


tccttctctc 


catgcctgct 


ctgtagggac 


240 


catagcctct 


gtccctgcat 


acatgttgga 


catcaatcac 


atcagtccac 


caagtaactt 


300 


catcaagcac 


ccatgtacgc 


ccagcacagc 


gtcccaaggg 


tgccccactt 


acccacagaa 


360 


gaagaaaggc 


aactttggta 


agagatctga 


cttctagctc 


cagttctgtc 


tctagctaac 


420 


gtgagatgca 


cccggttgag 


ggctgttttt 


taattgttga 


aaatgaagga 


ctgaacttag 


480 


atggtccaac 


tgaaatgttt 


taaaatgata 


tgattctacc 


ttaaaaagag 


aatgaaattc 


540 


tgatatattc 


acaacacagg 


aaacccttga 


aaacgttatg 


ctaaatgaaa 


taagggagac 


600 


atgaaaggac 


aaatatatga 


ctccacttat 


gtgatgtccc 


tcaaatagac 


aaccacatag 


660 


agacagaaag 


tagacagtgg 


gtgctagggg 


ttgctggagg 


ggcaatggag 


agttagtgtt 


720 


taatgggtac 


agtgtcacag 


tggctgctct 


gtctatggag 


taggcactct 


tgggtctctt 


780 


tacttctcta 


ataaactcgc 


tcacacttaa 


aaagaaaaag 


ctctggagat 


tgatag 


836 



<210> 97 
<211> 960 



<212> DNA 

<213> Shigella Flexneri 
<400> 97 

gctgtgttga gaggcgatgc agaagcagtg aagggcatag gatccggcaa agtcctgaag 60 

agtggccccc aggatcacgt gttcatttac ttcactgacc atggatctac tggaatactg 120 

gtttttccca atgaagatct tcatgtaaag gacctgaatg agaccatcca ttacatgtac 180 

aaacacaaaa tgtaccgaaa gatggtgttc tacattgaag cctgtgagtc tgggtccatg 240 

atgaaccacc tgccggataa catcaatgtt tatgcaacta ctgctgccaa ccccagagag 300 

tcgtcctacg cctgttacta tgatgagaag aggtccacgt acctggggga ctggtacagc 3 60 

gtcaactgga tggaagactc ggacgtggaa gatctgacta aagagaccct gcacaagcag 420 

taccacctgg taaaatcgca caccaacacc agccacgtca tgcagtatgg aaacaaaaca 4 80 

atctccacca tgaaagtgat gcagtttcag ggtatgaaac gcaaagccag ttctcccgtc 540 

cccctacctc cagtcacaca ccttgacctc acccccagcc ctgatgtgcc tctcaccatc 600 

atgaaaagga aactgatgaa caccaatgat ctggaggagt ccaggcagct cacggaggag 660 

atccagcggc atctggatgc caggcacctc attgagaagt cagtgcgtaa gatcgtctcc 720 

ttgctggcag cgtccgaggc tgaggtggag cagctcctgt ccgagagagc cccgctcacg 780 

gggcacagct gctacccaga ggccctgctg cacttccgga cccactgctt caactggcac 840 

tcccccacgt acgagtatgc gttgagacat ttgtacgtgc tggtcaacct ttgtgagaag 900 

ccgtatccac ttcacaggat aaaattgtcc atggaccacg tgtgccttgg tcactactga 960 

<210> 98 
<211> 871 
<212> DNA 

<213> Shigella Flexneri 
<400> 98 

gactaaggat caccattact ttaagtactg caaaatctca gcattggctc ttctgaagat 60 

ggtgatgcat gccagatcgg gaggcaattt ggaagtgatg ggtctgatgc taggaaaggt 120 

ggatggtgaa accatgatca ttatggacag ttttgctttg cctgtggagg gcactgaaac 180 
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ccgagtaaat 


gctcaggctg 


ctgcatatga 


atacatggct 


gcatacatag 


aaaatgcaaa 


240 


acaggttggc 


cgccttgaaa 


atgcaatcgg 


gtggtatcat 


agccaccctg 


gctatggctg 


300 


ctggctttct 


gggattgatg 


ttagtactca 


gatgctcaat 


cagcagttcc 


aggaaccatt 


360 


tgtagcagtg 


gtgattgatc 


caacaagaac 


aatatccgca 


gggaaagtga 


atcttggcgc 


420 


ctttaggaca 


tacccaaagg 


gctacaaacc 


tcctgatgaa 


ggaccttctg 


agtaccagac 


480 


tattccactt 


aataaaatag 


aagattttgg 


tgtacactgc 


aaacaatatt 


atgccttaga 


540 


agtctcatat 


ttcaaatcct 


ctttggatcg 


caaattgctt 


gagctgttgt 


ggaataaata 


600 


ctgggtgaat 


acgttgagtt 


cttctagctt 


gcttactaat 


gcagactata 


ccactggtca 


660 


ggtctttgat 


ttgtctgaaa 


agttagagca 


gtcagaagcc 


cagctgggac 


gagggagttt 


720 


catgttgggt 


ttagaaacgc 


atgaccgaaa 


atcagaagac 


aaacttgcca 


aagctacaag 


780 


agacagctgt 


aaaactacca 


tagaagctat 


ccatggattg 


atgtctcagg 


ttattaagga 


840 


taaactgttt 


aatcaaatta 


acatctctta 


a 






871 



<210> 99 

<211> 3286 

<212> DNA 

<213> Shigella Flexneri 



<400> 99 
gggcaataag 


gcctgtagcc 


catgctcctc 


acagtcctcc 


agcagtggca 


tttgcacaga 


60 


cttctgggac 


ttattggtaa 


aactggacaa 


catgaatgtc 


agccggaaag 


gcaagaactc 


120 


cgtgaagtca 


gtgccagtga 


gcgctggcgg 


tgagggggaa 


acctctccat 


acagcctcga 


180 


ggcctctcca 


ctggggcagc 


tcatgaacat 


gttgtcacac 


ccagtcatcc 


gccggagctc 


240 


tctcttaact 


gagaaactcc 


tcagactcct 


ttctctcatc 


tcaattgctc 


tcccagaaaa 


300 


caaggtgtca 


gaagcacagg 


ctaattctgg 


cagcggtgct 


tcctccacca 


ccactgccac 


360 


ctcaaccaca 


tctaccacca 


ccaccactgc 


cgcctccacc 


acgcccacac 


cccctactgc 


420 


acccacccct 


gtcacttctg 


ctccagccct 


ggttgctgcc 


acggctattt 


ccaccattgt 


480 


cgtagctgct 


tcgaccacag 


tgactacccc 


cacgactgct 


accactactg 


tttcaatttc 


540 


tcccactact 


aagggcagca 


aatctccagc 


gaaggtgagt 


gatgggggca 


gcagcagtac 


600 


agactttaag 


atggtgtcct 


ctggcctcac 


tgaaaaccag 


ctacagctct 


ctgtagaggt 


660 
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gttgacatcc cactcttgtt ctgaggaagg cttagaggat gcagccaacg tactactgca 720 

gctctcccgg ggggactctg ggacccggga cactgttctc aagctgctac tgaatggagc 780 

ccgccatctg ggttataccc tttgtaaaca aataggtacc ctgctggccg agctgcggga 840 

atacaacctc gagcagcagc ggcgagccca atgtgaaacc ctctctcctg atggcctgcc 900 

tgaggagcag ccacagacca ccaagctgaa gggcaaaatg cagagcaggt ttgacatggc 960 

tgagaatgtg gtaattgtgg catctcagaa gcgacctttg ggtggccggg agctccagct 102 0 

gccttctatg tccatgttga catccaagac atctacccag aagttcttct tgagggtact 1080 

acaggtcatc atccagctcc gggacgacac gcgccgggct aacaagaaag ccaagcagac 1140 

aggcaggcta ggttcctccg gtttaggctc agctagcagc atccaggcag ctgttcggca 1200 

gctggaggct gaggctgatg ccattataca aatggtacgt gagggtcaaa gggcgcggag 12 6 0 

acagcaacaa gcagcaacgt cggagtctag ccagtcagag gcgtctgtcc ggagggagga 1320 

atcacccatg gatgtggacc agccatctcc cagtgctcaa gatactcaat ccattgcctc 13 80 

cgatggaacc ccacaggggg agaaggaaaa ggaagaaaga ccacctgagt tacccctgct 14 4 0 

cagcgagcag ctgagtttgg acgagctgtg ggacatgctt ggggagtgtc taaaggaact 1500 

agaggaatcc catgaccagc atgcggtgct agtgctacag cctgctgtcg aggccttctt 1560 

tctggtccat gccacagagc gggagagcaa gcctcctgtc cgagacaccc gtgagagcca 1620 

gctggcacac atcaaggacg agcctcctcc actctcccct gcccccttaa ccccagccac 1680 

gccttcctcc cttgacccat tcttctcccg ggagccctca tctatgcaca tctcctcaag 1740 

cctgccccct gacacacaga agttccttcg ctttgcagag actcaccgca ctgtgttaaa 1800 

ccagatccta cggcagtcca cgacccacct tgctgatggg ccttttgctg tcctggtaga 1860 

ctacattcgt gtcctcgact ttgatgtcaa gcgcaaatat ttccgccaag agctggagcg 1920 

tttagatgag gggctccgga aagaagacat ggctgtgcat gtccgtcgtg accatgtgtt 1980 

tgaagactcc tatcgtgagc tgcatcgcaa atcccccgaa gaaatgaaga atcgattgta 2040 

tatagtattt gaaggagaag aagggcagga tgctggcggg ctcctgcggg agtggtatat 2100 

gatcatctct cgagagatgt ttaaccctat gtatgccttg ttccgtacct cacctggtga 2160 

tcgagtcacc tacaccatca atccatcttc ccactgcaac cccaaccacc tcagctactt 2220 

caagtttgtc ggacgcattg tggccaaagc tgtatatgac aaccgtcttc tggagtgcta 22 80 

ctttactcga tccttttaca aacacatctt gggcaagtca gtcagatata cagatatgga 2340 
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gagtgaagat 


taccacttct 


accaaggtct 


ggtttatctg 


ctggaaaatg 


atgtctccac 


2400 


actaggctat 


gacctcacct 


tcagcactga 


ggtccaagag 


tttggagttt 


gtgaagttcg 


2460 


tgacctcaaa 


cccaatgggg 


ccaacatctt 


ggtaacagag 


gagaataaga 


aggagtatgt 


2520 


acacctggta 


tgccagatga 


gaatgacagg 


agccatccgc 


aagcagttgg 


cggctttctt 


2580 


agaaggcttc 


tatgagatca 


ttccaaagcg 


cctcatttcc 


atcttcactg 


agcaggagtt 


2640 


agagctgctt 


atatcaggac 


tgcccaccat 


tgacatcgat 


gatctgaaat 


ccaacactga 


2700 


ataccacaag 


taccagtcca 


actctattca 


gatccagtgg 


ttctggagag 


cattgcgttc 


2760 


tttcgatcaa 


gctgaccgtg 


ccaagttcct 


ccagtttgtc 


acgggtactt 


ccaaggtacc 


2820 


cctgcaaggc 


tttgctgccc 


tcgaaggcat 


gaatggcatt 


cagaagtttc 


agatccatcg 


2880 


agatgacagg 


tccacagatc 


gcctgccttc 


agctcacaca 


tgttttaatc 


agctggatct 


2940 


gcctgcctat 


gagagctttg 


agaagtccgc 


cacatgctac 


tgttggctat 


ccaggagtgc 


3000 


tctgaaggc t 


ttgggctggc 


ctaataaggc 


cctgcccaac 


tccgtggggt 


tttttttacc 


3060 


attgttggac 


ctggggaggg 


gggagttaaa 


aaaagaacca 


gaaagaaatt 


gtcaaaaacc 


3 120 


aataaatgaa 


atccaccaac 


tcaccgtgtg 


tgtcccagct 


gccccatctt 


ccccagcgca 


3180 


tacctgttcc 


tcttctcatt 


ctctccccgc 


cgcctgtttc 


ctcaccttct 


ctcccctttc 


3240 


catgccgtcc 


atgatcccca 


ccccatgtgt 


tttaaaaagg 


cagtag 




3286 


<210> 100 














<211> 479 














<212> DNA 














<213> Shigella Flexneri 










<400> 100 
ccacctatac 


ccccggtgac 


tgtcccaact 


ttgcggctcc 


ccgcagagag 


gtggcaccac 


60 


cctatcaggg 


ggctgacccc 


atccttgcga 


cagccctcgc 


ctccgacccc 


atccccaacc 


120 


cccttcagaa 


gtgggaggac 


agcgcccaca 


agccacagag 


cctagacact 


gatgaccccg 


180 


cgacgctgta 


cgccgtggtg 


gagaacgtgc 


ccccgttgcg 


ctggaaggaa 


ttcgtgcggc 


240 


gcctagggct 


gagcgaccac 


gagatcgatc 


ggctggagct 


gcagaacggg 


cgctgcctgc 


300 


gcgaggcgca 


atacagcatg 


ctggcgacct 


ggaggcggcg 


cacgccgcgg 


cgcgaggcca 


360 


cgctggagct 


gctgggacgc 


gtgctccgcg 


acatggacct 


gctgggctgc 


ctggaggaca 


420 
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tcgaggaggc gctttgcggc cccgccgccc tcccgcccgc gcccagtctt ctcagatga 479 

<210> 101 
<211> 1218 
<212> DNA 

<213> Shigella Flexneri 
<400> 101 

gccacgcgct cctctgccgt gcgcctgcgg agcagcgtgc ccggggtgcg gctcctgcag 60 

gactcggtgg acttctcgct ggccgacgcc atcaacaccg agttcaagaa cacccgcacc 120 

aacgagaagg tggagctgca ggagctgaat gaccgcttcg ccaactacat cgacaaggtg 180 

cgcttcctgg agcagcagaa taagatcctg ctggccgagc tcgagcagct caagggccaa 240 

ggcaagtcgc gcctagggga cctctacgag gaggagatgc gggagctgcg ccggcaggtg 3 00 

gaccagctaa ccaacgacaa agcccgcgtc gaggtggagc gcgacaacct ggccgaggac 3 60 

atcatgcgcc tccgggagaa attgcaggag gagatgcttc agagagagga agccgaaaac 420 

accctgcaat ctttcagaca ggatgttgac aatgcgtctc tggcacgtct tgaccttgaa 480 

cgcaaagtgg aatctttgca agaagagatt gcctttttga agaaactcca cgaagaggaa 540 

atccaggagc tgcaggctca gattcaggaa cagcatgtcc aaatcgatgt ggatgtttcc 600 

aagcctgacc tcacggctgc cctgcgtgac gtacgtcagc aatatgaaag tgtggctgcc 660 

aagaacctgc aggaggcaga agaatggtac aaatccaagt ttgctgacct ctctgaggct 720 

gccaaccgga acaatgacgc cctgcgccag gcaaagcagg agtccactga gtaccggaga 780 

caggtgcagt ccctcacctg tgaagtggat gcccttaaag gaaccaatga gtccctggaa 840 

cgccagatgc gtgaaatgga agagaacttt gccgttgaag ctgctaacta ccaagacact 900 

attggccgcc tgcaggatga gattcagaat atgaaggagg aaatggctcg tcaccttcgt 960 

gaataccaag acctgctcaa tgttaagatg gcccttgaca ttgagattgc cacctacagg 1020 

aagctgctgg aaggcgagga gagcaggatt tctctgcctc ttccaaactt ttcctccctg 1080 

aacctgaggg aaactaatct ggattcactc cctctggttg atacccactc aaaaaggaca 1140 

ttcctgatta agacggttga aactagagat ggacaggtta tcaacgaaac ttctcagcat 1200 

cacgatgacc ttgaataa 1218 
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O 



if.: 



13 




<210> 
<211> 
<212> 
<213> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 



102 
277 
DNA 

Shigella Flexneri 

misc_f eature 
(3) . . (3) 
misc_f eature 

misc_f eature 
(6) . . (6) 
misc_f eature 

misc_f eature 
(18) . . (18) 
misc_f eature 

misc_f eature 
(20) . . (20) 
misc_f eature 

misc_f eature 
(23) . . (23) 
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<22 3> misc_f eature 
<220> 

<221> misc_feature 

<222> (32) . . (32) 

<223 > misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (53) . . (53) 

<22 3> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (75) . . (75) 

<223> mi sc_f eature 

<220> 

<22 1> mi sc_f eature 

<222> (89) . . (89) 

<22 3> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (93) . . (93) 

<22 3> misc_f eature 

<220> 

<221> misc feature 



10042 



^3 
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<222> (95) . . (95) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (103) . . (103) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (109) . . (109) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (127) . . (127) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (177) . . (177) 

<223> misc feature 



<220> 

<221> misc__f eature 

<222> (189) . . (189) 

<223> misc feature 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 
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misc_f eature 
(194) . . (194) 
misc feature 



misc_f eature 
(201) . . (201) 
misc feature 



misc_f eature 
(207) . . (207) 
misc feature 



misc_feature 
(221) . . (221) 
misc feature 



misc_f eature 
(224) . . (224) 
misc feature 



misc_f eature 
(234) . . (235) 
misc feature 
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<220> 

<221> misc_f eature 

<222> (244) . . (245) 

<223> misc_feature 

<220> 

<221> mi sc_f eature 

<222> (247) . . (247) 

<223> misc__f eature 

<220> 

<221> misc_feature 

<222> (259) . . (259) 

<22 3 > mi sc_f eature 

<220> 

<221> misc_feature 

<222> (262) . . (265) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (269) . . (269) 

<223> misc feature 



<220> 
<221> 



misc feature 



i nnvL^ujpt-r ,043002 



<222> (271) . . (271) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (277) . . (277) 

<223> misc feature 



<400> 102 
ccntantatg 


gagactancn 


ccntggtccg 


cnctggaagg 


atcaccttat 


gtncagatgc 


60 


aagttctgat 


gcagnaggtc 


tgggcaganc 


ccncnactct 


gcntttccnc 


aggctggcag 


120 


tggtgangat 


gctgcggtcc 


aggcagggag 


ctgcttttgc 


agggtgaggc 


ggtgganggc 


180 


tgcaacacnc 


cccngacccc 


ntctccnttc 


tcaaatgctg 


ngangactgg 


aatnntccat 


240 


agannangtt 


tcttttttnt 


annnnaaant 


natgaan 






277 



<210> 103 

<211> 319 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_feature 

<222> (7) . . (7) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (14) . . (14) 

<223> misc feature 
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<220> 

<22 1> mi sc_f eature 

<222> (23) . . (23) 

<22 3 > mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (45) . . (46) 

<223> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (55) . . (55) 

<223> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (65) . . (65) 

<22 3> misc feature 



<220> 

<22 1> mi sc_f eature 

<222> (74) . . (74) 

<223> misc feature 



<220> 
<221> 
<222> 



misc_f eature 
(88) . . (91) 



04-3002 



223> misc_f eature 
:220> 

221> misc_feature 

222> (97) . . (97) 

223> misc_f eature 

220> 

221> misc_f eature 

222> (102) . . (105) 

223 > misc_f eature 

220> 

22 1> mi sc_f eature 

222> (125) . . (125) 

223 > misc_f eature 

220> 

221> misc_f eature 

222> (127) . . (128) 

223> misc feature 



220> 

22 1> mi sc_f eature 

222> (132) . . (133) 

223> misc feature 



220> 
221> 



misc feature 
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:222> (143) . . (143) 

:223> misc_f eature 

:220> 

:221> mi sc_f eature 

:222> (155) . . (155) 

:22 3> mi sc_f eature 

:220> 

:221> mi sc_f eature 

:222> (167) . . (167) 

: 2 2 3 > mi s c_f eature 

:220> 

:221> mi sc_f eature 

:222> (188) . . (188) 

:223 > mi sc_f eature 

:220> 

:221> misc_f eature 

:222> (196) . . (198) 

:223> misc feature 



:220> 

:221> misc_feature 

:222> (204) . . (204) 

:223> misc feature 



<220> 

<221> misc_f eature 

<222> (213) . . (213) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (223) . . (223) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (264) . . (264) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (278) . . (278) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (298) . . (298) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (304) . . (304) 

<223> misc feature 



:LaO^K3UU?7 .043002 



<220> 

<221> misc__f eature 

<222> (316) . . (316) 

<223> mi sc_f eature 

<220> 

<221> misc_feature 

<222> (319) . . (319) 

<223> misc feature 



<400> 103 
tcctttnagg 


atgntgaaaa 


gangaatata 


tgcttgggag 


catgnngtat 


ctttntggta 


60 


gcatnacgcc 


atgncctact 


tgtgcttnnn 


ncacttngtt 


tnnnnggact 


acaacatgga 


120 


ggaantnnac 


cnnatctacc 


ctntaggcct 


gctcntggtc 


tccttgntgt 


atcatgccct 


180 


cgctggtntg 


gagccnnngc 


gggncctctt 


gantatgctt 


canccatacc 


aacactggtt 


240 


gtatgtacgc 


gatcgcaaca 


tcanatgcac 


gtatgttnct 


tgctgtacag 


acgctacnag 


300 


agangggctt 


ccctgnatn 










319 



<210> 104 
<211> 1639 
<212> DNA 

<213> Shigella Flexneri 
<400> 104 

tgctgctgcc accaaccaca ccactgataa tggtgtgggt cctgaggaag agagcgtgga 60 
cccaaatcaa tactacaaaa tccgcagtca agcaattcat cagctgaagg tcaatgggga 120 
agacccatac ccacacaagt tccatgtaga catctcactc actgacttca tccaaaaata 180 
tagtcacctg cagcctgggg atcacctgac tgacatcacc ttaaaggtgg caggtaggat 240 
ccatgccaaa agagcttctg ggggaaagct catcttctat gatcttcgag gagagggggt 3 00 



gaagttgcaa gtcatggcca attccagaaa ttataaatca gaagaagaat ttattcatat 360 
taataacaaa ctgcgtcggg gagacataat tggagttcag gggaatcctg gtaaaaccaa 42 0 
gaagggtgag ctgagcatca ttccgtatga gatcacactg ctgtctccct gtttgcatat 480 
gttacctcat cttcactttg ggctcaaaga caaggaaaca aggtatcgcc agagatactt 540 
ggacttgatc ctgaatgact ttgtgaggca gaaatttatc atccgctcta agatcatcac 600 
atatataaga agtttcttag atgagctggg attcctagag attgaaactc ccatgatgaa 660 
catcatccca gggggagccg tggccaagcc tttcatcact tatcacaacg agctggacat 72 0 
gaacttatat atgagaattg ctccagaact ctatcataag atgcttgtgg ttggtggcat 780 
cgaccgggtt tatgaaattg gacgccagtt ccggaatgag gggattgatt tgacgcacaa 840 
tcctgagttc accacctgtg agttctacat ggcctatgca gactatcacg atctcatgga 900 
aatcacggag aagatggttt cagggatggt gaagcatatt acaggcagtt acaaggtcac 960 

ctaccaccca gatggcccag agggccaagc ctacgatgtt gacttcaccc cacccttccg 1020 

gcgaatcaac atggtagaag agcttgagaa agccctgggg atgaagctgc cagaaacgaa 10 8 0 

cctctttgaa actgaagaaa ctcgcaaaat tcttgatgat atctgtgtgg caaaagctgt 1140 

tgaatgccct ccacctcgga ccacagccag gctccttgac aagcttgttg gggagttcct 12 00 

ggaagtgact tgcatcaatc ctacattcat ctgtgatcac ccacagataa tgagcccttt 1260 

ggctaaatgg caccgctcta aagagggtct gactgagcgc tttgagctgt ttgtcatgaa 1320 

gaaagagata tgcaatgcgt atactgagct gaatgatccc atgcggcagc ggcagctttt 1380 

tgaagaacag gccaaggcca aggctgcagg tgatgatgag gccatgttca tagatgaaaa 1440 

cttctgtact gccctggaat atgggctgcc ccccacagct ggctggggca tgggcattga 1500 

tcgagtcgcc atgtttctca cggactccaa caacatcaag gaagtacttc tgtttcctgc 1560 

catgaaaccc gaagacaaga aggagaatgt agcaaccact gatacactgg aaagcacaac 1620 

agttggcact tctgtctag 1639 

<210> 105 
<211> 1609 
<212> DNA 

<213> Shigella Flexneri 



I05 



<400> 105 
gctcaagccg 


gagttcatgc 


ggcggccgga 


caagtccttc 


gaccccttca 


ctgaggtcat 


60 


cgtggatggc 


atcgtggcca 


atgccttgcg 


ggtcaaggtg 


atctcagggc 


agttcctgtc 


120 


cgacaggaag 


gtgggcatct 


acgtggaggt 


ggacatgttt 


ggcctccctg 


ttgatacgcg 


180 


gcgcaagtac 


cgcacccgga 


cctctcaggg 


gaactcgttc 


aaccccgtgt 


gggacgaaga 


240 


gcccttcgac 


ttccccaagg 


tggtgctgcc 


cacgctggct 


tcacttcgca 


ttgcagcctt 


300 


tgaggagggg 


ggtaaattcg 


tagggcaccg 


gatcctgcct 


gtctctgcca 


tccgctccgg 


360 


ataccactac 


gtctgcctgc 


ggaacgaggc 


caaccaaccg 


ctgtgcctgc 


cggccctgct 


420 


catctacacc 


gaagcctcgg 


actacattcc 


tgacgaccac 


caggactatg 


cggaggccct 


480 


gatcaacccc 


attaagcacg 


tcagcctgat 


ggaccagagg 


gcccggcagc 


tggccgccct 


540 


cattggggag 


agtgaggctc 


aggctggcca 


agagacgtgc 


caggacaccc 


agtctcagca 


600 


gctggggtct 


cagccgtcct 


caaaccccac 


ccccagccca 


ctggatgcct 


ccccccgccg 


660 


gccccctggc 


cccaccacct 


cccctgccag 


cacctccctc 


agcagcccag 


ggcagcgtga 


720 


tgatctcatc 


gccagcatcc 


tctcagaggt 


ggcccccacc 


ccgctggatg 


agctccgagg 


780 


tcacaaggct 


ctggtcaagc 


tccggagccg 


gcaagagcga 


gacctgcggg 


agctgcgcaa 


840 


gaagcatcag 


cggaaggcag 


tcaccctcac 


ccgccgcctg 


ctggatggcc 


tggctcaggc 


900 


acaggctgag 


ggcaggtgcc 


ggctgcggcc 


aggtgcccta 


ggtggggccg 


ctgatgtgga 


960 


ggacacgaag 


gagggggagg 


acgaggcaaa 


gcggtatcag 


gagttccaga 


acagacaggt 


1020 


gcagagcctg 


ctggagctgc 


gggaggccca 


ggtggacgca 


gaggcccagc 


ggaggctgga 


1080 


acacctgaga 


caggctctgc 


agcggctcag 


ggaggtcgtc 


cttgatgcaa 


acacaactca 


1140 


gttcaagagg 


ctgaaagaga 


tgaacgagag 


ggagaagaag 


gagctgcaga 


agatcctgga 


1200 


cagaaagcgc 


cataacagca 


tctcggaggc 


caagatgagg 


gacaagcata 


agaaggaggc 


1260 
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ggaggaggcc 


cagaagcagc 


ggcatgaccg 


tcttgtggct 


gggcagcagc 


aggtcctgca 


1380 


acagctggca 


gaagaggagc 


ccaagctgct 


ggcccagctg 


gcccaggagt 


gtcaggagca 


1440 


gcgggcgagg 


ctcccccagg 


agatccgccg 


gagcctgctg 


ggcgagatgc 


cggaggggct 


1500 


gggggacggg 


cctctggtgg 


cctgtgccag 


caacggtcac 


gcacccggga 


gcagcgggca 


1560 


cctgtcgggc 


gctgactcgg 


agagccagga 


ggagaacacg 


cagctctga 




1609 



<210> 106 

<211> 1503 

<212> DNA 

<213> Shigella Flexneri 



<400> 106 

atgggaattg gtctttctgc tcaaggtgtg aacatgaata gactaccagg ttgggataag 60 

cattcatatg gttaccatgg ggatgatgga cattcgtttt gttcttctgg aactggacaa 120 

ccttatggac caactttcac tactggtgat gtcattggct gttgtgttaa tcttatcaac 180 

aatacctgct tttacaccaa gaatggacat agtttaggta ttgctttcac tgacctaccg 240 

ccaaatttgt atcctactgt ggggcttcaa acaccaggag aagtggtcga tgccaatttt 3 00 

gggcaacatc ctttcgtgtt tgatatagaa gactatatgc gggagtggag aaccaaaatc 360 

caggcacaga tagatcgatt tcctatcgga gatcgagaag gagaatggca gaccatgata 420 

caaaaaatgg tttcatctta tttagtccac catgggtact gtgccacagc agaggccttt 480 

gccagatcta cagaccagac cgttctagaa gaattagctt ccattaagaa tagacaaaga 54 0 

attcagaaat tggtattagc aggaagaatg ggagaagcca ttgaaacaac acaacagtta 6 00 

tacccaagtt tacttgaaag aaatcctaat ctccttttca cattaaaagt gcgtcagttt 660 

atagaaatgg tgaatggtac agatagtgaa gtacgatgtt tgggaggccg aagtccaaag 720 

tctcaagaca gttatcctgt tagtcctcga ccttttagta gtccaagtat gagccccagc 780 

catggaatga atatccacaa tttagcatca ggcaaaggaa gcaccgcaca tttttcaggt 840 

tttgaaagtt gtagtaatgg tgtaatatca aataaagcac atcaatcata ttgccatagt 900 

aataaacacc agtcatccaa cttgaatgta ccagaactaa acagtataaa tatgtcaaga 960 

tcacagcaag ttaataactt caccagtaat gatgtagaca tggaaacaga tcactactcc 1020 

aatggagttg gagaaacttc atccaatggt ttcctaaatg gtagctctaa acatgaccac 1080 

gaaatggaag attgtgacac cgaaatggaa gttgattcaa gtcagttgag acgccagttg 1140 

tgtggaggaa gtcaggccgc catagaaaga atgatccact ttggacgaga gctgcaagca 12 00 

atgagtgaac agctaaggag agactgtggc aagaacactg caaacaaaaa aatgttgaag 12 60 

gatgcattca gtctactagc atattcagat ccctggaaca gcccagttgg aaatcagctt 1320 

gacccgattc agagagaacc tgtgtgctca gctcttaaca gtgcaatatt agaaacccac 13 80 



lOOM-3 



3 



1503 



aatctgccaa agcaacctcc acttgcccta gcaatgggac aggccacaca atgtctagga 1440 
ctgatggctc gatcaggaat tggatcctgc gcatttgcca cagtggaaga ctacctacat 1500 
tag 

<210> 107 
<211> 1212 
<212> DNA 

<213> Shigella Flexneri 



<400> 107 
atggcacacg 


ctatggaaaa 


ctcctggaca 


atcagtaaag 


agtaccatat 


tgatgaagaa 


60 


gtgggctttg 


ctctgccaaa 


tccacaggaa 


aatctacctg 


atttttataa 


tgactggatg 


120 


ttcattgcta 


aacatctgcc 


tgatctcata 


gagtctggcc 


agcttcgaga 


aagagttgag 


180 


aagttaaaca 


tgctcagcat 


tgatcatctc 


acagaccaca 


agtcacagcg 


ccttgcacgt 


240 


ctagttctgg 


gatgcatcac 


catggcatat 


gtgtggggca 


aaggtcatgg 


agatgtccgt 


300 


aaggtcttgc 


caagaaatat 


tgctgttcct 


tactgccaac 


tctccaagaa 


actggaactg 


360 
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t tggcaaac t 


ggaagaaaaa 


ggat cc taat 


420 


aagcccctga 


cttatgagaa 


catggacgtt 


ttgttctcat 


ttcgtgatgg 


agactgcagt 


480 


aaaggattct 


tcctggtctc 


tctattggtg 


gaaatagcag 


ctgcttctgc 


aatcaaagta 


540 


attcctactg 


tattcaaggc 


aatgcaaatg 


caagaacggg 


acactttgct 


aaaggcgctg 


600 


ttggaaatag 


cttcttgctt 


ggagaaagcc 


cttcaagtgt 


ttcaccaaat 


ccacgatcat 


660 


gtgaacccaa 


aagcattttt 


cagtgttctt 


cgcatatatt 


tgtctggctg 


gaaaggcaac 


720 


ccccagctat 


cagacggtct 


ggtgtatgaa 


gggttctggg 


aagacccaaa 


ggagtttgca 


780 


gggggcagtg 


caggccaaag 


cagcgtcttt 


cagtgctttg 


acgtcctgct 


gggcatccag 


840 


cagactgctg 


gtggaggaca 


tgctgctcag 


ttcctccagg 


acatgagaag 


atatatgcca 


900 


ccagctcaca 


ggaacttcct 


gtgctcatta 


gagtcaaatc 


cctcagtccg 


tgagtttgtc 


960 


ctttcaaaag 


gtgatgctgg 


cctgcgggaa 


gcttatgacg 


cctgtgtgaa 


agctctggtc 


1020 


tccctgagga 


gctaccatct 


gcaaatcgtg 


actaagtaca 


tcctgattcc 


tgcaagccag 


1080 


cagccaaagg 


agaataagac 


ctctgaagac 


ccttcaaaac 


tggaagccaa 


aggaactgga 


1140 


ggcactgatt 


taatgaattt 


cctgaagact 


gtaagaagta 


caactgagaa 


atcccttttg 


1200 



aaggaaggtt aa 1212 

<210> 108 

<211> 2098 

<212> DNA 

<213> Shigella Flexneri 



<400> 108 
gggtgaacca 


gaaggttcct 


tcgtggatta 


ccaaacaact 


atggtgcgga 


cagccaaggc 


60 


cattgcagtg 


accgttcagg 


agatggttac 


caagtcaaac 


accagcccag 


aggagctggg 


120 


ccctcttgct 


aaccagctga 


ccagtgacta 


tggccgtctg 


gcctcggagg 


ccaagcctgc 


180 


agcggtggct 


gctgaaaatg 


aagagatagg 


ttcccatatc 


aaacaccggg 


tacaggagct 


240 


gggccatggc 


tgtgccgctc 


tggtcaccaa 


ggcaggcgcc 


ctgcagtgca 


gccccagtga 


300 


tgcctacacc 


aagaaggagc 


tcatagagtg 


tgcccggaga 


gtctctgaga 


aggtctccca 


360 


cgtcctggct 


gcgctccagg 


ctgggaatcg 


tggcacccag 


gcctgcatca 


cagcagccag 


420 


cgctgtgtct 


ggtatcattg 


ctgacctcga 


caccaccatc 


atgttcgcca 


ctgctggcac 


480 


gctcaatcgt 


gagggtactg 


aaactttcgc 


tgaccaccgg 


gagggcatcc 


tgaagactgc 


540 


gaaggtgctg 


gtggaggaca 


ccaaggtcct 


ggtgcaaaac 


gcagctggga 


gccaggagaa 


600 


gttggcgcag 


gctgcccagt 


cctccgtggc 


gaccatcacc 


cgcctcgctg 


atgtggtcaa 


660 


gctgggtgca 


gccagcctgg 


gagctgagga 


ccctgagacc 


caggtggtac 


taatcaacgc 


720 


agtgaaagat 


gtagccaaag 


ccctgggaga 


cctcatcagt 


gcaacgaagg 


ctgcagctgg 


780 


caaagttgga 


gatgaccctg 


ctgtgtggca 


gctaaagaac 


tctgccaagg 


tgatggtgac 


840 


caatgtgaca 


tcattgctta 


agacagtaaa 


agccgtggaa 


gatgaggcca 


ccaaaggcac 


900 


tcgggccctg 


gaggcaacca 


cagaacacat 


acggcaggag 


ctggcggttt 


tctgttcccc 


960 


agagccacct 


gccaagacct 


ctaccccaga 


agacttcatc 


cgaatgacca 


agggtatcac 


1020 


catggcaacc 


gccaaggccg 


ttgctgctgg 


caattcctgt 


cgccaggaag 


atgtcattgc 


1080 


cacagccaat 


ctgagccgcc 


gtgctattgc 


agatatgctt 


cgggcttgca 


aggaagcagc 


1140 


ttaccaccca 


gaagtggccc 


ctgatgtgcg 


gcttcgagcc 


ctgcactatg 


gccgggagtg 


1200 


tgccaatggc 


tacctggaac 


tgctggacca 


tgtactgctg 


accctgcaga 


agccaagccc 


1260 
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agaactgaag 


cagcagttga 


caggacattc 


aaagcgtgtg 


gctggttccg 


tcactgagct 


1320 


catccaggct 


gctgaagcca 


tgaagggaac 


agaatgggta 


gacccagagg 


accccacagt 


1380 


cattgctgag 


aatgagctcc 


tgggagctgc 


agccgccatt 


gaggctgcag 


ccaaaaagct 


1440 


agagcagctg 


aagccccggg 


ccaaacccaa 


ggaggcagat 


gagtccttga 


actttgagga 


1500 


gcagatacta 


gaagctgcca 


agtccattgc 


agcagccacc 


agtgcactgg 


taaaggctgc 


1560 


gtcggctgcc 


cagagagaac 


tagtggccca 


agggaaggtg 


ggtgccattc 


cagccaatgc 


1620 


actggacgat 


gggcagtggt 


cccagggcct 


catttctgct 


gcccggatgg 


tggctgcggc 


1680 


caccaacaat 


ctgtgtgagg 


cagccaatgc 


agctgtacaa 


ggccatgcca 


gccaggagaa 


1740 


gctcatctca 


tcagccaagc 


aggtagctgc 


ctccacagcc 


cagctccttg 


tggcctgcaa 


1800 


ggtcaaggct 


gaccaggact 


cggaggcaat 


gaaacgactt 


caggctgctg 


gcaacgcagt 


1860 


gaagcgagcc 


tcagataatc 


tggtgaaagc 


agcacagaag 


gctgcagcct 


ttgaagagca 


1920 


ggagaatgag 


acagtggtgg 


tgaaagagaa 


gatggttggc 


ggcattgccc 


agatcatcgc 


1980 


agcacaggaa 


gaaatgcttc 


ggaaggaacg 


agagctggaa 


gaggcgcgga 


agaaactggc 


2040 


ccagatccgg 


cagcagcagt 


acaagtttct 


gccttcagag 


cttcgagatg 


agcactaa 


2098 



<210> 109 

<211> 301 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (1) . . (2) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (11) . . (11) 

<223> misc feature 



<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 



misc__feature 
(22) . . (22) 
misc feature 



misc_f eature 
(36) . . (38) 
misc feature 



misc_f eature 
(45) . . (45) 
misc feature 



misc_f eature 
(47) . . (48) 
misc feature 



misc_f eature 
(53) . . (53) 
misc feature 



mi sc_f eature 
(58) . . (58) 




<223> misc_feature 
<22Q> 

<221> misc_f eature 

<222> (70) . . (70) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (73) . . (73) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (89) . . (89) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (96) . . (96) 

<223> misc_feature 

<220> 

<221> misc__f eature 
<222> (100) . . (103) 

<223> misc feature 



<220> 



0*f3002 



221> misc_f eature 

222> (107) . . (107) 

223 > misc_f eature 

220> 

<221> mi sc_f eature 

<222> (111) . . (Ill) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (114) . . (114) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (119) . . (119) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (127) . . (127) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (130) . . (131) 

<223> misc feature 



100^3187 .043002 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 



mi sc__f eature 
(135) . . (135) 
misc_f eature 

misc_f eature 
(138) . . (138) 
misc_f eature 

mi sc_f eature 
(145) . . (145) 
mi sc_f eature 

mi sc_f eature 
(147) . . (149) 
misc_f eature 

mi sc_f eature 
(261) . . (261) 
misc_f eature 

misc_f eature 
(243) . . (243) 



3.00*4- 



:223 > misc_f eature 
:220> 

:221> mi sc_f eature 

:222> (164) . . (166) 

:223 > misc_f eature 

:220> 

:221> mi sc_f eature 

:222> (169) . . (169) 

:223 > misc_f eature 

:220> 

:221> mi sc_f eature 

:222> (177) . . (177) 

:223 > misc_f eature 

:220> 

:221> mi sc_f eature 

:222> (187) . . (187) 

:223> misc feature 



:220> 

:221> mi sc_f eature 

:222> (190) . . (190) 

:223> misc feature 



220> 
221> 



misc feature 




:222> (194) . . (194) 

:223> misc_feature 

:220> 

:221> misc__f eature 

:222> (208) . . (208) 

:223> misc__f eature 

:220> 

:221> misc_f eature 

:222> (212) . . (212) 

:223> misc_f eature 

:220> 

:221> mi sc_f eature 

:222> (215) . . (215) 

:223> misc_f eature 

:220> 

221> misc_f eature 

222> (223) . . (223) 

223 > misc_f eature 

220> 

221> misc_f eature 

222> (230) . . (230) 

223> misc feature 



100^3JiB7 .0431 




<220> 

<221> misc_f eature 

<222> (233) . . (234) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (263) . . (263) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (288) . . (288) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (290) . . (291) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (294) . . (294) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (296) . . (296) 

<223> misc feature 



<400> 109 

nnacaggaga ntgagttgca ancggcgggt gatgcnnntc taccngnncg tgnacgancc 60 

acagacgccn ctncctgggt cctgggatnc caaacnacan nnncatntac nttngtctnt 120 

gtcagancan nctgnggntg cactncnnnc gtcattgctt aacnnnacna gatgccncgt 18 0 

catttcnagn cacncataca ataccacntg cntgngtgat ttnttttttn ganntgccaa 240 

ttntgatgaa gggaacatat ntnttcatgg gaattggtct ttctgttnan ngtntnaaca 3 00 



c 

<210> 110 

<211> 947 

<212> DNA 

<213> Shigella Flexneri 

<400> 110 



301 



gctactcacc 


cacctctccc 


agctactcgc 


ccacctctcc 


cagctattcg 


cccacctctc 


60 


ccagctactc 


acccacttcc 


cctagctatt 


cgcccacttc 


ccctagctac 


tcgccaacgt 


120 


ctcccagcta 


ctcgccgaca 


tctcccagct 


actcgccaac 


ttcacccagc 


tattctccca 


180 


cttctcccag 


ctactcacct 


acctctccaa 


gctattcacc 


cacctccccc 


agctactcac 


240 


ccacttcccc 


aagttactca 


cccaccagcc 


cgaactattc 


tccaaccagt 


cccaattaca 


300 


ccccaacatc 


acccagctac 


agcccgacat 


cacccagcta 


ttcccctact 


agtcccaact 


360 


acacacctac 


cagccctaac 


tacagcccaa 


cctctccaag 


ctactctcca 


acatcaccca 


420 


gctattcccc 


gacctcacca 


agttactccc 


cttccagccc 


acgatacaca 


ccacagtctc 


480 


caacctatac 


cccaagctca 


cccagctaca 


gccccagttc 


gcccagctac 


agcccaacct 


540 


cacccaagta 


caccccaacc 


agtccttctt 


atagtcccag 


ctccccagag 


tataccccaa 


600 


cctctcccaa 


gtactcacct 


accagtccca 


aatattcacc 


cacctctccc 


aagtactcgc 


660 


ctaccagtcc 


cacctattca 


cccaccaccc 


caaaatactc 


cccaacatct 


cctacttatt 


720 


ccccaacctc 


tccagtctac 


accccaacct 


ctcccaagta 


ctcacctact 


agccccactt 


780 


actcgcccac 


ttcccccaag 


tactcgccca 


ccagccccac 


ctactcgccc 


acctccccca 


840 


aaggctcaac 


ctactctccc 


acttcccctg 


gttactcgcc 


caccagcccc 


acctacagtc 


900 



tcacaagccc ggctatcagc ccggatgaca gtgacgagga gaactga 947 

<210> 111 
<211> 378 
<212> DNA 

<213> Shigella Flexneri 
<400> 111 

atgcacaagg aggaacatga ggtggctgtg ctgggggcac cccccagcac catccttcca 6 0 

aggtccaccg tgatcaacat ccacagcgag acctccgtgc ccgaccatgt cgtctggtcc 120 

ctgttcaaca ccctcttctt gaactggtgc tgtctgggct tcatagcatt cgcctactcc 180 

gtgaagtcta gggacaggaa gatggttggc gacgtgaccg gggcccaggc ctatgcctcc 240 

accgccaagt gcctgaacat ctgggccctg attctgggca tcctcatgac cattggattc 300 

atcctgtcac tggtattcgg ctctgtgaca gtctaccata ttatgttaca gataatacag 360 

gaaaaacggg gttactag 3 78 

<210> 112 
<211> 852 
<212> DNA 

<213> Shigella Flexneri 
<400> 112 

atggagaaaa cttgtataga tgcacttcct cttactatga attcttcaga aaagcaagag 60 
actgtatgta tttttggaac tggtgatttt ggaagatcac tgggattgaa aatgctccag 120 
tgtggttatt ctgttgtttt tggaagtcga aacccccaga agaccaccct actgcccagt 180 
ggtgcagaag tcttgagcta ttcagaagca gccaagaagt ctgacatcat aatcatagca 240 
atccacagag agcattatga ttttctcaca gaattaactg aggttctcaa tggaaaaata 3 00 
ttggtagaca tcagcaacaa cctcaaaatc aatcaatatc cagaatctaa tgcagagtac 360 
cttgctcatt tggtgccagg agcccacgtg gtaaaagcat ttaacaccat ctcagcctgg 420 
gctctccagt caggagcact ggatgcaagt cggcaggtgt ttgtgtgtgg aaatgacagc 4 80 




01-3002 



aaagccaagc 


aaagagtgat 


ggatattgtt 


cgtaatcttg 


gacttactcc 


aatggatcaa 


540 


ggatcactca 


tggcagccaa 


agaaattgaa 


aagtaccccc 


tgcagctatt 


tccaatgtgg 


600 


aggttcccct 


tctatttgtc 


tgctgtgctg 


tgtgtcttct 


tgtttttcta 


ttgtgttata 


660 


agagacgtaa 


tctaccctta 


tgtttatgaa 


aagaaagata 


atacatttcg 


tatggctatt 


720 


tccattccaa 


atcgtatctt 


tccaataaca 


gcaccttaca 


ctgcttgctt 


tggtttacct 


780 


ccctggtgtt 


attgctgcca 


ttctacaact 


gtaccgaggc 


acaaaatacc 


gtcgattccc 


840 


agactggctt 


ga 










852 



<210> 113 
<211> 318 
<212> DNA 

<213 > Shigella Flexneri 
<400> 113 

ccaggacgtc caggccagcc aggcggaggc tgaccagcag cagactcgcc tcaaggagct 60 
ggagtcccag gtgtcgggtc tggagaagga ggccatcgag ctcagggagg ccgtcgagca 12 0 
gcagaaagtg aagaacaatg acctccggga gaagaactgg aaggccatgg aggcactggc 180 
cacggccgag caggcctgca aggagaagct gcactccctg acccaggcca aggaggaatc 240 
ggagaagcag ctctgtctga ttgaggcgca gaccatggag gccctgctgg ctctgctccc 3 00 
agaactctct gtcttggc 318 

<210> 114 
<211> 197 
<212> DNA 

<213> Shigella Flexneri 
<400> 114 

ggccgaggag acgcagagca cactgcaggc cgagtgtgac cagtaccgca gcatcctggc 6 0 

ggagacggag ggcatgctca gagacctgca gaagagcgtg gaggaggagg agcaggtgtg 12 0 
gagggccaag gtgggcgccg cagaggagga gctccagaag tcccgggtca cagtgaagca 180 
tctcgaagag attgtag 197 
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210> 115 

211> 320 

212 > DNA 

213> Shigella Flexneri 



220> 

221> misc_feature 

222> (3) . . (3) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (8) . . (8) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (10) . . (11) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (40) . . (40) 

<223> misc feature 



<220> 
<221> 
<222> 



mi sc_f eature 
(46) . . (46) 
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<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc feature 



misc_f eature 
(62) . . (62) 
misc feature 



misc_f eature 
(65) . . (65) 
misc feature 



misc_f eature 
(80) . . (80) 
misc feature 



misc_f eature 
(96) . . (96) 
misc feature 



mi sc_f eature 
(99) . . (99) 
misc feature 



<220> 
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<221> misc_f eature 

<222> (114) . . (115) 

<22 3> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (125) . . (125) 

<22 3> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (146) . . (147) 

<22 3> mi sc__f eature 

<220> 

<221> mi sc_f eature 

<222> (150) . . (150) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (169) . . (169) 

<22 3 > mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (179) . . (179) 

<22 3 > misc feature 



7? .043002 



:220> 

: 2 2 1 > mis cofeature 

:222> (184) . . (185) 

22 3 > misc_f eature 

220> 

22 1> mi sc_f eature 

222> (188) . . (188) 

223> misc_f eature 

220> 

221> misc_feature 

222> (191) . . (191) 

223> misc_feature 

220> 

221> misc_feature 

222> (198) . . (199) 

22 3 > misc feature 



220> 

221> misc_feature 

222> (208) . . (208) 

223> misc feature 



220> 
221> 
222> 



misc_f eature 
(215) . . (215) 
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<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc feature 



misc_feature 
(221) . . (221) 
misc_f eature 

mi sc_f eature 
(224) . . (224) 
misc feature 



misc__f eature 
(238) . . (238) 
misc feature 



misc_f eature 
(244) . . (244) 
misc feature 



misc_f eature 
(256) . . (256) 
misc feature 



<220> 
<221> 



misc feature 



^ 100*2^7' ffi 0«002 

<222> (258) . . (258) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (264) . . (264) 

<223> misc__f eature 

<220> 

<221> misc_f eature 

<222> (289) . . (289) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (297) . . (297) 

<223> misc feature 



<400> 115 

gangaatncn ntatgccaaa aggacaagga ggtattggtn gcttangctg gctatgaata 60 

cntcnttctg tttgtgatan tctatttctt acaccntcng gcatggtagg caanngccac 12 0 

agtanatgcc acatctatga ggctgnngcn gcatactcgc cgtgtctanc tacatcctng 180 

ttannggntg nggcccgnnc ggttcctncc gattntgttc nggncacagc ctggtgtntg 24 0 

acanctcgga ccgcgntnac tatnacctcc tggaggacct accacgaang catgctnacc 3 00 

ctggtgggga ggctggaagg 320 



<210> 116 
<211> 562 
<212> DNA 
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<213> Shigella Flexneri 
<400> 116 

catgactgca gaccttccta atgaactcat tgaactgctg gagaaaattg tccttgataa 60 

ctctgtattc agtgaacaca ggaatctgca aaacctcctt atcctcactg caattaaggc 120 

tgaccgtaca cgtgttatgg agtatattaa ccgcctggat aattatgatg ccccagatat 180 

tgccaatatc gccatcagca atgagctgtt tgaagaagca tttgccattt tccggaaatt 240 

tgatgtcaat acttcagcag ttcaggtctt aattgagcat attggaaact tggatcgggc 3 00 

atatgagttt gctgaacgtt gcaatgaacc tgcggtctgg agtcaacttg caaaagccca 360 

gttgcagaaa ggaatggtga aagaagccat tgattcttat atcaaagcag atgatccttc 420 

ctcctacatg gaagttgttc aggctgccaa tactagtgga aactgggaag aactggtgaa 480 

gtacttgcag atggcccgta agaaggctcg agagtcctat gtggagacag aactgatatt 540 

cgcactggct aaaacaaacc gc 562 

<210> 117 
<211> 1645 
<212> DNA 

<213> Shigella Flexneri 
<400> 117 

tgcagtccaa gagatctccc atctcattga gccgctggcc aatgctgccc gggctgaagc 60 

ctcccagctg ggacacaagg tgtcccagat ggcgcagtac tttgagccgc tcaccctggc 120 

tgcagtgggt gctgcctcca agaccctgag ccacccgcag cagatggcac tcctggacca 180 

gactaaaaca ttggcagagt ctgccctgca gttgctatac actgccaagg aggctggtgg 240 

taacccaaag caagcagctc acacccagga agccctggag gaggctgtgc agatgatgac 3 00 

cgaggccgta gaggacctga caacaaccct caacgaggca gccagtgctg ctggggtcgt 3 60 

gggtggcatg gtggactcca tcacccaggc catcaaccag ctagatgaag gaccaatggg 420 

tgaaccagaa ggttccttcg tggattacca aacaactatg gtgcggacag ccaaggccat 480 

tgcagtgacc gttcaggaga tggttaccaa gtcaaacacc agcccagagg agctgggccc 540 

tcttgctaac cagctgacca gtgactatgg ccgtctggcc tcggaggcca agcctgcagc 600 
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ggtggctgct 


gaaaatgaag 


agataggttc 


ccatatcaaa 


caccgggtac 


aggagctggg 


660 


ccatggctgt 


gccgctctgg 


tcaccaaggc 


aggcgccctg 


cagtgcagcc 


ccagtgatgc 


720 


ctacaccaag 


aaggagctca 


tagagtgtgc 


ccggagagtc 


tctgagaagg 


tctcccacgt 


780 


cctggctgcg 


ctccaggctg 


ggaatcgtgg 


cacccaggcc 


tgcatcacag 


cagccagcgc 


840 


tgtgtctggt 


atcattgctg 


acctcgacac 


caccatcatg 


ttcgccactg 


ctggcacgct 


900 


caatcgtgag 


ggtactgaaa 


ctttcgctga 


ccaccgggag 


ggcatcctga 


agactgcgaa 


960 


ggtgctggtg 


gaggacacca 


aggtcctggt 


gcaaaacgca 


gctgggagcc 


aggagaagtt 


1020 


ggcgcaggct 


gcccagtcct 


ccgtggcgac 


catcacccgc 


ctcgctgatg 


tggtcaagct 


1080 


gggtgcagcc 


agcctgggag 


ctgaggaccc 


tgagacccag 


gtggtactaa 


tcaacgcagt 


1140 


gaaagatgta 


gccaaagccc 


tgggagacct 


catcagtgca 


acgaaggctg 


cagctggcaa 


1200 


agttggagat 


gaccctgctg 


tgtggcagct 


aaagaactct 


gccaaggtga 


tggtgaccaa 


1260 


tgtgacatca 


ttgcttaaga 


cagtaaaagc 


cgtggaagat 


gaggccacca 


aaggcactcg 


1320 


ggccctggag 


gcaaccacag 


aacacatacg 


gcaggagctg 


gcggttttct 


gttccccaga 


1380 


gccacctgcc 


aagacctcta 


ccccagaaga 


cttcatccga 


atgaccaagg 


gtatcaccat 


1440 


ggcaaccgcc 


aaggccgttg 


ctgctggcaa 


ttcctgtcgc 


caggaagatg 


tcattgccac 


1500 


agccaatctg 


agccgccgtg 


ctattgcaga 


tatgcttcgg 


gcttgcaagg 


aagcagctta 


1560 


ccacccagaa 


gtggcccctg 


atgtgcggct 


tcgagccctg 


cactatggcc 


gggagtgtgc 


1620 


caatggctac 


ctggaactgc 


tggac 








1645 



<210> 118 
<211> 1414 
<212> DNA 

<213> Shigella Flexneri 
<400> 118 

cagtgatgtg ctggacaagg ccagcagcct cattgaggag gcgaaaaagg cagctggcca 60 
tccaggggac cctgagagcc agcagcggct tgcccaggtg gctaaagcag tgacccaggc 120 
tctgaaccgc tgtgtcagct gcctacctgg ccagcgcgat gtggataatg ccctgagggc 180 
agttggagat gccagcaagc gactcctgag tgactcgctt cctcctagca ctgggacatt 24 0 
tcaagaagct cagagccggt tgaatgaagc tgctgctggg ctgaatcagg cagccacaga 3 00 
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actggtgcag gcctctcggg gaacccctca ggacctggct cgagcctcag gccgatttgg 360 

acaggacttc agcaccttcc tggaagctgg tgtggagatg gcaggccagg ctccgagcca 420 

ggaggaccga gcccaagttg tgtccaactt gaagggcatc tccatgtctt caagcaaact 480 

tcttctggct gccaaggccc tgtccacgga ccctgctgcc cctaacctca agagtcagct 540 

ggctgcagct gccagggcag taactgacag catcaatcag ctcatcacta tgtgcaccca 6 00 

gcaggcaccc ggccagaagg agtgtgataa cgccctgcgg gaattggaga cggtccggga 660 

actcctggag aacccagtcc agcccatcaa tgacatgtcc tactttggtt gcctggacag 720 

tgtaatggag aactcaaagg tgctgggcga ggccatgact ggcatctccc aaaatgccaa 7 80 

gaacggaaac ctgccagagt ttggagatgc catttccaca gcctcaaagg cactttgtgg 840 

cttcaccgag gcagctgcac aggctgcata tctggttggt gtctctgacc ccaatagcca 900 

agctggacag caagggctag tggagcccac acagtttgcc cgtgcaaacc aggcaattca 960 

gatggcctgc cagagtttgg gagagcctgg ctgtacccag gcccaggtgc tctctgcagc 1020 

caccattgtg gctaaacaca cctctgcact gtgtaacagc tgtcgcctgg cttctgcccg 1080 

taccaccaat cctactgcca agcgccagtt tgtacagtca gccaaggagg tggccaacag 1140 

cacagctaat cttgtcaaga ccatcaaggc gctagatggg gccttcacag aggagaaccg 12 00 

tgcccagtgc cgagcagcaa cagcccctct gctggaggct gtggacaatc tgagtgcctt 1260 

tgcgtccaac cctgagttct ccagcattcc tgcccagatc agccctgagg gtcgggctgc 1320 

catggagccc attgtgatct ctgccaagac aatgttagag agtgccgggg gactcatcca 13 80 

gacagcccgg gccctcgcag tcaatccccg ggac 1414 

<210> 119 
<211> 113 
<212> DNA 

<213> Shigella Flexneri 
<400> 119 

cacaggggct gacctgctgg aagagcatct tggtgaaatc tggaacctgc gccagcgcct 60 

ggaggagtcc atctgcatca atgactgcct acgggagcaa ctggaacacc ggc 113 



<210> 120 
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<211> 1316 
<212> DNA 

<213> Shigella Flexneri 



<400> 120 

cctggagagt ctcatccaga gagtatccca gctggaggcc cagctcccaa aaaatggact 60 

agaagagaag ctggctgagg agctgagatc agcctcgtgg cctgggaaat atgattccct 12 0 

gattcaggat caggcccggg aactgtctta cctacggcaa aaaatacgag aagggagagg 180 

tatttgttat cttatcaccc ggcatgcaaa agatacagta aaatcttttg aggatctcct 240 

aaggagcaat gacattgact actacctggg acagagcttc cgggagcaac tcgcccaggg 300 

aagccagctg acagagaggc tcaccagcaa actcagcacc aaggatcata aaagtgagaa 360 

agatcaagct ggacttgagc cactggccct caggctcagc agggagctgc aggagaagga 420 

gaaagtgatt gaagtcctgc aggccaagct ggatgctcgg tccctcacac cctccagcag 480 

ccatgccttg tctgactccc accgctctcc cagcagcacc tctttcctgt ctgatgaact 540 

ggaagcctgc tctgacatgg acatagtcag cgagtacaca cactatgaag agaagaaagc 600 

ttctcccagt cactcagatt ccatccatca ttcgagtcat tctgctgtgt tgtcttctaa 660 

accatcatca accagtgcat ctcagggggc taaggccgaa tccaacagca accccatcag 72 0 

cttgccaact ccccagaata cccccaagga ggccaaccag gcccattcag gctttcattt 780 

tcactccata cccaagctgg ctagccttcc tcaggcacca ttgccctcag ctccatccag 840 

cttcctgcct ttcagcccca ctggccctct cctccttggc tgctgtgaga caccagtggt 900 

ctccttggct gaggctcagc aggagctaca gatgctgcag aagcagttgg gagaaagtgc 960 

cagcactgtt cctcctgctt ccacagctac attgctgagc aacgacttgg aagccgactc 1020 

ttcctactac ctcaactctg cccagcctca ctctcctcca aggggcacca tagaactggg 1080 

aagaatccta gagcctgggt acctgggcag cagtggcaag tgggatgtga tgaggcctca 114 0 

gaaagggagt gtatctgggg acctatcctc aggctcctct gtgtaccagc ttaactccaa 12 00 

acccacaggg gctgacctgc tggaagagca tcttggtgaa atccggaacc tgcgccagcg 1260 

cctggaggag tccatctgca tcaatgaccg cctacgggag caactggaac accggc 1316 

<210> 121 




<211> 496 
<212> DNA 

<213> Shigella Flexneri 



<400> 121 
atgcttacag 


agcttctctt 


tgaattacat 


gtggcggcca 


cacctgacaa 


actcaataag 


60 


gccatgaaga 


gggctcatga 


ctgggtggaa 


gaggatcaaa 


ccgtggtgtc 


agtagatgtg 


120 


gcaaaagtgt 


ccgaagaaga 


aacaaagaag 


gaagaaaagg 


aagagaaatc 


tcaagaccct 


180 


caagaagaca 


aaaaggagga 


aaagaaaact 


aagaccatag 


aggaagtata 


catgtcgtcc 


240 


attgaaagtc 


tggcggaggt 


aacagcgcgc 


tgtattgagc 


agcttcataa 


agtagcagaa 


300 


ttaattcttc 


atggacaaga 


agaggaaaaa 


ccagctcagg 


accaagcaaa 


agttctaata 


360 


aaattaacta 


ctgcaatgtg 


caatgaagtg 


gcctctttat 


caaagaagtt 


tacgaattct 


420 


ttaaccactg 


ttgggagcaa 


caagaaggcc 


gaggtcctta 


accccatgat 


cagtagtgta 


480 


ttgttagagg 


gctgca 










496 



<210> 122 
<211> 607 
<212> DNA 

<213> Shigella Flexneri 
<400> 122 

gttccagaac agacaggtgc agagcctgct ggagctgcgg gaggcccagg tggacgcaga 6 0 

ggcccagcgg aggctggaac acctgagaca ggctctgcag cggctcaggg aggtcgtcct 12 0 

tgatgcaaac acaactcagt tcaagaggct gaaagagatg aacgagaggg agaagaagga 180 

gctgcagaag atcctggaca gaaagcgcca taacagcatc tcggaggcca agatgaggga 240 

caagcataag aaggaggcgg aactgacgga gattaaccgt cggcacatca ctgagtcagt 3 00 

caactccatc cgtcggctgg aggaggccca gaagcagcgg catgaccgtc ttgtggctgg 3 60 

gcagcagcag gtcctgcaac agctggcaga agaggagccc aagctgctgg cccagctggc 420 

ccaggagtgt caggagcagc gggcgaggct cccccaggag atccgccgga gcctgctggg 4 80 

cgagatgccg gaggggctgg gggacgggcc tctggtggcc tgtgccagca acggtcacgc 540 



acccgggagc agcgggcacc tgtcgggcgc tgactcggag agccaggagg agaacacgca 6 00 
gctctga 60 7 

<210> 123 

<211> 713 

<212> DNA 

<213> Shigella Flexneri 



<400> 123 
ctcctcggct 


gggggctcgg 


gcaattcccg 


gcccccacgc 


aacctccaag 


gcttgctgca 


60 


gatggccatc 


accgcgggct 


ctgaagagcc 


agaccctcct 


ccagaaccga 


tgagtgagga 


120 


gaggcgtcag 


tggctgcagg 


aggccatgtc 


ggctgccttc 


cgaggccagc 


gggaggaggt 


180 


ggagcagatg 


aagagctgcc 


tccgagtgct 


gtcacagccc 


atgcccccca 


ctgctgggga 


240 


ggccgagcag 


gcggccgacc 


agcaagagcg 


agagggggcc 


ctggagctgc 


tggccgacct 


300 


gtgtgagaac 


atggacaatg 


ccgcagactt 


ctgccagctg 


tctggcatgc 


acctgctggt 


360 


gggccggtac 


ctggaggcgg 


gggctgcggg 


actgcggtgg 


cgggcggcac 


agctcatcgg 


420 


cacgtgcagt 


cagaacgtgg 


cagccatcca 


ggagcaggtg 


ctgggcctgg 


gtgccctgcg 


480 


taagctgctg 


cggctgctgg 


accgcgacgc 


ctgcgacacg 


gtgcgcgtca 


aggccctctt 


540 


cgccatctcc 


tgtctggtcc 


gagagcagga 


ggctgggctg 


ctgcagttcc 


tccgcctgga 


600 


cggcttctct 


gtgttgatga 


gggccatgca 


gcagcaggtg 


cagaagctca 


aggtcaaatc 


660 


agcattcctg 


ctgcagaacc 


tgctggtggg 


ccaccctgaa 


cacaaaggga 


ccc 


713 



<210> 124 
<211> 443 
<212> DNA 

<213> Shigella Flexneri 
<400> 124 

atggcagaga aggtgctggt aacaggtggg gctggctaca ttggcagcca cacggtgctg 60 
gagctgctgg aggctggcta cttgcctgtg gtcatcgata acttccataa tgccttccgt 120 
99 a 99999ct ccctgcctga gagcctgcgg cgggtccagg agctgacagg ccgctctgtg 180 
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gagtttgagg agatggacat tttggaccag ggagccctac agcgtctctt caaaaagtac 240 

agctttatgg cggtcatcca ctttgcgggg ctcaaggccg tgggcgagtc ggtgcagaag 3 00 

cctctggatt attacagagt taacctgacc gggaccatcc agcttctgga gatcatgaag 360 

gcccacgggg tgaagaacct ggtgttcagc agctcagcca ctgtgtacgg gaacccccag 42 0 

tacctgcccc ttgatgaggc cca 443 

<210> 125 
<211> 845 
<212> DNA 

<213> Shigella Flexneri 
<400> 125 

aaaagtggtt caacggttgg tagagagagg aagatctttg gatgatgcaa ggaagagagc 60 

caagcagttc catgaagctt ggagtaaact tatggagtgg ctagaagagt cagaaaagtc 12 0 

tttggattct gaactggaaa tcgcaaatga tccagacaaa ataaaaacac aacttgcaca 180 

acataaggag tttcagaaat cactcggagc caagcattct gtctacgaca ccaccaacag 240 

gactggacgt tctctgaagg agaaaacctc cctggctgat gacaacctga aactggatga 3 00 

catgctgagt gaactcagag acaaatggga taccatatgt ggaaaatctg tggaaagaca 3 60 

aaacaaattg gaggaagccc tgttattttc tggacaattc acagatgccc tacaggctct 420 

cattgattgg ttatatagag ttgaacccca gctggcagaa gaccagcctg ttcatggaga 4 80 

cattgatttg gtgatgaatc tgatcgataa tcacaaggcc ttccaaaaag agttggggaa 540 

gaggaccagc agtgtgcagg ccctgaagcg ctcagcccga gaactcatag aaggcagtcg 600 

ggatgactcc tcctgggtca aggtccagat gcaggaatta agcacacgct gggagaccgt 660 

gtgtgcactt tctatatcaa agcaaacacg gttagaagca gccctgcgtc aggcagagga 72 0 

attccactcg gtggtacatg ccctcttgga gtggctggct gaggcggagc aaaccctgcg 780 

tttccatggt gtcctcccag atgatgagga tgctctccgg actctcattg atcagcataa 840 

agaat 845 



<210> 126 
<211> 1721 



<212> DNA 

<213> Shigella Flexneri 



<400> 126 



gctgactcat 


accgaagagt 


tgttagatgc 


tcagagacca 


ataagtggag 


acccaaaagt 


60 


cattgaagtt 


gagctcgcaa 


agcaccatgt 


cctaaaaaat 


gatgttttgg 


ctcatcaagc 


120 


cacagtggaa 


acagtcaaca 


aagctggcaa 


tgagcttctt 


gaatccagtg 


ctggagatga 


180 


tgccagcagc 


ttaaggagcc 


gtttggaagc 


catgaaccaa 


tgctgggagt 


cagtgttaca 


240 


gaaaacagag 


gagagggagc 


agcagcttca 


gtcaactctg 


cagcaggccc 


a gggcttcca 


300 


cagtgaaatt 


gaagatttcc 


tcttggaact 


tactagaatg 


gagagccagc 


tttctgcatc 


360 


taagcccaca 


ggaggacttc 


ctgaaactgc 


tagggaacag 


cttgatacac 


atatggaact 


420 


ctattcccag 


ctgaaagcca 


aggaagagac 


ttataatcaa 


ctacttgaca 


agggcagact 


480 


catgcttcta 


agccgtgacg 


actctgggtc 


tggctccaag 


acagaacaga 


gtgtagcact 


540 


tttggagcag 


aagtggcatg 


tggtcagcag 


taagatggaa 


gaaagaaagt 


caaagctgga 


600 


agaggccctc 


aacttggcaa 


cagaattcca 


gaattcccta 


caagaattta 


tcaactggct 


660 


cactctagca 


gagcagagtt 


taaacatcgc 


ttctccacca 


agcctgattc 


taaatactgt 


720 


cctttcccag 


atagaagagc 


acaaggtttt 


tgctaatgaa 


gtaaatgctc 


atcgagacca 


780 


gatcattgag 


ctggatcaaa 


ctgggaatca 


attaaagttc 


cttagccaaa 


agcaggatgt 


840 


tgttctgatc 


aagaatttgt 


tggtgagcgt 


gcagtctcga 


tgggagaagg 


ttgtccagcg 


900 


atctattgaa 


agagggcgat 


cactagatga 


tgccaggaag 


cgggcaaaac 


aattccatga 


960 


agcttggaaa 


aaactgattg 


actggctaga 


agatgcagag 


agtcacctgg 


actcagaact 


1020 


agagatatcc 


aatgacccag 


acaaaattaa 


acttcagctt 


tctaagcata 


aggagtttca 


1080 


gaagactctt 


ggtggcaagc 


agcctgtgta 


tgataccaca 


attagaactg 


gcagagcact 


1140 


gaaagaaaag 


actttgcttc 


ccgaagatac 


tcagaaactt 


gacaatttcc 


taggagaagt 


1200 


cagagacaaa 


tgggatactg 


tttgtggcaa 


gtctgtggag 


cggcagcaca 


agttggagga 


1260 


agccctgctc 


ttttcgggtc 


agttcatgga 


tgctttgcag 


gcattggttg 


actggttata 


1320 


caaggtggag 


ccacagctgg 


ctgaggacca 


gcccgtgcac 


ggggaccttg 


acctcgtcat 


1380 


gaacctcatg 


gatgcacaca 


aggttttcca 


gaaggaactg 


ggaaagcgaa 


caggaaccgt 


1440 


tcaggtcctg 


aagcggtcag 


gccgagagct 


gattgagaat 


agtcgagatg 


acaccacttg 


1500 



ggtaaaagga cagctccagg aactgagcac tcgctgggac actgtctgta aactctctgt 1560 

ttccaaacaa agccggcttg agcaggcctt aaaacaagcg gaagtgtttc gagacacagt 162 0 

ccacatgctg ttggagtggc tttctgaagc agagcaaacg cttcgctttc ggggagcact 1680 

tcctgatgac acagaggccc tgcagtctct cattgacacc c 1721 

<210> 127 

<211> 775 

<212> DNA 

<213> Shigella Flexneri 



<400> 127 
ggaaaaagaa 


gagctgccac 


gtgccgtggg 


tacccagaca 


ttgagtggtg 


ctggtctcct 


60 


caagatgttc 


aacaaagcca 


cagatgccgt 


cagcaaaatg 


accatcaaga 


tgaatgaatc 


120 


agacatttgg 


tttgaggaga 


agctccagga 


ggtagagtgt 


gaggagcagc 


gcttacggaa 


180 


actgcatgct 


gttgtagaaa 


ctctagtcaa 


ccataggaaa 


gagctagcgc 


tgaacacagc 


240 


ccagtttgca 


aagagtctag 


ccatgcttgg 


gagctctgag 


gacaacacgg 


cattgtcacg 


300 


ggcactctcc 


cagctggctg 


aggtggaaga 


aaaaattgag 


cagctccacc 


aggaacaggc 


360 


caacaatgac 


ttcttcctcc 


ttgctgagct 


cctgagtgac 


tacattcgcc 


tcctggccat 


420 


agtccgcgct 


gccttcgacc 


agcgcatgaa 


gacatggcag 


cgctggcagg 


atgcccaagc 


480 


cacactgcag 


aagaagcggg 


aggccgaggc 


tcggctgctg 


tgggccaaca 


agcctgataa 


540 


gctgcagcag 


gccaaggacg 


agatcctcga 


gtgggagtct 


cgggtgactc 


aatatgaaag 


600 


ggacttcgag 


aggatttcaa 


cagtggtccg 


aaaagaagtg 


atacggtttg 


agaaagagaa 


660 


atccaaggac 


ttcaagaacc 


acgtgatcaa 


gtaccttgag 


acactccttt 


actcacagca 


720 


gcagctggca 


aagtactggg 


aagccttcct 


tcctgaggca 


aaggccatct 


cctaa 


775 



<210> 128 

<211> 1617 

<212> DNA 

<213> Shigella Flexneri 
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<400> 128 
tgatgcccca 


ccacagcttg 


aagatgagga 


acctgcattt 


ccacatactg 


acttggccaa 


60 


gttggatgac 


atgatcaaca 


ggcctcgatg 


ggtggttcca 


gttttgccga 


aaggggaatt 


120 


agaagtgctt 


ttagaagctg 


ctattgatct 


tagtaaaaag 


ggccttgatg 


ttaaaagtga 


180 


agcatgtcag 


cgatttttcc 


gtgatgggct 


aacaatatca 


ttcactaaaa 


ttcttacaga 


240 


tgaagcagtg 


agtggctgga 


agtttgaaat 


tcataggtgt 


ctggtggagc 


tatgtgtggc 


300 


caagttgtcc 


caagactggt 


ttccactttt 


agaacttctt 


gccatggcct 


taaatcctca 


360 


ttgcaaattc 


catatctaca 


atggtacacg 


tccatgtgaa 


tcagtttcct 


caagtgttca 


420 


gttgcctgaa 


gatgaactct 


ttgctcgttc 


tccagatcct 


cgatcaccaa 


agggttggct 


480 


agtggatctt 


ctcaacaaat 


ttggcacttt 


aaatgggttc 


cagattttgc 


atgatcgttt 


540 


tattaatgga 


tcagcattaa 


acgttcaaat 


aattgcagcc 


cttattaaac 


catttgggca 


600 


atgctatgag 


tttctcactc 


ttcatacagt 


gaaaaagtac 


tttcttccaa 


taatagaaat 


660 


ggttccacag 


tttttagaaa 


acttaactga 


tgaagaactg 


aaaaaagaag 


caaagaatga 


720 


agccaaaaat 


gatgctcttt 


caatgattat 


taaatctttg 


aagaatttag 


cttcaagggt 


780 


tccaggacaa 


gaagaaactg 


ttaaaaactt 


agaaatattt 


aggttaaaaa 


tgatacttag 


840 


attattgcaa 


atttcttctt 


tcaatggaaa 


gatgaatgca 


ctgaatgaag 


ttaataaggt 


900 


gatatctagt 


gtatcatact 


atactcatcg 


acatggtaat 


cctgaggagg 


aagagtggct 


960 


cacagctgaa 


cgaatggcag 


aatggataca 


gcagaacaat 


atcttatcca 


tagtgttgcg 


1020 


agatagtctt 


catcagccac 


agtatgtaga 


aaagttagag 


aagattcttc 


gttttgtcat 


1080 


caaagaaaaa 


gctctgacct 


tacaggatct 


tgataatatc 


tgggcagcac 


aggcagggaa 


1140 


acatgaagcc 


attgtgaaga 


atgtacatga 


tctcctggca 


aaattggcat 


gggatttttc 


1200 


tcctgaacaa 


cttgatcatc 


cttttgattg 


ttttaaggcc 


agtcggacaa 


atgcgagtaa 


1260 


3 3 3 *Tf^ 3 3 /"""fT t~ 

daay L-ddv-y L. 


y ci d d d y t_- u cti— 


i_ i_ y ciy l. uy a l 


dv_y L.l_y L. L. 


y dy d ay d L. y 


dL.dddydL.yy 


1 J ^ u 


tgtgatggca 


cacagagtgt 


tgaaccttct 


gtggaatctg 


gctcacagtg 


atgatgtgcc 


1380 


tgtagatatc 


atggacctgg 


ctctcagtgc 


ccacataaaa 


atactagatt 


acagttgctc 


1440 


ccaggaccgt 


gatacacaaa 


agatccaatg 


gatagatcgc 


tttatagaag 


aacttcgcac 


1500 


aaatgacaaa 


tgggttattc 


ccgcactgaa 


acaaattaga 


gaaatttgta 


gtttgtttgg 


1560 


tgaagcgcct 


caaaatttga 


gtcaaactca 


gcgaagtccc 


catgtgtttt 


atcgcca 


1617 
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<210> 129 

<211> 4525 

<212> DNA 

<213> Shigella Flexneri 



<400> 129 



ccatgccaaa 


cttggagaaa 


qcaqccttaq 


tccatctctt 


apir , tr , ^r , 1~t~l~ 
ycLL»L.L»ciu.L. ul 


t~ t~* +~ i~ t~ r~r/~r i~ r~< 

LtLL Ly y u c C 


c n 
o U 


ttcagcctca 


caagtgctat 


at ctaacaga 


crcrtaat rhai- 




cgccEgctgg 


12 0 


tgcacctctg 


gctgatgatt 


cctctgattt 


t cagtt t cac 


u l- u l uyddcict 


y egguggect 


TOO 


accccttgta 


ctgagtatgc 


taaccagaaa 


taacttccf a 


UL.yaaty Ldy 


aid uggaaac 


24 0 


tcgaaggggt 


gcctacctca 


atgctcttaa 


aat agccaag 


l» l. l. l. Lyu Lad. 


v— uyLLaCLyy 


o n o 
jUU 


ctatggtcat 


Qttcqaqctq 


tggcagaagc 


u uy Luo.y L/^d 


yyL-yL.ayaag 


gtgtgaatcc 


3 60 


catgacacag 


atcaaccaag 


ttacccatga 




y tyL LciLa.d.a 


4— ^ 

ytgcccLLca 


42 0 


gagcattcct 


aatccatcat 


ccqaqtqcat 


get tagaaat 


y i_v_ciy LL.L 


4— /~i +- /-T/-^ 4- i^t ^ 

yLLLCyCLCa 


/ q n 


gcagatatct 


gatqaqqctt 


caagatatat 


erect aat a 1 1 


L-y l. y uctctL. Lei 


y age t. a cac a 


54 0 


aaaaattatc 


tgggcatcag 


qatqtqqqtc 


ot tacacrct a 


ni" at" t - f- jt f~* c~* 
y uql l l ay t_ U 


/^i ^ n ^ f- /-» ^ r?i 

Ldddugaaga 


6 0 0 


aatcactaaa 


atttatgaga 


agaccaatgc 


aqqcaatqaa 


ccaaaff t era 


cictyctuyctctUci 




ggtttgctgt 


gaagcattgg 


aagtgatgac 


cttatgtttt 


qccttaatt r 


a. a. v_ cty l,lul> 


/ z u 


ca.yciL.yL, L. U L. L. 


o.y caaagaaa 


aggcttggca 


gacattcatc 


attgacttac 


tattgeactg 


780 


tcacagcaaa 


actgttcgtc 


aggtggcaca 


ggagcagttc 


tttttaatgt 


gcaccagatg 


840 


ttgcatggga 


caccggcctc 


tacttttctt 


cattactcta 


ctctttactg 


ttttggggag 


900 


cacagcaaga 


gagagagcta 


aacactcagg 


cgactacttt 


actcttttaa 


gacaccttct 


960 


taattacgct 


tacaatagta 


atattaatgt 


acccaatgct 


gaagttcttt 


tcaataatga 


1020 


aattgattgg 


cttaaaagaa 


ttagggatga 


tgttaaaaga 


acaggagaaa 


c 999tattga 


1080 


agagacgatc 


ttagagggcc 


accttggagt 


gacaaaggag 


ttactggcct 


ttcaaacttc 


1140 


tgagaaaaaa 


tttcatattg 


gttgtgaaaa 


aggaggtget 


aatctcatta 


aagaattaat 


1200 


tgatgatttc 


atatttcctg 


catccaatgt 


ttacctacag 


tatatgagaa 


atggagagct 


1260 


tccagctgaa 


caggctattc 


cggtctgtgg 


ttcaccacct 


acaattaatg 


ctggttttga 


1320 


attacttgta 


gcattagctg 


ttggctgtgt 


gaggaatctc 


aaacaaatag 


tagattcttt 


1380 
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gactgaaatg 


tattacattg 


gcacagcaat 


aactacttgt 


gaagcactta 


ctgagtggga 


1440 


atatctgcca 


cctgttggac 


cccgcccacc 


caaaggattc 


gtggggctga 


aaaatgccgg 


1500 


tgctacttgt 


tacatgaatt 


ctgtgattca 


gcaactctac 


atgattcctt 


ccattaggaa 


1560 


cggtattctt 


gccattgaag 


gcacaggtag 


tgatgtagat 


gatgatatgt 


ctggggatga 


1620 


gaagcaggac 


aatgagagca 


atgttgatcc 


cagggatgat 


gtatttggat 


atcctcaaca 


1680 


atttgaagat 


aaaccagcat 


taagtaaaac 


tgaagataga 


aaagagtaca 


acattggtgt 


1740 


cctaagacac 


cttcaggtca 


tctttggtca 


tttagctgct 


tctcgactgc 


aatactatgt 


1800 


gcccagagga 


ttttggaaac 


agttcaggct 


ttggggtgag 


cctgttaatc 


tgcgtgaaca 


1860 


acacgatgct 


ttagaatttt 


ttaattcatt 


ggtggatagt 


ttagatgaag 


ctttaaaagc 


1920 


tttaggacat 


ccagctatgc 


taagtaaagt 


cttaggaggt 


tcctttgctg 


atcagaagat 


1980 


ctgccaaggc 


tgcccacata 


ggtacgaatg 


tgaagaatct 


tttacgaccc 


taaacgtaga 


2040 


cattagaaat 


caccaaaatc 


ttcttgattc 


tttggaacag 


tatgtcaaag 


gagatttact 


2100 


agaaggtgca 


aatgcatatc 


attgtgaaaa 


atgcaataaa 


aaggttgata 


ccgtaaagcg 


2160 


cttgctgatt 


aaaaaattac 


ctcctgttct 


tgctatacaa 


ctaaagcgat 


ttgactatga 


2220 


ctgggaaaga 


gaatgtgcaa 


tcaagttcaa 


tgattatttt 


gaatttcctc 


gagagctgga 


2280 


catggaacct 


tacacagttg 


caggtgtcgc 


aaagctggaa 


ggggataatg 


taaacccaga 


2340 


gagtcagttg 


atacaacaga 


gtgagcagtc 


tgaaagtgag 


acagcaggaa 


gcacaaaata 


2400 


cagacttgtg 


ggtgtgctcg 


tacacagtgg 


tcaagcgagt 


ggggggcatt 


attattctta 


2460 


catcatccaa 


aggaatggtg 


gagatggtga 


gagaaatcgc 


tggtataaat 


ttgatgatgg 


2520 


tgatgtaaca 


gaatgtaaaa 


tggatgatga 


cgaagaaatg 


aaaaaccagt 


gttttggtgg 


2580 


agagtacatg 


ggagaagtgt 


ttgatcacat 


gatgaagcgt 


atgtcataca 


ggcgccagaa 


2640 


aaggtggtgg 


aatgcttata 


taccttttta 


tgaacgaatg 


gacacaatag 


accaagatga 


2700 


tgagttgata 


agatatatat 


cagagcttgc 


tatcaccacc 


agacctcatc 


agattattat 


2760 


gccatcagcc 


attgagagaa 


gtgtacggaa 


acagaacgta 


caattcatgc 


ataaccgaat 


2820 


gcagtacagt 


atggagtatt 


ttcagtttat 


gaaaaaactg 


cttacatgta 


atggcgttta 


2880 


cttaaaccct 


cctcccgggc 


aagatcacct 


gttgcctgaa 


gcagaagaaa 


tcactatgat 


2940 


cagtattcaa 


cttgctgcta 


ggttcctctt 


tactacagga 


tttcacacaa 


agaaagtagt 


3000 


ccgtggctct 


gccagtgatt 


ggtatgatgc 


attgtgtatt 


ctccttcgtc 


acagcaagaa 


3060 


tgtacgtttt 


tggtttgctc 


ataacgtcct 


ttttaatgtt 


tcaaatcgct 


tctccgaata 


3120 



# 



ccttctggag 


tgccctagtg 


cagaagtgag 


gggtgcgttt 


gcaaaactta 


tagtct ttat 


3180 


tgcacatttt 


tccttgcaag 


atgggccatg 


tccttcacct 


tttgcctctc 


ctggacct tc 


3240 


tagtcaggct 


tatgacaact 


taagcttgag 


tgatcactta 


ctaagagcag 


tac taaat c t 


33 00 


cttgagaagg 


gaagtttcag 


agcatgggcg 


tcatttacag 


cagtatttca 


acctgt ttgt 


3360 


aatgtatgcc 


aatttaggtg 


tggcagagaa 


gacacagctt 


ctgaaat tga 


atatacctac 


342 0 


tacttttatg 


cttgtgtctt 


tagatgaagg 


tccaggtcct 


ccaatcaaat 


accaat afar 


1 4 fl n 

J *± o u 


tgaattaggc 


aaattatact 


cagtagtgtc 


acagctgatc 


cqctqttqca 


atatctcttr 


3 540 


aagaatgcag 


tcttcaatca 


atggtaatcc 


tcctcttccc 


aatcct tttg 


otaatcct 3^ 


jduu 


tttatcacaa 


cctataatgc 


caattcagca 


gaatgtggca 


gacattttat 


ttatoaoaar 


3 6 60 


aagttatgtg 


aagaaaatca 


ttgaagactg 


cagtaattca 


gaggaaaccg 




3 72 0 


tcgtttttgc 


tgctgggaga 


atcctcagtt 


ctcatctact 


gtcctcagtg 


aac t t c tc tg 


3 7 80 


gcaggttgca 


tattcctatc 


cctatgaact 


gcggccctat 


t tggatctgc 


t~t~t"t~cif" , ;^;=i;=it~ 


O O *± \J 


cttactgatt 


gaggactcct 


ggcaaactca 


cagaattcat 


aatgcac tga 




q n n 

J ;? \J u 


agatgaccga 


gatgggctgt 


ttgacacaat 


ccagcgctct 


aagaatcact 




3 96 0 


agcataccag 


tgtataaaat 


gtatggtagc 


tctatttagt 


aactgtcctg 


ttacttarra 

*— V-* ^ L-* a. \w» c*. 


4 0 2 0 

*± \j £, \j 


aatcctgcag 


ggcaatggag 


atcttaaaag 


aaagtggacc 


tqqqcaqtqq 




4 080 


agatgaactt 


gaaagaagac 


catatactgg 


caatcctcag 


tacacttaca 


acaattggtc 


4140 


tcccccagtg 


caaagcaatg 


aaacgtccaa 


tggttatttc 


ttqqaqaqat 


cacat agtgc 


42 00 


uciyy dug ciGcl 


ct tgcaaaag 


cttgtgaact 


ctgtccagag 


gaggtaaaaa 


aagccaccag 


4260 


tgtgcagcag 


atagaaatgg 


aagagagcaa 


agagccagat 


gaccaagatg 


ctccagatga 


4320 


acatgagtcg 


cctccacctg 


aagatgcccc 


attgtacccc 


cattcacctg 


gatctcagta 


4380 


tcaacagaat 


aaccatgtgc 


atggacagcc 


atatacaggc 


ccagcagcac 


atcacatgaa 


4440 


caaccctcag 


agaactggcc 


aacgagcaca 


agaaaattat 


gaaggcagtg 


aagaagtatc 


4500 


cccacctcaa 


accaaggatc 


aatga 








4525 



<210> 130 

<211> 594 

<212> DNA 

<213> Shigella Flexneri 
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<210> 131 

<211> 620 

<212> DNA 

<213> Shigella Flexneri 



60 



<400> 130 

cgatgagctc atgagacatc agcccaccct taaaacagat gcaacgactg ccatcatcaa 

gttacttgaa gaaatctgta atcttggaag ggaccccaaa tacatctgtc agaagccatc 120 

gatccagaag gcagatggca ctgccactgc tcctccccca aggtctaatc atgccgcaga 180 

agaagcctct agtgaggatg aggaggaaga ggaagtacag gccatgcaga gctttaattc 240 

tacccagcaa aatgaaactg agcctaatca gcaggttgtt ggtacagagg aacgtattcc 300 

tattcccctc atggattaca tccttaatgt gatgaaattt gtggaatcta ttctgagcaa 360 

caatacaaca gatgaccact gccaggaatt tgtgaatcag aaaggactgt tgcctttggt 420 

taccattttg ggtcttccca atctgcccat tgactttccc acatctgctg cctgtcaggc 480 

tgttgcaggt gtctgcaaat ccatattgac actgtcacat gaacccaaag tccttcaaga 540 

gggtctcctt cagttggact ccatcctctc ctccctggag cccttacacc gccc 594 



<400> 131 

atgggaattg gtctttctgc tcaaggtgtg aacatgaata gactaccagg ttgggataag 60 

cattcatatg gttaccatgg ggatgatgga cattcgtttt gttcttctgg aactggacaa 120 

ccttatggac caactttcac tactggtgat gtcattggct gttgtgttaa tcttatcaac 180 

aatacctgct tttacaccaa gaatggacat agtttaggta ttgctttcac tgacctaccg 240 

ccaaatttgt atcctactgt ggggcttcaa acaccaggag aagtggtcga tgccaatttt 3 00 

gggcaacatc ctttcgtgtt tgatatagaa gactatatgc gggagtggag aaccaaaatc 360 

caggcacaga tagatcgatt tcctatcgga gatcgagaag gagaatggca gaccatgata 42 0 

caaaaaatgg tttcatctta tttagtccac catgggtact gtgccacagc agaggccttt 480 

gccagatcta cagaccagac cgttctagaa gaattagctt ccattaagaa tagacaaaga 540 

attcagaaat tggtattagc aggaagaatg ggagaagcca ttgaaacaac acaacagtta 600 

tacccaagtt tacttgaaag 620 



JL 00*4-3 



7 .043002 



<210> 132 

<211> 370 

<212> DNA 

<213> Shigella Flexneri 



<400> 132 
aaaacaagac 


cagaaagctc 


cagataaaga 


ggccatactg 


cgggccaccg 


ccaacctgcc 


60 


ctcctacaac 


atggaccggg 


ccgcggtcca 


gaccaacatg 


agagacttcc 


agacagaact 


120 


ccggaagata 


ctggtgtctc 


tcatcgaggt 


ggcgcagaag 


ctgttagcgc 


tgaacccaga 


180 


tgcggtggaa 


ttgtttaaga 


aggcgaatgc 


aatgctggac 


gaggacgagg 


atgagcgtgt 


240 


ggacgaggct 


gccctgcggc 


agctcacgga 


gatgggcttt 


ccggagaaca 


gagccaccaa 


300 


ggcccttcag 


ctgaaccaca 


tgtcggtgcc 


tcaggccatg 


gagtggctaa 


ttgaacacgc 


360 


agaagacccg 












370 



<210> 133 

<211> 345 

<212> DNA 

<213> Shigella Flexneri 



<400> 133 

ctgttcatga agagtgagcg acacgcagcc gaggcacagc tggccacagc agagcagcag 60 

ctacgggggc tacggaccga ggcggaaagg gctcgccagg cccagagccg ggcccaggag 12 0 

gctctggaca aggccaagga gaaggacaag aagatcacag aactctccaa agaagtcttc 180 

aatcttaagg aagccttgaa ggagcagccg gccgccctcg ccacccctga ggtggaggct 240 

ctccgtgacc aggtgaagga tttacagcag cagctgcagg aagctgccag ggaccactcc 3 00 

agcgtggtgg ctttgtacag aagccacctc ctatatgcca ttcag 345 

<210> 134 
<211> 795 
<212> DNA 
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<213> Shigella Flexneri 
<400> 134 

tgaccaactt gtgttgatat ttgctggaaa aattttgaaa gatcaagata ccttgagtca 60 

gcatggaatt catgatggac ttactgttca ccttgtcatt aaaacacaaa acaggcctca 120 

ggatcattca gctcagcaaa caaatacagc tggaagcaat gttactacat catcaactcc 180 

taatagtaac tctacatctg gttctgctac tagcaaccct tttggtttag gtggccttgg 240 

gggacttgca ggtctgagta gcttgggttt gaatactacc aacttctctg aactacagag 300 

tcagatgcag cgacaacttt tgtctaaccc tgaaatgatg gtccagatca tggaaaatcc 360 

ctttgttcag agcatgctct caaatcctga cctgatgaga cagttaatta tggccaatcc 420 

acaaatgcag cagttgatac agagaaatcc agaaattagt catatgttga ataatccaga 480 

tataatgaga caaacgttgg aacttgccag gaatccagca atgatgcagg agatgatgag 540 

gaaccaggac cgagctttga gcaacctaga aagcatccca gggggatata atgctttaag 600 

gcgcatgtac acagatattc aggaaccaat gctgagtgct gcacaagagc agtttggtgg 660 

taatccattt gcttccttgg tgagcaatac atcctctggt gaaggtagtc aaccttcccg 720 

tacagaaaat agagatccac tacccaatcc atgggctcca cagacttccc agagttcatc 780 

agcttccagc ggcac 795 

<210> 135 
<211> 1096 
<212> DNA 

<213> Shigella Flexneri 
<400> 135 

aaagaaagat gtcaagcagc cagaagaact ccctcccatc acaaccacaa caacttctac 60 

tacaccagct accaacacca cttgtacagc cacggttcca ccacagccac agtacagcta 120 

ccacgacatc aatgtctatt cccttgcggg cttggcacca cacattactc taaatccaac 180 

aattcccttg tttcaggccc atccacagtt gaagcagtgt gtgcgtcagg caattgaacg 240 

ggctgtccag gagctggtcc atcctgtggt ggatcgatca attaagattg ccatgactac 3 00 

ttgtgagcaa atagtcagga aggattttgc cctggattcg gaggaatctc gaatgcgaat 360 
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agcagctcat cacatgatgc gtaacttgac agctggaatg gctatgatta catgcaggga 420 

acctttgctc atgagcatat ctaccaactt aaaaaacagt tttgcctcag cccttcgtac 480 

tgcttcccca caacaaagag aaatgatgga tcaggcagct gctcaattag ctcaggacaa 540 

ttgtgagttg gcttgctgtt ttattcagaa gactgcagta gaaaaagcag gccctgagat 600 

ggacaagaga ttagcaactg aatttgagct gagaaaacat gctaggcaag aaggacgcag 660 

atactgtgat cctgttgttt taacatatca agctgaacgg atgccagagc aaatcaggct 720 

gaaagttggt ggtgtggacc caaagcagtt ggctgtttac gaagagtttg cacgcaatgt 780 

tcctggcttc ttacctacaa atgacttaag tcagcccacg ggatttttag cccagcccat 840 

gaagcaagct tgggcaacag atgatgtagc tcagatttat gataagtgta ttacagaact 900 

ggagcaacat ctacatgcca tcccaccaac tttggccatg aaccctcaag ctcaggctct 960 

tcgaagtctc ttggaggttg tagttttatc tcgaaactct cgggatgcca tagctgctct 1020 

tggattgctc caaaaggctg tagagggctt actagatgcc acaagtggtg ctgatgctga 1080 

ccttctgctg cgctac 1096 

<210> 136 
<211> 412 
<212> DNA 

<213> Shigella Flexneri 
<400> 136 

agactctatt ccgacaccct ccaacatgga ggaaacgcaa cagaaatcca atctagagct 60 

gctccgcatc tccctgctgc tcatcgagtc gtggctggag cccgtgcggt tcctcaggag 120 

tatgttcgcc aacaacctgg tgtatgacac ctcggacagc gatgactatc acctcctaaa 180 

ggacctagag gaaggcatcc aaacgctgat ggggaggctg gaagacggca gccgccggac 24 0 

tgggcagatc ctcaagcaga cctacagcaa gtttgacaca aactcgcaca accatgacgc 300 

actgctcaag aactacgggc tgctctactg cttcaggaag gacatggaca aggtcgagac 360 

attcctgcgc atggtgcagt gccgctctgt ggagggcagc tgtggcttct ag 412 

<210> 137 
<211> 277 



<212> DNA 

<213> Shigella Flexneri 
<400> 137 



gcagcagtct 


ctgtgctgaa 


acccttctcc 


aagggcgcgc 


cttctacctc 


cagccctgca 


60 


aaagccctac 


cacaggtgag 


agacagatgg 


aaagacttaa 


cccacgctat 


ttccatttta 


120 


gaaagtgcaa 


aggctagagt 


tacaaatacg 


aagacgtcta 


aaccaatcgt 


acatgccaga 


180 


aaaaaatacc 


gctttcacaa 


aactcgctcc 


cacgtgaccc 


acagaacacc 


caaagtcaaa 


240 


aagagtccaa 


aggtcagaaa 


gaaaagttat 


ctgagta 






277 



<210> 138 

<211> 726 

<212> DNA 

<213> Shigella Flexneri 



<400> 138 
gagagccatc 


cccaatcagg 


gggagatcct 


ggtgatccgc 


aggggctggc 


tgaccatcaa 


60 


caacatcagc 


ctgatgaaag 


gcggctccaa 


ggagtactgg 


tttgtgctga 


ctgccgagtc 


120 


actgtcctgg 


tacaaggatg 


aggaggagaa 


agagaagaag 


tacatgctgc 


ctctggacaa 


180 


cctcaagatc 


cgtgatgtgg 


agaagggctt 


catgtccaac 


aagcacgtct 


tcgccatctt 


240 


caacacggag 


cagagaaacg 


tctacaagga 


cctgcggcag 


atcgagctgg 


cctgtgactc 


300 


ccaggaagac 


gtggacagct 


ggaaggcctc 


gttcctccga 


gctggcgtct 


accccgagaa 


360 


ggaccaggca 


gaaaacgagg 


atggggccca 


ggagaacacc 


ttctccatgg 


acccccaact 


420 


ggagcggcag 


gtggagacca 


ttcgcaacct 


ggtggactca 


tacgtggcca 


tcatcaacaa 


480 


gtccatccgc 


gacctcatgc 


caaagaccat 


catgcacctc 


atgatcaaca 


atacgaaggc 


540 


cttcatccac 


cacgagctgc 


tggcctacct 


atactcctcg 


gcagaccaga 


gcagcctcat 


600 


ggaggagtcg 


gctgaccagg 


cacagcggcg 


ggacgacatg 


ctgcgcatgt 


accatgccct 


660 


caaggaggcg 


ctcaacatca 


tcggtgacat 


cagcaccagc 


actgtgtcca 


cgcctgtacc 


720 


cccgcc 












726 



<210> 139 

<211> 629 

<212> DNA 

<213> Shigella Flexneri 



<400> 139 
ccagaagcag 


ctggagtcca 


ataagatccc 


agagctggac 


atgactgagg 


tggtggcccc 


60 


cttcatggcc 


aacatccctc 


tcctcctcta 


ccctcaggac 


ggcccccgca 


gcaagcccca 


120 


gccaaaggat 


aatggggacg 


tttgccagga 


ctgcattcag 


atggtgactg 


acatccagac 


180 


tgctgtacgg 


accaactcca 


cctttgtcca 


ggccttggtg 


gaacatgtca 


aggaggagtg 


240 


tgaccgcctg 


ggccctggca 


tggccgacat 


atgcaagaac 


tatatcagcc 


agtattctga 


300 


aattgctatc 


cagatgatga 


tgcacatgca 


acccaaggag 


atctgtgcgc 


tggttgggtt 


360 


ctgtgatgag 


gtgaaagaga 


tgcccatgca 


gactctggtc 


cccgccaaag 


tggcctccaa 


420 


gaatgtcatc 


cctgccctgg 


aactggtgga 


gcccattaag 


aagcacgagg 


tcccagcaaa 


480 


gtctgatgtt 


tactgtgagg 


tgtgtgaatt 


cctggtgaag 


gaggtgacca 


agctgattga 


540 


caacaacaag 


actgagaaag 


aaatactcga 


cgcttttgac 


aaaatgtgct 


cgaagctgcc 


600 


gaagtccctg 


tcggaagagt 


gccaggagg 








629 



<210> 140 
<211> 758 
<212> DNA 

<213> Shigella Flexneri 
<400> 140 

tgcagcctta gtggcatcta aagtatttta tcacctgggg gcttttgagg agtctctgaa 60 
ttatgctctt ggagcaaggg acctcttcaa tgtcaatgat aactctgaat atgtggaaac 12 0 
tattatagca aaatgcattg atcactacac caaacaatgt gtggaaaatg cagatttgcc 180 
tgaaggagaa aaaaaaccaa ttgaccagag attggaaggc atcgtaaata aaatgttcca 240 
gcgatgtcta gatgatcaca agtataaaca ggctattggc attgctctgg agacacgaag 300 
actggacgtc tttgaaaaga ccatactgga gtcgaatgat gtcccaggaa tgttagctta 360 



tagccttaag ctctgcatgt ctttaatgca gaataaacag tttcggaata aagtactaag 



420 



agttctagtt aaaatctaca tgaacttgga gaaacctgat ttcatcaatg tttgtcagtg 



480 



cttaattttc ttagatgatc ctcaggctgt gagtgatatc ttagagaaac tggtaaagga 



540 



agacaacctc ctgatggcat atcagatttg ttttgatttg tatgaaagtg ctagccagca 



600 



gtttttgtca tctgtaatcc agaatcttcg aactgttggc acccctattg cttctgtgcc 



660 



tggatccact aatacgggta ctgttccggg atcagagaaa gacagtgact cgatggaaac 



720 



agaagaaaag acaagcagtg catttgtagg aaagacac 



758 



<210> 141 

<211> 433 

<212> DNA 

<213> Shigella Flexneri 



<400> 141 
cactgcgccg 


ctgcccatga 


tgcccgtggc 


cgaggacgag 


atcaagccct 


acatcagccg 


60 


ctgttctgtg 


tgtgaggccc 


cggccatcgc 


catcgcggtc 


cacagtcagg 


atgtctccat 


120 


cccacactgc 


ccagctgggt 


ggcggagttt 


gtggatcgga 


tattccttcc 


tcatgcacac 


180 


ggcggcggga 


gacgaaggcg 


gtggccaatc 


actggtgtca 


ccgggcagct 


gtctagagga 


240 


cttccgcgcc 


acaccattca 


tcgaatgcaa 


tggaggccgc 


ggcacctgcc 


actactacgc 


300 


caacaagtac 


agcttctggc 


tgaccaccat 


tcccgagcag 


agcttccagg 


gctcgccctc 


360 


cgccgacacg 


ctcaaggccg 


gcctcatccg 


cacacacatc 


agccgctgcc 


aggtgtgcat 


420 


gaagaacctg 


tga 










433 



<210> 142 

<211> 365 

<212> DNA 

<213> Shigella Flexneri 



<400> 142 

aagatcaagt ggcttacctt atccaacaaa atgttatccc acctttttgc aacttgctga 



ctgtaaaaga tgcacaagtt gtgcaagtag tactcgatgg actaagtaat atattaaaaa 



60 
120 



tggctgaaga tgaggcagaa accataggca atcttataga agaatgtgga gggctggaga 180 

aaattgaaca acttcaaaat catgaaaatg aagacatcta caaattggcc tatgagatca 240 

ttgatcagtt cttctcttca gatgatattg atgaagaccc tagccttgtt ccagaggcaa 300 

ttcaaggcgg aacatttggt ttcaattcat ctgccaatgt accaacagaa gggttccagt 360 

tttag 365 

<210> 143 

<211> 4612 

<212> DNA 

<213> Shigella Flexneri 



<400> 143 
ggcagttatt 


gagatgtgtc 


agttactggt 


catgggaaat 


gaggagacac 


tgggagggtt 


60 


tcctgtcaag 


agtgttgttc 


cagctttgat 


tacgttactt 


cagatggagc 


acaattttga 


120 


tattatgaac 


catgcttgtc 


gagccttaac 


atacatgatg 


gaagcacttc 


ctcgatcttc 


180 


tgctgttgta 


gtagatgcta 


ttcctgtctt 


tttagaaaag 


ctgcaagtta 


ttcagtgtat 


240 


tgatgtggca 


gagcaggcct 


tgactgcctt 


ggagatgttg 


tcacggagac 


atagtaaagc 


300 


cattctacag 


gcgggtggtt 


tggcagactg 


cttgctgtac 


ctagaattct 


tcagcataaa 


360 


tgcccaaaga 


aatgcattag 


caattgcagc 


taattgctgc 


cagagtatca 


cgccagatga 


420 


atttcatttt 


gtggcagatt 


cactcccatt 


gctaacccaa 


aggctaacac 


atcaggataa 


480 


aaagtcagta 


gaaagcactt 


gcctttgttt 


tgcacgccta 


gtggacaact 


tccagcatga 


540 


ggagaattta 


ctccagcagg 


ttgcttccaa 


agatctgctt 


acaaatgttc 


aacagctgtt 


600 


ggtagtgact 


ccacccattt 


taagttctgg 


gatgtttata 


atggtggttc 


gcatgttttc 


660 


tctgatgtgt 


tccaactgtc 


caactttagc 


tgttcaactt 


atgaaacaaa 


acattgcaga 


720 


aacgcttcac 


tttctcctgt 


gtggtgcctc 


caatggaagt 


tgtcaggaac 


agattgatct 


780 


tgttccacga 


agccctcaag 


agttgtatga 


actgacatct 


ctgatttgtg 


aacttatgcc 


840 


atgtttacca 


aaagaaggca 


tttttgcagt 


tgataccatg 


ttgaagaagg 


gaaatgcaca 


900 


gaacacagat 


ggtgcgatat 


ggcagtggcg 


tgatgatcgg 


ggcctctggc 


atccatataa 


960 


caggattgac 


agccggatca 


ttgagcaaat 


caatgaggac 


acgggaacag 


cacgtgccat 


1020 
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tcagagaaaa 


cctaacccgt 


tagccaatag 


taacactagt 


ggatattcag 


agtcaaagaa 


1080 


ggatgatgct 


cgagcacagc 


ttatgaaaga 


ggatccggaa 


ctggctaagt 


cttttattaa 


1140 


gacattattt 


ggtgttcttt 


atgaagtgta 


tagttcctca 


gcaggacctg 


cggtcagaca 


1200 


taagtgcctt 


agagcaattc 


ttaggataat 


ttattttgcg 


gatgctgaac 


ttctgaagga 


1260 


tgttctgaaa 


aatcatgctg 


tttcaagtca 


cattgcttcc 


atgctgtcaa 


gccaagacct 


1320 


gaagatagta 


gtgggagcac 


ttcagatggc 


agaaatttta 


atgcagaagt 


tacctgatat 


1380 


ttttagtgtt 


tacttcagaa 


gagaaggtgt 


aatgcatcaa 


gtaaaacact 


tagcagaatc 


1440 


agagtctttg 


ttgacaagtc 


caccaaaggc 


atgtacgaat 


ggatcgggat 


ccatgggatc 


1500 


cacaacttca 


gtcagcagtg 


ggacagccac 


agctgccact 


catgctgcag 


ctgacttggg 


1560 


atcacccagc 


ttgcagcaca 


gcagggatga 


ttctttagat 


ctcagccctc 


aaggtcgatt 


1620 


aagtgatgtt 


ctaaagagaa 


aacgactgcc 


aaaacgaggg 


ccaagaaggc 


caaagtactc 


1680 


acctccaaga 


gatgatgaca 


aagtagacaa 


tcaagctaaa 


agccccacca 


ctactcagtc 


1740 


acctaaatct 


tctttcctgg 


caagcttgaa 


tccaaaaaca 


tggggaaggt 


taagtacaca 


1800 


gtccaacagc 


aacaacattg 


agccagcacg 


gactgcggga 


ggtagtggcc 


ttgccagggc 


1860 


tgcctcaaag 


gataccatct 


ccaataatag 


agaaaaaatt 


aaaggttgga 


ttaaggagca 


1920 


ggcacataaa 


tttgtagaac 


gttatttcag 


ttctgagaat 


atggatggaa 


gcaaccctgc 


1980 


attgaatgtc 


cttcagagac 


tttgtgctgc 


aaccgaacaa 


ctcaacctcc 


aggtggatgg 


2040 


tggagctgag 


tgccttgtag 


aaatccgtag 


catagtctca 


gagtcagatg 


tttcatcatt 


2100 


tgaaatccaa 


catagtggat 


ttgtgaagca 


gctgttgctt 


tatttgacat 


ctaaaagtga 


2160 


aaaggatgct 


gtgagcagag 


agatcagatt 


aaagcgattt 


cttcatgtat 


ttttttcttc 


2220 


tccacttcct 


ggagaagagc 


ccattggaag 


agtggaacca 


gtgggtaatg 


cacctttgtt 


2280 


ggcattagtt 


cacaagatga 


acaactgcct 


cagccagatg 


gaacaatttc 


cagtcaaagt 


2340 


acatgatttc 


cctagtggaa 


atgggacagg 


aggcagcttt 


tctctcaaca 


gaggatcaca 


2400 


ggctttaaaa 


tttttcaaca 


cacatcaatt 


aaaatgccag 


ttacaaaggc 


atccagactg 


2460 


tgcaaatgtg 


aagcagtgga 


agggtggacc 


tgtcaagatt 


gaccctctgg 


ctttggtaca 


2520 


agccatcgag 


agataccttg 


tagttagagg 


gtatggaaga 


gtaagagaag 


atgatgaaga 


2580 


cagcgatgac 


gatggatcag 


atgaggaaat 


agatgagtct 


ctggctgctc 


agttcctaaa 


2640 


ttcaggaaat 


gtaagacaca 


ggctgcagtt 


ttatattgga 


gaacatttgc 


tgccgtataa 


2700 


catgactgtg 


tatcaggcag 


tacggcagtt 


tagtatacag 


gctgaagatg 


aaagagaatc 


2760 
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cacagatgat 


gagagcaatc 


ctctaggcag 


agctggtatt 


tggacaaaga 


ctcatacaat 


2820 


atggtataaa 


cctgtgagag 


aggatgaaga 


aagtaataaa 


gattgtgttg 


gtggtaaaag 


2880 


aggaagagcc 


caaacagctc 


caacgaaaac 


ttcccctaga 


aatgcaaaaa 


agcatgatga 


2940 


gttatggcac 


gatggagtgt 


gcccatcagt 


atcaaatcct 


ttagaagttt 


acctcattcc 


3000 


cacaccacct 


gaaaatataa 


catttgaaga 


cccgtcatta 


gatgtgatcc 


ttcttttaag 


3060 


agttttacat 


gctatcagtc 


gatactggta 


ttacttgtat 


gataatgcaa 


tqtqcaaqqa 


3120 


aattattcca 


actagtgaat 


ttattaacag 


taagttaaca 


gcaaaagcaa 


ataggcaact 


3180 


tcaagatcct 


ttagtaatca 


tgacaggaaa 


catcccaaca 


tggcttactg 


agctaggaaa 


3240 


aacctgccca 


tttttctttc 


cttttgatac 


ccggcaaatg 


cttttttatg 


taactgcatt 


3300 


tgatcgggac 


cgagcaatgc 


aaagattact 


tgataccaac 


ccagaaatca 


accagtctga 


3360 


ttctcaagat 


agcagagttg 


cacctagatt 


ggatagaaaa 


aaacgtactg 


tqaaccqaqa 


3420 


ggagctgctg 


aaacaggcgg 


agtctgtgat 


gcaggacctc 


ggcagctcac 


qqqccatqtt 


3480 


agaaatccag 


tatgaaaatg 


aggttggtac 


aqqtcttqqq 

ZD ZD *~ ZD ZD ZD 


cctacactgg 


agttttatgc 


3540 


gcttgtatct 


caggaactac 


agagagctga 


cttgggtctt 


tggaqaggtq 


aagaagtaac 


3600 


tcttagcaat 


ccaaaaggga 


gccaagaagg 


gaccaagtat 


attcaaaacc 


tccagggcct 


3660 


gtttgcgctt 


ccctttggta 


ggacagcaaa 


gccagctcat 


atcgcaaagg 


ttaagatgaa 


3720 


gtttcgcttc 


ttaggaaaat 


taatggccaa 


ggctatcatg 


gatttcaqat 


tqqtqqacct 

ZD ZD *~ZDZD 


3780 


tccccttggc 


ttaccctttt 


ataaatggat 


gctacggcaa 


gaaacttcac 


tgacatcaca 


3840 


cgatttgttt 


gacatcgacc 


cagttgtagc 


cagatcagtt 


tatcacctag 


aagacattgt 


3900 


cagacagaag 


aaaagacttg 


aacaagataa 


atcccagacc 


aaagagagtc 


tacagtatgc 


3960 


attagaaacc 


ttgactatga 


atggctgctc 


agttgaagat 


ctaggactgg 


atttcactct 


4020 


gccagggttt 


cccaatatcg 


aactgaagaa 


aggagggaag 


gatataccag 


tcactatcca 


4080 


caatttagag 


gagtatctaa 


gactggttat 


attctgggca 


ctaaatgaag 


gcgtttctag 


4140 


gcaatttgat 


tcgttcagag 


atggatttga 


atcagtcttc 


ccactcagtc 


atcttcagta 


4200 


cttctacccg 


gaggaactgg 


atcagctcct 


ttgtggcagt 


aaagcagaca 


cttgggatgc 


4260 


aaagacactg 


atggaatgct 


gtaggcctga 


tcatggttat 


actcatgaca 


gtcgggctgt 


4320 


gaagtttttg 


tttgagattc 


tcagtagttt 


tgataatgag 


cagcagaggt 


tatttctcca 


4380 


gtttgtgact 


ggtagcccaa 


gattgcctgt 


tggaggattc 


cggagtttga 


atccaccttt 


4440 



gacaattgtc cgaaagacgt ttgaatcaac agaaaaccca gatgacttct tgccctctgt 4500 
aatgacttgt gtgaactatc ttaagttgcc ggactattca agcattgaga taatgcgtga 4560 
aaaactgttg atagcagcaa gagaagggca gcagtcgttc catctttcct ga 4 612 

<210> 144 

<211> 1539 

<212> DNA 

<213> Shigella Flexneri 



<400> 144 
gcgggacatc 


cagtattggg 


ctcacgtgca 


taagactgtc 


ccagacagca 


gcacaatcac 


60 


gttcagccaa 


gtggagtttc 


cgacgcactt 


gtgtggcagc 


cgcgtgaatg 


tgagccgata 


120 


tgcagctggg 


aggggttgtg 


ggcctcctgc 


ggtgaggggc 


tcctgccagg 


agctctgaga 


180 


agcctccaca 


gaatcagccg 


tcgggctcct 


tcagcagcag 


ctccccttat 


ctgtgccaac 


240 


gactgggggc 


ctaactcaag 


ggtgccagcc 


cgtcttccgc 


caatacagac 


tgtgggattc 


300 


tgagagttag 


gagcctgggg 


tcccctgggg 


tggggtggtc 


agggtgagca 


ggtgggctct 


360 


y cgagcc ty l 


ttccccatgc 


cctgac t cac 


cccaatccct 


gggtgaggac 


agagctcctg 


42 0 


aaggccactg 


aaggaggtgc 


agcacactcc 


acctgggtgg 


ccttccgcag 


ctcagccctc 


480 


ttcctgccag 


caggaagcct 


ctgcctgcgc 


tccttaagtt 


agccatcctc 


accccctccg 


540 


ggcagctctg 


agactgagcc 


agggccacta 


gcagcaccca 


gacctcgacc 


cttctcagac 


600 


cgaggcgcca 


ccaccccagg 


ccgaggaggc 


aaggagggaa 


gaccaaagtc 


tagaggactg 


660 


tcttggtggc 


cctgggcgag 


tcttgaactt 


tggtgccatc 


atctgcaaaa 


gggaggaaag 


720 


aatgcctgcg 


tggtgcagct 


acgtggatac 


gcagtgaaga 


cccgcatggt 


gggacgcctg 


780 


gcacttaaca 


atggtagcat 


ttggccgggc 


gcggtggctc 


acgcctgtaa 


tcccagcact 


840 


ttgggaggcc 


gaggcgggcg 


gatcacgagg 


tcaggagatc 


aagaccatcc 


cggctaaaac 


900 


ggtgaaaccc 


cgtctctact 


aaaaatacaa 


aaaattagcc 


gggcgtagtg 


gcgggcgcct 


960 


gtagtcccag 


ctacttggga 


ggctgaggca 


ggagaatggt 


gtgaacccgg 


gaggcggagc 


1020 


ttgcagtgag 


ccgagatccc 


gccactgcac 


tccagcctgg 


gcgacagagc 


gagactccgt 


1080 


ctcaaaaaaa 


aaaaaaaaaa 


caatggtagc 


atcgttttca 


gtgcccagga 


agaaggcagc 


1140 


tgggacaggg 


aaagggccac 


cacaccacac 


ccaagcctat 


acaacaggag 


agccactttc 


1200 




agcagctctg 


agcaggacag 


acttgtggcc 


aagtcaagaa 


agtaaggtct 


ggtcccagcg 


1260 


aggtggctca 


tccctgtaat 


cccagtgctt 


tgggaggccg 


aagcgggggc 


ggggtggatc 


1320 


acttgaggtc 


aggggtttga 


gaccagcccg 


accaacatgg 


tgaaaccccg 


tctctactaa 


1380 


gaatataaaa 


attagccggg 


cgtggtggcg 


cgtgcctgta 


atctcagctg 


cttgggaggc 


1440 


tgaggcagga 


gaatcgcttg 


aacccgggag 


gcagaggttg 


cagtgagccg 


agatcgagcc 


1500 


actactgtcc 


agcccggcgg 


cagtgtgagg 


ctcggtctc 






1539 


<210> 145 














<211> 476 














<212> DNA 














<213> Shigella Flexneri 










<400> 145 
atgggaattg 


gtctttctgc 


tcaaggtgtg 


aacatgaata 


gactaccagg 


ttgggataag 


60 


cattcatatg 


gttaccatgg 


ggatgatgga 


cattcgtttt 


gttcttctgg 


aactggacaa 


120 


ccttatggac 


caactttcac 


tactggtgat 


gtcattggct 


gttgtgttaa 


tcttatcaac 


180 


aatacctgct 


tttacaccaa 


gaatggacat 


agtttaggta 


ttgctttcac 


tgacctaccg 


240 


ccaaatttgt 


atcctactgt 


ggggcttcaa 


acaccaggag 


aagtggtcga 


tgccaatttt 


300 


gggcaacatc 


ctttcgtgtt 


tgatatagaa 


gactatatgc 


gggagtggag 


aaccaaaatc 


360 


caggcacaga 


tagatcgatt 


tcctatcgga 


gatcgagaag 


gagaatggca 


gaccatgata 


420 


caaaaaatgg 


tttcatctta 


tttagtccac 


catgggtact 


gtgccacagc 


agaggc 


476 


<210> 146 














<211> 393 














<212> DNA 














<213> Shigella Flexneri 










<400> 146 
atgggtggat 


tattttctcg 


atggaggaca 


aaaccttcaa 


ctgtagaagt 


tctagaaagt 


60 


atagataagg 


aaattcaagc 


attggaagaa 


tttagggaaa 


aaaatcagag 


attacaaaaa 


120 



<210> 147 

<211> 1257 

<212> DNA 

<213> Shigella Flexneri 



180 



ttatgggttg gaagattaat tctgtattcc tcagttctct atctgtttac atgcttaatt 

gtatatttgt ggtatcttcc tgatgaattt acagcaagac ttgccatgac actcccattt 240 

tttgcttttc cattgatcat ctggagcata agaacagtaa ttattttctt cttttccaag 300 

agaacagaaa gaaataatga agcattggat gatttaaaat cccagaggaa aaaaatactt 360 

gaagaagtca tggaaaaaga aacttacaag acg 393 



60 



<400> 147 

atgggcgaca aagggacccg agtgttcaag aaggccagtc caaatggaaa gctcaccgtc 

tacctgggaa agcgggactt tgtggaccac atcgacctcg tggaccctgt ggatggtgtg 12 0 

gtcctggtgg atcctgagta tctcaaagag cggagagtct atgtgacgct gacctgcgcc 180 

ttccgctatg gccgggagga cctggatgtc ctgggcctga cctttcgcaa ggacctgttt 24 0 

gtggccaacg tacagtcgtt cccaccggcc cccgaggaca agaagcccct gacgcggctg 300 

caggaacgcc tcatcaagaa gctgggcgag cacgcttacc ctttcacctt tgagatccct 360 

ccaaaccttc catgttctgt gacactgcag ccggggcccg aagacacggg gaaggcttgc 420 

ggtgtggact atgaagtcaa agccttctgc gcggagaatt tggaggagaa gatccacaag 4 80 

cggaattctg tgcgtctggt catccggaag gttcagtatg ccccagagag gcctggcccc 54 0 

cagcccacag ccgagaccac caggcagttc ctcatgtcgg acaagccctt gcacctagaa 600 

gcctctctgg ataaggagat ctattaccat ggagaaccca tcagcgtcaa cgtccacgtc 660 

accaacaaca ccaacaagac ggtgaagaag atcaagatct cagtgcgcca gtatgcagac 72 0 

atctgccttt tcaacacagc tcagtacaag tgccctgttg ccatggaaga ggctgatgac 780 

actgtggcac ccagctcgac gttctgcaag gtctacacac tgaccccctt cctagccaat 840 

aaccgagaga agcggggcct cgccttggac gggaagctca agcacgaaga cacgaacttg 900 

gcctctagca ccctgttgag ggaaggtgcc aaccgtgaga tcctggggat cattgtttcc 960 

tacaaagtga aagtgaagct ggtggtgtct cggggcggcc tgttgggaga tcttgcatcc 1020 

agcgacgtgg ccgtggaact gcccttcacc ctaatgcacc ccaagcccaa agaggaaccc 1080 



ccgcatcggg 


aagttccaga 


gaacgagacg 


ccagtagata 


ccaatctcat 


agaacttgac 


1140 


acaaatgatg 


acgacattgt 


atttgaggac 


tttgctcgcc 


agagactgaa 


aggcatgaag 


1200 


gatgacaagg 


aggaagagga 


ggatggtacc 


ggctctccac 


agctcaacaa 


cagatag 


1257 


<210> 148 














<211> 1389 












<212> DNA 














<213> Shigella Flexneri 










<400> 148 
atgtcaatag 


caggagttgc 


tgctcaggag 


atcagagtcc 


cattaaaaac 


tggatttcta 


60 


cataatggcc 


gagccatggg 


gaatatgagg 


aagacctact 


ggaqcaqtcq 


cagtgagttt 


120 


aaaaacaact 


ttttaaatat 


tgacccgata 


accatggcct 


acagtctgaa 


ctcttctgct 


180 


caggagcgcc 


taataccact 


tgggcatgct 


tccaaatctg 


ctccgatgaa 


tggccactgc 


240 


tttgcagaaa 


atggtccatc 


tcaaaagtcc 


agcttgcccc 


ctcttcttat 


tcccccaagt 


300 


gaaaacttgg 


gaccacatga 


agaggatcaa 


gttgtatgtg 


gttttaagaa 


actcacagtg 


360 


aatggggttt 


gtgcttccac 


ccctccactg 


acacccataa 


aaaactcccc 


ttcccttttc 


420 


ccctgtgccc 


ctctttgtga 


ac 9999ttct 


aggcctcttc 


caccgttgcc 


aatctctgaa 


480 


gccctctctc 


tggatgacac 


agactgtgag 


gtggaattcc 


taactagctc 


agatacagac 


540 


ttccttttag 


aagactctac 


actttctgat 


ttcaaatatg 


atgttcctgg 


caggegaage 


600 


ttccgtgggt 


gtggacaaat 


caactatgca 


tattttgata 


ccccagctgt 


ttctgeagea 


660 


gatctcagct 


atgtgtctga 


ccaaaatgga 


ggtgtcccag 


atccaaatcc 


tcctccacct 


720 


cagacccacc 


gaagattaag 


aaggtctcat 


tcgggaccag 


ctggctcctt 


taacaageca 


780 


gccataagga 


tatccaactg 


ttgtatacac 


agagctt etc 


ctaactccga 


tgaagacaaa 


840 


cctgaggttc 


cccccagagt 


tcccatacct 


cctagaccag 


taaagecaga 


ttatagaaga 


900 


tggtcagcag 


aagttacttc 


gagcacctat 


agtgatgaag 


acaggcctcc 


caaagtaccg 


960 


ccaagagaac 


ctttgtcacc 


gagtaactcg 


cgcacaccga 


gtcccaaaag 


ccttccgtct 


1020 


tacctcaatg 


gggtcatgcc 


cccgacacag 


agctttgccc 


ctgatcccaa 


gtatgtcagc 


1080 


agcaaagcac 


tgcaaagaca 


gaacagcgaa 


ggatctgeca 


gtaaggttcc 


ttgcattctg 


1140 




A a 0 **■ 7" . Q *4- 3 o o s 



cccattattg aaaatgggaa gaaggttagt tcaacacatt attacctact acctgaacga 1200 

ccaccatacc tggacaaata tgaaaaattt tttagggaag cagaagaaac aaatggaggc 1260 

gcccaaatcc agccattacc tgctgactgc ggtatatctt cagccacaga aaagccagac 1320 

tcaaaaacaa aaatggatct gggtggccac gtgaagcgta aacatttatc ctatgtggtt 13 80 

tctccttag 1389 

<210> 149 

<211> 494 

<212> DNA 

<213> Shigella Flexneri 



<400> 149 
gctcccggac 


gtccctgctc 


ctggcttttg 


ccctgctctg 


cctgccctgg 


cttcaagagg 


60 


ctggtgccgt 


ccaaaccgtt 


ccgttatcca 


ggctttttga 


ccacgctatg 


ctccaagccc 


120 


atcgcgcgca 


ccagctggcc 


attgacacct 


accaggagtt 


tgaagaaacc 


tatatcccaa 


180 


aggaccagaa 


gtattcattc 


ctgcatgact 


cccagacctc 


cttctgcttc 


tcagactcta 


240 


ttccgacacc 


ctccaacatg 


gaggaaacgc 


aacagaaatc 


caatctagag 


ctgctccgca 


300 


tctccctgct 


gctcatcgag 


tcgtggctgg 


agcccgtgcg 


gttcctcagg 


agtatgttcg 


360 


ccaacaacct 


ggtgtatgac 


acctcggaca 


gcgatgacta 


tcacctccta 


aaggacctag 


420 


aggaaggcat 


ccaaacgctg 


atgggggtga 


gggtggcgcc 


aggggtcgcc 


aatcctggaa 


480 


ccccactggc 


ttag 










494 



<210> 150 

<211> 650 

<212> DNA 

<213> Shigella Flexneri 



<400> 150 

ggagtatgat gcagagcggc cccccagcaa gcctccaccg gttgaactgc gggctgctgc 60 

ccttcgtgca gagatcacag atgctgaagg cctgggtttg aagctcgaag atcgagagac 12 0 

agttattaag gagttgaaga agtcactcaa gattaaggga gaggagctaa gtgaggccaa 180 



± o o «42yykp y . o «4-3 o os 



tgtgcggctg 


agcctcctgg 


agaagaagtt 


ggacagtgct 


gccaaggatg 


cagatgagcg 


240 


catcgagaaa 


gtccagactc 


ggctggagga 


gacccaggca 


ctgctgcgaa 


agaaggagaa 


300 


agagtttgag 


gagacaatgg 


atgcactcca 


ggctgacatc 


gaccagctgg 


aggcagagaa 


360 


ggcagaacta 


aagcagcgtc 


tgaacagcca 


gtccaaacgc 


acgattgagg 


gactccgggg 


420 


ccctcctcct 


tcaggcattg 


ctactctggt 


ctctggcatt 


gctggtgaag 


aacagcagcg 


480 


aggagccatc 


cctgggcagg 


ctccagggtc 


tgtgccaggc 


ccagggctgg 


tgaaggactc 


540 


accactgctg 


cttcagcaga 


tctctgccat 


gaggctgcac 


atctcccagc 


tccagcatga 


600 


gaacagcatc 


ctcaagggag 


cccagatgaa 


ggcatccttg 


gcatccctgc 




650 


<210> 151 














<211> 933 














<212> DNA 














<213> Shigella Flexneri 










<400> 151 
atgagccaga 


gggacacgct 


ggtgcatctg 


tttgccggag 


gatgtggtgg 


tacagtggga 


60 


gctattctga 


catgtccact 


ggaagttgta 


aaaacacgac 


tgcagtcatc 


ttctgtgacg 


120 


ctttatattt 


ctgaagttca 


gctgaacacc 


atggctggag 


ccagtgtcaa 


ccgagtagtg 


180 


tctcccggac 


ctcttcattg 


cctaaaggtg 


atcttggaaa 


aagaagggcc 


tcgttccttg 


240 


tttagaggac 


taggccccaa 


tttagtgggg 


gtagcccctt 


ccagagcaat 


atactttgct 


300 


gcttattcaa 


actgcaagga 


aaagttgaat 


gatgtatttg 


atcctgattc 


tacccaagta 


360 


catatgattt 


cagctgcaat 


ggcaggtttt 


actgcaatca 


cagcaaccaa 


ccccatttgg 


420 


cttataaaga 


ctcggttaca 


gcttgatgca 


aggaaccgcg 


gggaaaggcg 


aatgggtgct 


480 


tttgaatgtg 


ttcgtaaagt 


gtatcagaca 


aataaactaa 




i~ ^ cscicici 1~ o 
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tctgcttcat 


atgctggtat 


atcagagact 


gttatccatt 


ttgttattta 


tgaaagtata 


600 


aaacaaaaac 


tactggaata 


taagactgct 


tctacaatgg 


aaaatggtga 


agagtctgtg 


660 


aaagaagcat 


cagattttgt 


gggaatgatg 


ctagctgctg 


ccacctcaaa 


aacttgtgcc 


720 


acaactatag 


catatccaca 


tgttgtaaga 


acaagactac 


gtgaagaggg 


aacaaaatac 


780 


agatcttttt 


ttcagactct 


atctttgctt 


gttcaagaag 


aaggttatgg 


gtctctttat 


840 




y *0 if 3 043 2 



cgtggtctga caactcatct agtgagacag attccaaaca cagccattat gatggccacc 900 
tatgaattgg tggtttacct actcaatgga tag 933 

<210> 152 
<211> 666 
<212> DNA 

<213> Shigella Flexneri 
<400> 152 

atggcacacg ctatggaaaa ctcctggaca atcagtaaag agtaccatat tgatgaagaa 6 0 

gtgggctttg ctctgccaaa tccacaggaa aatctacctg atttttataa tgactggatg 12 0 

ttcattgcta aacatctgcc tgatctcata gagtctggcc agcttcgaga aagagttgag 180 

aagttaaaca tgctcagcat tgatcatctc acagaccaca agtcacagcg ccttgcacgt 240 

ctagttctgg gatgcatcac catggcatat gtgtggggca aaggtcatgg agatgtccgt 300 

aaggtcttgc caagaaatat tgctgttcct tactgccaac tctccaagaa actggaactg 360 

cctcctattt tggtttatgc agactgtgtc ttggcaaact ggaagaaaaa ggatcctaat 42 0 

aagcccctga cttatgagaa catggacgtt ttgttctcat ttcgtgatgg agactgcagt 480 

aaaggattct tcctggtctc tctattggtg gaaatagcag ctgcttctgc aatcaaagta 540 

attcctactg tattcaaggc aatgcaaatg caagaacggg acactttgct aaaggcgctg 600 

ttggaaatag cttcttgctt ggagaaagcc cttcaagtgt ttcaccaaat ccacgatcat 660 

gtgaac 666 

<210> 153 

<211> 280 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (2) . . (2) 
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<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc feature 



misc__f eature 
(6) . . (6) 
misc feature 



misc_f eature 
(12) . . (12) 
misc feature 



misc_f eature 
(16) . . (16) 
misc feature 



misc_f eature 
(20) . . (20) 
misc feature 



mi sc_f eature 
(38) . . (38) 
misc feature 



<220> 
<221> 



misc feature 




<222> (82) . . (82) 

<223> misc_feature 

<220> 

<221> mi sc_f eature 

<222> (88) . . (88) 

<22 3 > misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (98) . . (98) 

<22 3> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (103) . . (103) 

<22 3> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (105) . . (105) 

<22 3> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (141) . . (144) 

<223> misc feature 
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<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc_f eature 
(146) . . (146) 
misc feature 



mi sc_f eature 
(151) . . (151) 
misc feature 



misc_f eature 
(155) . . (155) 
misc feature 



misc_f eature 
(160) . . (160) 
misc feature 



mi sc_f eature 
(163) . . (163) 
misc feature 



misc_f eature 
(170) . . (170) 
misc feature 



<220> 

<221> mi sc_f eature 

<222> (184) . . (184) 

<22 3 > misc_f eature 

<220> 

<221> misc_f eature 

<222> (190) . . (190) 

<22 3> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (193) . . (193) 

<22 3> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (199) . . (199) 

<223> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (208) . . (208) 

<22 3> mi sc_f eature 

<220> 

<221> misc feature 



:£ O O 42||8 ? « €3 *4»3 OQ2 



<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



(213) . . (213) 
misc feature 



misc_f eature 
(219) . . (219) 
misc feature 



mi sc_f eature 
(221) . . (221) 
misc feature 



misc_f eature 
(225) . . (226) 
misc feature 



mi sc_f eature 
(230) . . (230) 
misc feature 



misc_f eature 
(233) . . (233) 
misc feature 



<220> 



iOO^S^SJ* 5 * ,043001 



:221> misc_f eature 

:222> (237) . . (237) 

;223> misc_f eature 

:220> 

:221> misc_feature 

:222> (240) . . (240) 

:223> misc_f eature 

:220> 

:221> misc_feature 

:222> (245) . . (245) 

:223> misc_feature 

:220> 

221> misc_f eature 

:222> (250) . . (250) 

:223> misc_feature 

220> 

221> misc_f eature 

:222> (256) . . (256) 

223> misc feature 



220> 

221> misc_feature 

222> (268) . . (268) 

223> misc feature 



JL OO 7 P « O M-300 2 



<220> 

<221> misc_f eature 

<222> (270) . . (272) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (280) . . (280) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (149) . . (149) 

<223> misc feature 



<400> 153 
gnatgnatta 


cntgcnatan 


tgtagaaatt 


gggcatgngg 


acaaggggat 


ggttcatgta 


60 


tctcttaact 


gtctgacatg 


gnaacatngt 


ctataccnag 


ttngngtgca 


cttttaaaat 


120 


gaatccgatt 


tgtctgcact 


nnnntnccnc 


ntctncctcn 


ttntatgtgn 


gtgcagcgtt 


180 


tacnctactn 


cantctgant 


gtacttantg 


gtnatcttnc 


ntgcnnttgn 


ggntggngan 


240 


ggtgntcgcn 


tttttnttct 


gtgtaccngn 


nngggggggn 






280 



<210> 154 

<211> 475 

<212> DNA 

<213> Shigella Flexneri 



<400> 154 

ggccattgag aaactactcg ctcttctcaa cacgctggac aggtggattg atgagactcc 



60 



A O O "+3^p -7 « 0 1-1-3 O O 2 



tccagtggac 


cagccctctc 


ggtttgggaa 


taaggcatac 


aggacctggt 


atgccaaact 


120 


tgatgaggaa 


gcagaaaact 


tggtggccac 


agtggtccct 


acccatctgg 


cagctgctgt 


180 


gcctgaggtg 


gctgtttacc 


taaaggagtc 


agtggggaac 


tccacgcgca 


ttgactacgg 


240 


cacagggcat 


gaggcagcct 


tcgctgcttt 


cctctgctgt 


ctctgcaaga 


ttggggtgct 


300 


ccgggtggat 


gaccaaatag 


ctattgtctt 


caaggtgttc 


aatcggtacc 


ttgaggttat 


360 


gcggaaactc 


cagaaaacat 


acaggatgga 


gccagccggc 


agccagggag 


tgtggggtct 


420 


ggatgacttc 


cagtttctgc 


ccttcatctg 


gggcagttcg 


cagctgatag 


accac 


475 



<210> 155 

<211> 276 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (87) . . (87) 

<223> misc_f eature 

<400> 155 

gacaagttga gccaagcaaa agcctactgc aacttgggcc tagcattcaa ggctctgctg 60 

aatttcagta aagctgaaga gtgtcangaa gtacctactg tccctagccc agtctctgaa 120 

taattcccag gctaaatttc gagccctagg aaacctgggc gatatattca tctgtaaaaa 180 

agatataaat ggtgcaataa aattctatga gcagcaactg ggcttagctc accaggtaaa 240 

ggacagaaga ttagaagcca gtgcatatgc agccct 276 

<210> 156 

<211> 985 

<212> DNA 

<213> Shigella Flexneri 



xmmn^j&ny .04-3002 



<400> 156 
aggtaatgga 


gctggtggtg 


gcagcagcca 


gaaaactcca 


ctctttgaaa 


cttactcgga 


60 


ttgggacaga 


gaaatcaaga 


ggacaggtgc 


ttccgggtgg 


agagtttgtt 


ctattaacga 


12 0 


gggttacatg 


atatccactt 


gccttccaga 


atacattgta 


gtgccaagtt 


ctttagcaga 


180 


ccaagatcta 


aagatctttt 


cccattcttt 


tgttgggaga 


aggatgccac 


tctggtgctg 


240 


gagccactct 


aacggcagtg 


ctcttgtgcg 


aatggccctc 


atcaaagacg 


tgctgcagca 


300 


gaggaagatt 


gaccagagga 


tttgtaatgc 


aataactaaa 


agtcacccac 


agagaagtga 


360 


tgtttacaaa 


tcagatttgg 


ataagacctt 


gcctaatatt 


caagaagtac 


aagcagcatt 


420 


tgtaaaactg 


aagcagctat 


gcgttaatga 


gccttttgaa 


gaaactgaag 


agaaatggtt 


480 


atcttcactg 


gaaaatactc 


gatggttaga 


atatgtaagg 


gcattcctta 


agcattcagc 


540 


agaacttgta 


tacatgctag 


aaagcaaaca 


tctctctgta 


gtcctacaag 


aggaggaagg 


600 


aagagacttg 


agctgttgtg 


tagcttctct 


tgttcaagtg 


atgctggatc 


cctattttag 


660 


gacaattact 


ggatttcaga 


gtctgataca 


gaaggagtgg 


gtcatggcag 


gatatcagtt 


720 


tctagacaga 


tgcaaccatc 


taaagagatc 


agagaaagag 


tctcctttat 


ttttgctatt 


780 


cttggatgcc 


acctggcagc 


tgttagaaca 


atatcctgca 


gcttttgagt 


tctccgaaac 


840 


ctacctggca 


gtgttgtatg 


acagcacccg 


gatctcactg 


tttggcacct 


tcctgttcaa 


900 


ctcccctcac 


cagcgagtga 


agcaaagcac 


ggtcagtagg 


ataaaaagtt 


gtacaaaaca 


960 


agattatttt 


ccttcacgag 


tttga 








985 



<210> 157 

<211> 493 

<212> DNA 

<213> Shigella Flexneri 



<400> 157 

ggaagaagaa gagacagagc tgcccactgt gcccccagtg cccacagaac ccagtcccat 60 

gccagaccct tgcagtagtg aactggatgc catgatgctg gggccccgtg ggaagaccta 12 0 

tgctttcaag ggggactatg tgtggactgt atcagattca ggaccgggcc ccttgttccg 180 

agtgtctgcc ctttgggagg ggctccccgg aaacctggat gctgctgtct actcgcctcg 240 

aacacaatgg attcacttct ttaagggaga caaggtgtgg cgctacatta atttcaagat 300 



gtctcctggc ttccccaaga agctgaatag ggtagaacct aacctggatg cagctctcta 



360 



ttggcctctc aaccaaaagg tgttcctctt taagggctcc gggtactggc agtgggacga 



420 



gctagcccga actgacttca gcagctaccc caaaccaatc aagggtttgt ttacgggagt 



480 



gccaaaccag ccc 



493 



<210> 158 

<211> 748 

<212> DNA 

<213> Shigella Flexneri 



<400> 158 
ggctcccttg 


accttccaag 


aggtgcaggc 


tggtgcggct 


gacatccgcc 


tctccttcca 


60 


tggccgccaa 


agctcgtact 


gttccaatac 


ttttgatggg 


cctgggagag 


tcctggccca 


120 


tgccgacatc 


ccagagctgg 


gcagtgtgca 


cttcgacgaa 


gacgagttct 


ggactgaggg 


180 


gacctaccgt 


ggggtgaacc 


tgcgcatcat 


tgcagcccat 


gaagtgggcc 


atgctctggg 


240 


gcttgggcac 


tcccgatatt 


cccaggccct 


catggcccca 


gtctacgagg 


gctaccggcc 


300 


ccactttaag 


ctgcacccag 


atgatgtggc 


agggatccag 


gctctctatg 


gcaagaagag 


360 


tccagtgata 


agggatgagg 


aagaagaaga 


gacagagctg 


cccactgtgc 


ccccagtgcc 


420 


cacagaaccc 


agtcccatgc 


cagacccttg 


cagtagtgaa 


ctggatgcca 


tgatgctggg 


480 


tgaggcccct 


cccctccagg 


ctgttggcag 


gcggtggggg 


cagcctgctg 


atcctgaggc 


540 


ctggacaaat 


gggagtgaca 


tgggacttca 


gcatgagcaa 


tggagggccc 


cgtgggaaga 


600 


cctatgcttt 


caagggggac 


tatgtgtgga 


ctgtatcaga 


ttcaggaccg 


ggccccttgt 


660 


tccgagtgtc 


tgccctttgg 


gaggggctcc 


ccggaaacct 


ggatgctgct 


gtctactcgc 


720 


ctcgaacaca 


atggattcac 


ttctttaa 








748 



<210> 159 

<211> 876 

<212> DNA 

<213> Shigella Flexneri 




<400> 159 
atggagaaat 


attcaataat 


gaagagcatg 


aatatgcatc 


gaaaaaaagg 


aaaaaggacc 


60 


attttagaaa 


tgacacaaat 


actcaaaagg 


catggctatt 


gcaccttggg 


agaagccttt 


120 


aatcggttag 


acttctcaag 


tgcaattcaa 


gatatccgaa 


cgttcaatta 


tgtggtcaaa 


180 


ctgttgcagc 


taattgcaaa 


atcccagtta 


acttcattga 


gtggcgtggc 


acagaagaat 


240 


tacttcaaca 


ttttggataa 


aatcgttcaa 


aaggttcttg 


atgaccacca 


caatcctcgc 


300 


ttaatcaaag 


atcttctgca 


agacctaagc 


tctaccctct 


gcattcttat 


tagaggagta 


360 


gggaagtctg 


tattagtggg 


aaacatcaat 


atttggattt 


gccgattaga 


aactattctc 


420 


gcctggcaac 


aacagctaca 


ggatcttcag 


atgactaagc 


aagtgaacaa 


tggcctcacc 


480 


ctcagtgacc 


ttcctctgca 


catgctgaac 


aacatcctat 


accggttctc 


agacggatgg 


540 


gacatcatca 


ccttaggcca 


ggtgaccccc 


acgttgtata 


tgcttagtga 


agacagacag 


600 


ctgtggaaga 


agctttgtca 


gtaccatttt 


gctgaaaagc 


agttttgtag 


acatttgatc 


660 
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840 


tctccgcagc 


acttcatcga 


cctcttcaag 


ttttaa 






876 


<210> 160 














<211> 400 














<212> DNA 














<213> Shigella Flexneri 










<400> 160 
gctgtccaaa 


accaacagga 


ccctctttat 


atttggtgtc 


acaaagtata 


ttgcaggacc 


60 


ctatgaatgt 


gaaatacgga 


acccagtgag 


tgccagccgc 


agtgacccag 


tcaccctgaa 


120 


tctcctccat 


ggtccagacc 


tccccagcat 


ttacccttca 


ttcacctatt 


accgttcagg 


180 


agaaaacctc 


tacttgtcct 


gcttcgccga 


gtctaaccca 


cgggcacaat 


attcttggac 


240 


aattaatggg 


aagtttcagc 


tatcaggaca 


aaagctctct 


atcccccaaa 


taactacaaa 


300 


gcatagtggg 


ctctatgctt 


gctctgttcg 


taactcagcc 


actggcaagg 


aaagctccaa 


360 


atccatcaca 


gtcaaagtct 


ctgactggat 


attaccctga 






400 



100«*3Jt87 .043002 



<210> 161 
<211> 259 
<212> DNA 

<213> Shigella Flexneri 
<400> 161 

aagaaattta agtatattga gaatttggaa aaatgtgtta aacttgaagt actgaatctc 60 
agctataatc taatagggaa gattgaaaag ttggacaagc tgttaaaatt acgtgaactc 120 
aacttatcat ataacaaaat cagcaaaatt gaaggcatag aaaatatgtg taatctgcaa 180 
aagcttaacc ttgcaggaaa tgaaattgag catattccag tatggttagg gaagaagtta 240 
aaatctttgc gagtcctca 259 

<210> 162 

<211> 269 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (261) . . (261) 

<22 3 > misc_f eature 

<400> 162 

ggaggcagag caagacactg tctcttaaaa aaaggaaaga aaactcgaca agaatcctag 60 

tgggagaggc aggaccatcc tgtgatgggt caataatgac ccagtcatgg agcacagtga 12 0 

tgcaggaaaa ggggttgtga gtgccaggaa ggccagtttc gaacaacgtg gcaagggaag 180 

caggcctgtg agaacgggcc ctctgagccg gaactgaggg aggagttgag cctggggctc 240 

tctgggggtg cagtgttcca ngtggggga 2 69 



<210> 163 



:I O O ^3MJBl "7 m O H-3 002 



<211> 641 
<212> DNA 

<213> Shigella Flexneri 



<400> 163 
ggctgagcca 


cccgtcccct 


cacctctgcc 


actggcctca 


tcccctgaat 


cagcccgacc 


60 


caagccccgt 


gcccggcccc 


ctgaagaagg 


tgaagatacc 


cgtcctcctc 


gcctcaagaa 


120 


atggaaagga 


gtgcgctgga 


agcggcttcg 


gctgctgctg 


accatccaga 


agggcagtgg 


180 


acggcaggag 


gatgagcggg 


aagtggcaga 


gtttatggag 


cagcttggca 


cagccttgcg 


240 


acctgacaag 


gtaccgcgag 


acatgcgtcg 


ctgctgtttc 


tgtcatgagg 


agggtgacgg 


300 


ggccactgat 


gggcctgccc 


gtctgctgaa 


cctggacctg 


gacctgtggg 


tgcacctcaa 


360 


ctgtgccctt 


tggtccacgg 


aggtgtatga 


gacccagggc 


ggagcactga 


tgaatgtgga 


420 


ggttgccctg 


caccgaggac 


tgctaaccaa 


gtgctccctg 


tgccagcgaa 


ctggtgccac 


480 


cagcagctgc 


aatcgcatgc 


gttgccccaa 


tgtctaccat 


tttggttgtg 


ccatccgcgc 


540 


caagtgcatg 


ttcttcaagg 


acaagaccat 


gctgtgtcca 


atgcataaga 


tcaaggggcc 


600 


ctgtgagcaa 


gagctgagct 


cttttgctgt 


cttccggcgg 


9 




641 



<210> 164 

<211> 669 

<212> DNA 

<213> Shigella Flexneri 

<400> 164 



cagtgatatg 


atgctgaaca 


tcatcaacag 


ctctattact 


accaaagcca 


tcagccggtg 


60 


gtcatctttg 


gcttgcaaca 


ttgccctgga 


tgctgtcaag 


atggtacagt 


ttgaggagaa 


120 


tggtcggaaa 


gagattgaca 


taaaaaaata 


tgcaagagtg 


gaaaagatac 


ctggaggcat 


180 


cattgaagac 


tcctgtgtct 


tgcgtggagt 


catgattaac 


aaggatgtga 


cccatccacg 


240 


tatgcggcgc 


tatatcaaga 


accctcgcat 


tgtgctgctg 


gattcttctc 


tggaatacaa 


300 


gaaaggagga 


agccagactg 


acattgagat 


tacacgagag 


gaggacttca 


cccgaattct 


360 


ccagatggag 


gaagagtaca 


tccagcagct 


ctgtgaggac 


attatccaac 


tgaagcccga 


420 




tgtggtcatc actgaaaagg gcatctcaga tttagctcag cactacctta tgcgggccaa 480 

tatcacagcc atccgcagag tccggaagac agacaataat cgcattgcta gagcctgtgg 540 

ggcccggata gtcagccgac cagaggaact gagagaagat gatgttggaa caggagcagg 6 00 

cctgttggaa atcaagaaaa ttggagatga atactttact ttcatcactg actgcaaaga 660 

ccccaaggc 669 

<210> 165 

<211> 866 

<212> DNA 

<213> Shigella Flexneri 



<400> 165 
atggacgaca 


aggagttaat 


tgaatacttt 


aagtctcaga 


tgaaagaaga 


tcctgacatg 


60 


gcctcagcag 


tggctgccat 


ccggacgttg 


ctggagttct 


tgaagagaga 


taaaggggag 


120 


acaatccagg 


gtctgagggc 


gaatctcacc 


agtgccatag 


aaaccctgtg 


tggtgtggac 


180 


tcctctgtgg 


cagtgtcctc 


tggcggggag 


ctcttcctcc 


gcttcatcag 


tcttgcctcc 


240 


ctggaatact 


ccgattactc 


caaatgtaaa 


aagatcatga 


ttgagcgggg 


agaacttttt 


300 


ctcaggagaa 


tatcactgtc 


aagaaacaaa 


attgcagatc 


tgtgccatac 


tttcatcaaa 


360 


gatggagcga 


caatattgac 


tcacgcctac 


tccagagtgg 


tcctgagagt 


cctggaagca 


420 


gccgtggcgg 


ccaagaagcg 


atttagtgta 


tacgtcacag 


agtcacagcc 


tgatttgtca 


480 


ggtaagaaaa 


tggccaaagc 


cctctgccac 


ctcaacgtcc 


ctgtcactgt 


ggtgctagat 


540 


gctgctgtcg 


gctacatcat 


ggagaaagca 


gatcttgtca 


tagttggtgc 


tgaaggagtt 


600 


gttgaaaacg 


gaggaattat 


taacaagatt 


ggaaccaacc 


agatggctgt 


gtgtgccaaa 


660 


gcacagaaca 


aacctttcta 


tgtggttgca 


gaaagtttca 


agtttgtccg 


gctctttcca 


720 


ctaaaccagc 


aagacgtccc 


agataagttt 


aagtataagg 


cagacactct 


caaggtcgcg 


780 


cagactggac 


aagacctcaa 


agaggagcat 


ccgtgggtcg 


actacactgc 


cccttcctta 


840 


atcactctgc 


tgtttacaga 


cctggg 








866 



<210> 166 
<211> 581 



3^B 



<212> DNA 

<213> Shigella Flexneri 



<400> 166 
gcagccttca 


aggtcgccac 


gccgtattcc 


ctgtatgtct 


gtcccgaggg 


gcagaacgtc 


60 


accctcacct 


gcaggctctt 


gggccctgtg 


gacaaagggc 


acgatgtgac 


cttctacaag 


120 


acgtggtacc 


gcagctcgag 


gggcgaggtg 


cagacctgct 


cagagcgccg 


gcccat ccgc 


180 


aacctcacgt 


tccaggacct 


tcacctgcac 


catggaggcc 


accaggctgc 


caacaccagc 


240 


cacgacctgg 


ctcagcgcca 


cgggctggag 


tcggcctccg 


accaccatgg 


caacttctcc 


300 


atcaccatgc 


gcaacctgac 


cctgctggat 


agcggcctct 


actgctgcct 


ggtggtggag 


360 


atcaggcacc 


accactcgga 


gcacagggtc 


catggtgcca 


tggagctgca 


ggtgcagaca 


420 


ggcaaagatg 


caccatccaa 


ctgtgtggtg 


tacccatcct 


cctcccagga 


tagtgaaaac 


480 


atcacggctg 


cagccctggc 


tacgggtgcc 


tgcatcgtag 


gaatcctctg 


cctccccctc 


540 


atcctgctcc 


tggtctacaa 


gcaaaggcag 


gcagcctcca 


a 




581 


<210> 167 














<211> 569 














<212> DNA 














<213> Shigella Flexneri 










<400> 167 
ccttggagct 


ggtcctttca 


gccatatgat 


aaaattaaaa 


actaagcctc 


tccctcctga 


60 


tccacctcgt 


ctggaatgtg 


ttgcctttag 


ccaccagaac 


cttaagctga 


aatggggaga 


120 


aggaactcca 


aagacattgt 


caaccgattc 


tattcagtac 


caccttcaga 


tggaggataa 


180 


gaatggacgg 


tttgtatccc 


tatacagagg 


accatgtcat 


acatacaaag 


tacaaagact 


240 


taatgagtca 


acatcctata 


aattctgtat 


tcaagcttgt 


aatgaagctg 


gggaaggtcc 


300 


cctctcccaa 


gaatatattt 


tcactactcc 


aaaatctgtc 


ccagctgcct 


tgaaagcccc 


360 


caaaatagag 


aaagtaaatg 


atcacatttg 


tgaaattaca 


tgggagtgtt 


tacagccaat 


420 


gaaaggtgat 


ccagttattt 


acagtcttca 


agttatgttg 


ggaaaagatt 


cagaattcaa 


480 


acagatttac 


aagggtcccg 


actcttcctt 


ccggtattcc 


agccttcagc 


tgaactgtga 


540 
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atatcgcttc cgtgtatgtg ccattcgcc 569 

<210> 168 

<211> 1327 

<212> DNA 

<213> Shigella Flexneri 



<400> 168 
qqctcqqctq 

ZJ ZJ zj zj 


aagqacctqq 

-J —J ZJ ZJ 


aggctctgct 


gaactccaag 


gaggccgcac 


tgagcactgc 


60 


tctcagtgag 


aagcgcacgc 


tgqaqggcqa 

«J ZJ -J ~J ~J ZJ 


gctgcatgat 


ctgcggggcc 


aggtggccaa 


120 


gcttgaggca 


qccctaqqtq 

ZJ ZJ ZJ ZJ 


aggccaagaa 


gcaacttcag 


gatgagatgc 

. ' ZJ -J z> 


tgcggcgggt 


180 


qqatqctqaq 

ZZ) Z) ~J ZJ ZD 


aacaggctgc 


agaccatgaa 

ZJ ZJ 


ggaggaactg 

zj zj zj j ~j 


gacttccaga 


agaacatcta 


240 


caqtqaqqag 

ZJ ZJ ZJ ZD ZJ 


ctgcgtgaga 


ccaagcgccg 


tcatgagacc 


cgactggtgg 


agattgacaa 


300 


tqqqaaqcag 

ZJ ZJ ZJ ZJ «J 


cgtgagtttg 
— j — > — ' — > 


agagccggct 


ggcggatgcg 


ctgcaggaac 


tgcgggccca 


360 


gcatgaggac 


caggtggagc 


agtataagaa 


ggagctggag 


aagacttatt 


ctgccaagct 


420 


ggacaatgcc 


aggcagtctg 


ctgagaggaa 


cagcaacctg 


gtgggggctg 


cccacgagga 


480 


gctgcagcag 


tcgcgcatcc 


gcatcgacag 


cctctctgcc 


cagctcagcc 


agctccagaa 


540 


gcagctggca 


gccaaggagg 


cgaagcttcg 


agacctggag 


gactcactgg 


cccgtgagcg 


600 


ggacaccagc 


cggcggctgc 


tggcggaaaa 


ggagcgggag 


atggccgaga 


tgcgggcaag 


660 


gatgcagcag 


cagctggacg 


agtaccagga 


gcttctggac 


atcaagctgg 


ccctggacat 


720 


ggagatccac 


gcctaccgca 


agctcttgga 


gggcgaggag 


gagaggctac 


gcctgtcccc 


780 


cagccctacc 


tcgcagcgca 


gccgtggccg 


tgcttcctct 


cactcatccc 


agacacaggg 


840 


tgggggcagc 


gtcaccaaaa 


agcgcaaact 


ggagtccact 


gagagccgca 


gcagcttctc 


900 


acagcacgca 


cgcactagcg 


ggcgcgtggc 


cgtggaggag 


gtggatgagg 


agggcaagtt 


960 


tgtccggctg 


cgcaacaagt 


ccaatgagga 


ccagtccatg 


ggcaattggc 


agatcaagcg 


1020 


ccagaatgga 


gatgatccct 


tgctgactta 


ccggttccca 


ccaaagttca 


ccctgaaggc 


1080 


tgggcaggtg 


gtgacgatct 


gggctgcagg 


agctggggcc 


acccacagcc 


cccctaccga 


1140 


cctggtgtgg 


aaggcacaga 


acacctgggg 


ctgcgggaac 


agcctgcgta 


cggctctcat 


1200 


caactccact 


ggggaagaag 


tggccatgcg 


caagctggtg 


cgctcagtga 


ctgtggttga 


1260 


ggacgacgag 


gatgaggatg 


gagatgacct 


gctccatcac 


caccatgtga 


gtggtagccg 


1320 




ccgctga 1327 

<210> 169 

<211> 1438 

<212> DNA 

<213> Shigella Flexneri 



<400> 169 



cccacctcct 


ggccggtcct 


tgaagttttc 


tggggtctat 


gggccaataa 


tctgccagag 


60 


accaagtacc 


aatgagcttc 


ccctatttga 


ctttcctgtc 


aaagaggttt 


ttgaactgct 


120 


cggggtggag 


aatgtgtttc 


agctttttac 


ttgtgccctt 


ctggagtttc 


aaatcctgct 


180 


ctactcacag 


cattaccaga 


gactgatgac 


tgtggcggag 


acgattacag 


ctctcatgtt 


240 


tcctttccag 


tggcagcatg 


tctatgtccc 


tattctccca 


gcttctctcc 


tgcatttctt 


300 


agatgctcct 


gttccatacc 


tgatgggttt 


gcattccaat 


ggcctggatg 


accggtcaaa 


360 


gctggagctg 


cctcaagagg 


ctaacctctg 


ctttgtggac 


attgacaacc 


acttcattga 


420 


gttgccagag 


gacttgccac 


agttccccaa 


caaattggag 


tttgtccagg 


aagtctctga 


480 


gattctcatg 


gcatttggaa 


ttccccctga 


agggaatct t 


cat tgcagtg 


agagtgcct c 


540 


caagctgaag 


aggctgcggg 


cctctgagct 


tgtctcggac 


aagaggaatg 


ggaacattgc 


600 


tggctcccct 


ttgcattcct 


acgagcttct 


taaggagaat 


gaaactattg 


cccggctgca 


660 


agccttggtc 


aagagaactg 


gggtgagcct 


ggaaaagttg 


gaagtgcgtg 


aagaccccag 


720 


cagcaataag 


gatctcaaag 


ttcagtgtga 


tgaagaagaa 


ctcaggattt 


accagctaaa 


780 


cattcagatc 


cgggaagttt 


ttgcaaatcg 


tttcactcag 


atgtttgcag 


attatgaggt 


840 


gtttgtcatc 


caacccagcc 


aggataagga 


atcctggttt 


accaacaggg 


agcaaatgca 


900 


aaactttgat 


aaagcatctt 


ttctgtcaga 


tcagcctgag 


ccctacctgc 


ccttcctctc 


960 


aagattcctg 


gagacccaga 


tgtttgcatc 


tttcattgac 


aacaaaataa 


tgtgtcatga 


1020 


tgatgatgat 


aaagaccctg 


tactccgggt 


atttgattcc 


cgagttgaca 


agatcaggct 


1080 


gttgaatgtt 


cggacaccta 


ctctccgtac 


atccatgtac 


cagaagtgta 


ccactgtgga 


1140 


tgaagcagag 


aaagcaattg 


agctgcgtct 


ggcaaaaatt 


gaccatactg 


caattcaccc 


1200 


acatttactt 


gacatgaaga 


ttggacaagg 


gaaatatgag 


ccgggcttct 


tccctaagct 


1260 



7* .OH-3' 



gcagtctgat gtactttcca ctgggccagc cagcaacaag tggacgaaaa ggaatgcccc 1320 
tgcccagtgg aggcggaaag atcggcagaa gcagcacaca gaacacctgc gtttagataa 13 80 
tgaccagagg gagaagtaca tccaggaagc caggactatg ggcagcacta tccgccag 1438 



<210> 170 

<211> 274 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (193) . . (193) 

<22 3> mi sc_f eature 

<220> 

<221> misc_feature 

<222> (203) . . (203) 

<223> misc_f eature 

<220> 

<221> mi sc__f eature 

<222> (209) . . (209) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (219) . . (219) 

<223> misc feature 



3^87 «O fl 4: 



<220> 

<221> misc_f eature 

<222> (222) . . (222) 

<223> misc_feature 

<220> 

<221> misc_feature 

<222> (224) . . (224) 

<223> misc__feature 

<220> 

<221> misc_f eature 

<222> (244) . . (244) 

<223> mis cofeature 

<220> 

<221> misc_f eature 

<222> (247) . . (247) 

<223> misc_f eature 

<220> 

<221> misc_feature 

<222> (259) . . (259) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (261) . . (261) 

<223> misc feature 



lOOH^JfcBT 1 .Q43002 



<220> 

<221> misc_f eature 

<222> (268) . . (269) 

<223> misc_feature 

<400> 170 

tgggattcaa ctaaaattag caaagcatac tacaaagcaa tggtaattag cacttggtgt 60 

tactggctaa gaaagaggca cttgatgcat gaaacagact cacgtgtacc tgtgagttta 12 0 

ttatttgata caagtgccat ttcaaatcag caagggaatt gggccaattt gttatccatt 180 

ttgaaaacat atnaagtttg atncctacnt gacaacgtnc tntnaaatgg gtgggaggtg 240 

gatnggncat gtgggtgtna ngcggtgnng gcgg 2 74 

<210> 171 
<211> 895 
<212> DNA 

<213> Shigella Flexneri 
<400> 171 

gctcagtgct ctggagtcca cggtgcctcc cagccagcct ccacctgtgg gcacctcagc 60 

catccacatg agcctgcttg agatgaggcg gagcgtggcg gaactcaggc tccagctcca 120 

gcagatgcgg cagctccagc tgcagaacca ggagttgctg agggcaatga tgaagaaggc 180 

cgagctggaa atcagtggca aagtgatgga aacaatgaag agactggagg atcccgtgca 240 

gcgacagcgc gtcctagtgg agcaagagag acaaaaatat cttcatgagg aagagaagat 3 00 

cgtcaagaag ttgtgcgagt tggaagactt tgttgaagac ttgaagaagg actccacggc 3 60 

agccagccga ttggttactc tgaaagacgt ggaagacggg gctttcctcc tgcgtcaagt 420 

gggagaggct gtagctaccc tgaaaggaga atttccaacc ttacaaaaca agatgcgagc 4 80 

catcctgcgc atagaagtgg aggccgtgcg gtttctgaag gaggagccac acaagctgga 540 

cagtctcctg aagcgtgtgc gcagcatgac agacgtcctg accatgctgc ggagacatgt 6 00 

cactgatggg ctcctgaaag gcacggacgc agcccaagcc gcacagtaca tggctatgga 660 



10043 



aaaggccaca gccgcagaag tcctgaagag tcaggaggag gcagcccaca cctccggcca 720 

gcccttccac agcacaggtg cccctggcga tgcgaagtcg gaagtggtgc ctttgtccgg 7 80 

catgatggtt cgccacgcgc agagctcccc tgtggtcatc cagccctccc agcactccgt 840 

ggccctgctg aaccctgctc agaacttgcc tcacgtggcc agctccccag ccgtc 895 

<210> 172 
<211> 268 
<212> DNA 

<213> Shigella Flexneri 
<400> 172 

cctgaggacc aaccacattg ggtgggtgca ggagttcctc aatgaagaga accgtggcct 60 
ggatgtgctg ctcgagtacc tggcctttgc ccagtgctct gtcacgtatg acatggagag 120 
cacagacaac ggggcttcca actcagagaa aaacaagccc ctggagcagt ctgtggaaga 180 
cctcagcaag ggtccaccct cctccgtgcc caaaagccgc cacctgacca tcaagctgac 240 
cccagcccac agcaggaagg ccctgcgg 2 68 

<210> 173 
<211> 642 
<212> DNA 

<213> Shigella Flexneri 
<400> 173 

gactaaggat caccattact ttaagtactg caaaatctca gcattggctc ttctgaagat 60 
ggtgatgcat gccagatcgg gaggcaattt ggaagtgatg ggtctgatgc taggaaaggt 12 0 
ggatggtgaa accatgatca ttatggacag ttttgctttg cctgtggagg gcactgaaac 180 
ccgagtaaat gctcaggctg ctgcatatga atacatggct gcatacatag aaaatgcaaa 240 
acaggttggc cgccttgaaa atgcaatcgg gtggtatcat agccaccctg gctatggctg 300 
ctggctttct gggattgatg ttagtactca gatgctcaat cagcagttcc aggaaccatt 360 
tgtagcagtg gtgattgatc caacaagaac aatatccgca gggaaagtga atcttggcgc 42 0 



X O O 7 ! . O 3 O O S 



ctttaggaca tacccaaagg gctacaaacc tcctgatgaa ggaccttctg agtaccagac 4 80 

tattccactt aataaaatag aagattttgg tgtacactgc aaacaatatt atgccttaga 540 

agtctcatat ttcaaatcct ctttggatcg caaattgctt gagctgttgt ggaataaata 6 00 

ctgggtgaat acgttgagtt cttctagctt gcttactaat gc 642 

<210> 174 

<211> 1317 

<212> DNA 

<213> Shigella Flexneri 



<400> 174 

rrrrr'aaat* cZkC 1 

yyi—ctdd l^o>»- 


tttttcttca 


aaaaggatta 


tagtaaagtc 


cagcatctgg 


ccctccatgc 


60 


d. L. LLLdLaaL 




aagctatgca 


agcagagagc 


tgctatcagc 


tagctagatc 


120 




raaaaaaatt 


atgaccaagc 


ttttcagtac 


tattatcaag 


ccacacagtt 


180 




tcttt tgtgc 


tcccattttt 


tggtttggga 


caaatgtata 


tttatcgagg 


240 


tgacaaagaa 


aatgcatctc 


agtgctttga 


gaaggttttg 


aaagcttatc 


L. LdaLaaU L. a. 


300 


cgaaactatg 


aaaattctcg 


gctctctcta 


tgctgcctca 


gaagatcaag 


aaaaacgaga 


360 


tattgccaag 


ggccatttga 


agaaggtcac 


agaacagtat 


cccgatgatg 


ttgaagcttg 


420 


gattgaattg 


gcacaaatct 


tagaacagac 


tgatatacag ggtgcccttt 


cagcctatgg 


480 


aacagcaaca 


cgaatccttc 


aggagaaagt 


gcaggccgat 


gttcctccag 


agattctcaa 


540 


taatgtgggt 


gccctccatt 


ttagacttgg 


aaacctaggg 


gaggctaaga 


aatatttttt 


600 


ggcgtcattg 


gaccgtgcaa 


aagcagaagc 


ggaacacgat 


gagcattact 


ataacgccat 


660 


ttccgttacc 


acgtcatata 


atctcgccag 


gctatatgag 


gcgatgtgtg 


aattccatga 


720 


agcagaaaaa 


ctgtataaaa 


acatcttacg 


cgaacatcct 


aattatgttg 


actgctattt 


780 


gcgcctagga 


gccatggcta 


gagataaggg 


aaacttttat 


gaggcttcag 


attggtttaa 


840 


ggaagctctt 


cagattaatc 


aggatcatcc 


agatgcttgg 


tctttgattg 


gcaatcttca 


900 


tttggcaaaa 


caagaatggg 


gtcctgggca 


gaagaagttt 


gagaggatat 


taaaacagcc 


960 


atccacacag 


agtgatacct 


attctatgct 


agcccttggc 


aacgtgtggc 


tccaaacttt 


1020 


acatcagccc 


acccgagatc 


gagaaaagga 


aaagcgtcat 


caagatcgtg 


ctctggccat 


1080 


ctacaaacaa 


gtactcagaa 


atgatgcaaa 


gaatctgtat 


gctgccaatg 


gcataggagc 


1140 
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tgttttggcc cacaaaggat attttcgtga agctcgtgat gtatttgccc aagtaagaga 1200 
agcaacagca gatattagtg atgtgtggct gaacttagca cacatctatg tggagcaaaa 12 60 
gcagtacatc agcgccgttc agatgtatga aaactgcctc cgaaagttct ataagca 1317 

<210> 175 

<211> 450 

<212> DNA 

<213> Shigella Flexneri 



<400> 175 
ctcatcaact 


acgtgggctt 


catcaactac 


ctcttctatg 


ggggcacggt 


tgctggacag 


60 


atagtccttc 


gctggaagaa 


gcctgatatc 


ccccgcccca 


tcaagatcaa 


cctgctgttc 


120 


cccatcatct 


acttgctgtt 


ctgggccttc 


ctgctggtct 


tcagcctgtg 


gtcagagccg 


180 


gtggtgtgtg 


gcattggcct 


ggccatcatg 


ctgacaggag 


tgcctgtcta 


tttcctgggt 


240 


gtttactggc 


aacacaagcc 


caagtgtttc 


agtgacttca 


ttgagctgct 


aaccctggtg 


300 


agccagaaga 


tgtgtgtggt 


cgtgtacccc 


gaggtggagc 


ggggctcagg 


gacagaggag 


360 


gctaatgagg 


acatggagga 


gcagcagcag 


cccatgtacc 


aacccactcc 


cacgaaggac 


420 


aaggacgtgg 


cggggcagcc 


ccagccctga 








450 



<210> 176 

<211> 271 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (251) . . (251) 

<223> misc feature 



<220> 




<221> 


misc_f eature 












<222> 


(268) . . (268) 












<223> 


misc_f eature 












<220> 














<221> 


mi sc_f eature 












<222> 


(270) . . (270) 












<223> 


misc_f eature 












<400> 176 

ctgggattac aggcatgagc 


cacagcacct 


ggctgagttt 


tctcagcacc 


atttattgaa 


60 


tagactgtcc tttccctggt 


gtatgttatt 


gcatttgttg 


aaaatgagtt 


caccatagat 


120 


gtgtagattt atttctgggt 


tctctatcct 


gttctgttgg 


tctatatgtc 


tgttttcatg 


180 


ctggtaccat gctgttttgg 


ttactacggc 


tctgtagtat 


aatctgaagt 


caggtaatgt 


240 


gattcctcca nttttgttct 


ttctgctnan 


g 






271 


<210> 


177 












<211> 


238 












<212> 


DNA 












<213> 


Shigella Flexneri 










<400> 177 

tttcactcaa gaagatattg 


acagagctat 


tgcttacctt 


ttcccaagtg 


gtttgtttga 


60 


gaaacgagcc aggccagtaa 


tgaagcatcc 


tgaacagatt 


tttccaagac 


aaagagcaat 


120 


ccagtgggga gaagatggcc 


gtccatttca 


ctatctcttc 


tatactggca 


aacagtcata 


180 


ctattcatta atgattacca 


gctttacttc 


ccgatcacac 


aggacagaga 


acagctga 


238 



<210> 178 
<211> 786 
<212> DNA 



<213> Shigella Flexneri 



<400> 178 
atggagatga 


ggcttccagt 


ggctcgcaag 


cctcttagcg 


agagactggg 


ccgcgacact 


60 


aagaaacatc 


ta 9tggtgcc 


gggggataca 


atcactacgg 


acacaggatt 


catgcggggc 


120 


catggaacgt 


atatgggaga 


agagaagctc 


attgcatctg 


ttgctggctc 


tgtggagaga 


180 


gtaaacaagt 


tgatctgtgt 


gaaagctttg 


aaaaccagat 


acattggtga 


agtaggagac 


240 


atcgtagtgg 


gacgaatcac 


agagaggaga 


agatctgcag 


aagatgagct 


tgcaatgaga 


300 


ggtttcttac 


aggaagggga 


ccttatcagt 


gctgaggtcc 


aggcagtgtt 


ctctgacgga 


360 


gctgtctctt 


tgcacacgag 


gagcctgaaa 


tatggaaaac 


taggtcaggg 


ggttttggtc 


420 


caggtttccc 


cctccctggt 


gaaacggcag 


aagacccact 


ttcatgattt 


gccatgtggt 


480 


gcctcagtga 


ttctcggtaa 


caacggcttc 


atctggattt 


acccaacacc 


tgagcacaaa 


540 


gaagaggaag 


cagggggctt 


cattgcaaac 


ctggagcctg 


tctctcttgc 


tgatcgagag 


600 


gtgatatccc 


ggcttcggaa 


ctgcatcatc 


tcgctggtaa 


ctcagaggat 


gatgctgtat 


660 


gataccagca 


tcctgtactg 


ctatgaagca 


tcccttccac 


atcagatcaa 


agacatctta 


720 


aagccagaaa 


taatggagga 


gattgtgatg 


gaaacacgcc 


agaggctttt 


ggaacaggag 


780 


ggataa 












786 



<210> 179 
<211> 996 
<212> DNA 

<213> Shigella Flexneri 
<400> 179 

caaagattta aatatgaatg tgaacagctt tcaaaggaaa tttgtgaatg aagtcagaag 60 
gtgtgaatca ctggagagaa tcctccgttt tctggaagac gagatgcaaa atgagattgt 120 
agttcagttg ctcgagaaaa gcccactgac cccgctccca cgggaaatga ttaccctgga 180 
gactgttcta gaaaaactgg aaggagagtt acaggaagcc aaccagaacc agcaggcctt 240 
gaaacaaagc ttcctagaac tgacagaact gaaatacctc ctgaagaaaa cccaagactt 3 00 
ctttgagacg gaaaccaatt tagctgatga tttctttact gaggacactt ctggcctcct 360 
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ggagttgaaa 


gcagtgcctg 


catatatgac 


cggaaagttg 


gggttcatag 


ccggtgtgat 


420 


caacagggag 


aggatggctt 


cctttgagcg 


gttactgtgg 


cgaatctgcc 


gaggaaacgt 


480 


gtacttgaag 


ttcagtgaga 


tggacgcccc 


tctggaggat 


cctgtgacga 


aagaagaaat 


540 


tcagaagaac 


atattcatca 


tattttacca 


aggagagcag 


ctcaggcaga 


aaatcaagaa 


600 


gatctgtgat 


gggtttcgag 


ccactgtcta 


cccttgccca 


gagcctgcgg 


tggagcgcag 


660 


agagatgttg 


gagagcgtca 


atgtgaggct 


ggaagattta 


atcaccgtca 


taacacaaac 


720 


agagtctcac 


cgccagcgcc 


tgctgcagga 


agccgctgcc 


aactggcact 


cctggctcat 


780 


caaggtgcag 


aagatgaaag 


ctgtctacca 


catcctgaac 


atgtgcaaca 


tcgacgtcac 


840 


ccagcagtgt 


gtcatcgccg 


agatctggtt 


cccggtggca 


gatgccacac 


gtatcaagag 


900 


ggcactggag 


caaggcatgg 


aactaagtgg 


ctcctccatg 


gcccccatca 


tgaccacagt 


960 


gcaatctaaa 


acagcccctc 


ccacatttaa 


caggac 






996 



<210> 180 

<211> 669 

<212> DNA 

<213> Shigella Flexneri 



<400> 180 

atgggagtga catgggactt cagcatgagc aatggagggc cccgtgggaa gacctatgct 60 

ttcaaggggg actatgtgtg gactgtatca gattcaggac cgggcccctt gttccgagtg 120 

tctgcccttt gggaggggct ccccggaaac ctggatgctg ctgtctactc gcctcgaaca 180 

caatggattc acttctttaa gggagacaag gtgtggcgct acattaattt caagatgtct 240 

cctggcttcc ccaagaagct gaatagggta gaacctaacc tggatgcagc tctctattgg 300 

cctctcaacc aaaaggtgtt cctctttaag ggctccgggt actggcagtg ggacgagcta 360 

gcccgaactg acttcagcag ctaccccaaa ccaatcaagg gtttgtttac gggagtgcca 420 

aaccagccct cggctgctat gagttggcaa gatggccgag tctacttctt caagggcaaa 4 80 

gtctactggc gcctcaacca gcagcttcga gtagagaaag gctatcccag aaatatttcc 540 

cacaactgga tgcactgtcg tccccggact atagacacta ccccatcagg tgggaatacc 600 

actccctcag gtacgggcat aaccttggat accactctct cagccacaga aaccacgttt 660 

gaatactga 669 
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<210> 181 
<211> 2716 
<212> DNA 

<213> Shigella Flexneri 



<400> 181 

agaccagagc catgttgttc aagagcattt aagtgaagaa aaggatgaaa gactacactg 6 0 

tgagaataat gataaagccc ctgaatcaga gtcagagaag ccaactcctc tgtccactgg 120 

gcaaggtaat agagctgaag agggaccaaa cgctagttca ggtttcatga agactgctgt 180 

actaggacct acactgaaaa atgtaatgat gaaaaataat aaactagcag tttcccctaa 240 

ctataatgct acgtttatgg gcttcaagat gatggatgga aaacagcata ttgtattaaa 3 00 

attggtgcct atcaaacaaa atgtatgttc accaggctca cagtcaggtg ctgcaaagga 360 

cggtactgct aatttgcagc cccagacttt ggacactaat ggatttttaa caggagtaac 420 

aactgagtta aatgacacag tttatatgaa agcagctact ccattttcat gttcatcttc 480 

tatactttca gggaaagcaa gttcagaaaa agaaatgact ttgatatctc aaaggaataa 540 

tatgcttcaa acaatggatt atgagaaaag tgtatcttct ttgtcagcaa catcagaatt 600 

ggttacagca tcagtgaatt tgaccacaaa atttgaaaca agagataatg ttgacttctg 660 

gggaaatcat ctcactcaga gtcaccccga ggtattaggt accaccatta aaagtccaga 720 

taaagtcaac tgtgttgcca aaccaaatgc atacaacagt ggagatatgc ataattattg 780 

cattaattat ggcaactgtg agttacctgt tgaatcctcc aaccaaggat cattaccttt 840 

tcataattac tcaaaagtga ataattctaa taaacgtcgt aggttttcag gaacagcagt 900 

gtatgaaaac cctcaaagag aatcttcatc cagcaaaaca gttgtccaac aaccaattag 960 

tgaatcattt ttatcactag tgaggcagga gagctcaaaa ccagatagcc tattagcatc 102 0 

tattagcctt ttaaatgata aagatggaac tttaaaagca aaatctgaaa ttgaagaaca 10 80 

gtatgtttta gaaaaaggac aaaacattga tggacaaaac ctgtacagta atgaaaatca 1140 

aaatttagag tgtgcgactg aaaaatctaa atgggaagac ttttctaatg tcgattcacc 1200 

tatgatgcct agaatcacat ctgttttctc tctccagagc caacaggcat cagaatttct 1260 

gccacctgaa gtaaaccaat tgcttcagga tgtattgaaa ataaaacctg atgtaaaaca 1320 
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agactctagt aacactccaa ataaaggctt gccacttcat tgtgaccagt catttcaaaa 13 80 

acacgagaga gaaggcaaaa ttgttgaatc ttcgaaagat ttcaaagtgc aaggcatctt 1440 

cccagttcca cctggcagtg tgggtattaa tgtgcctaca aatgatttga atttgaaatt 1500 

tggaaaagaa aaacaagtgt catcaatacc acaagatgtg agagattcag agaagatgcc 1560 

tagaatttca ggttttggca cattacttaa gactcagtca gatgcgataa taacacagca 162 0 

gcttgtaaaa gacaaactac gagccaccac acaaaattta ggttcttttt atatgcagag 1680 

tccactttta aattcagaac aaaaaaaaac tataattgtt cagacttcaa aaggattctt 1740 

aataccattg aacattacta acaagcctgg gctaccagtt attcctggaa atgcacttcc 1800 

attggttaat tcacaaggta tccctgcttc tctttttgta aacaagaaac ctgggatggt 1860 

tttaacactt aataatggga aacttgaagg tgtttccgct gtcaaaaccg agggtgcccc 192 0 

agctcgtgga actgtgacta aggagccttg caaaacacct attttgaagg tagaaccaaa 1980 

caataattgt cttacacctg gactttgttc cagcattggc agttgtttga gcatgaaaag 2 040 

tagctcagaa aatactttgc cattaaaagg cccttacatt ttgaaaccaa cgagttctgt 2100 

gaaagctgtt cttattccta acatgctatc tgagcaacag agcactaagt tgaatatctc 2160 

cgattcagta aaacagcaga atgagatttt tccaaaacca cctctttata ccttcttgcc 2220 

tgatggcaaa caagctgttt ttttaaagtg tgtgatgcca aataaaactg agctgcttaa 2280 

gcccaaatta gtccaaaata gtacttatca aaatatacag ccaaagaaac ctgaaggaac 2340 

accacaaaga atattgctga aaatttttaa ccctgtttta aatgtgactg ctgctaataa 2400 

tctgtcagta agcaactctg catcctcatt gcaaaaagac aacgtaccat ctaatcagat 2460 

tataggagga gagcagaaag agccagaatc tagagatgcc ttacccttct tactagatga 2 520 

cttaatgcca gcaaatgaaa ttgtgataac ttctactgca acatgcccag aatcttctga 2580 

ggaaccaata tgtgtcagtg actgttcaga gtccagggta ttaaggtgta aaacaaattg 2 640 

tagaattgag aggaacttca atagaaaaaa gacttccaaa aaaaattttt tcaaaaacaa 2700 

aaactcatgg aagtaa 2716 

<210> 182 
<211> 7831 
<212> DNA 

<213> Shigella Flexneri 
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<400> 182 

cgcgccgtgg aagaagatcc agcagaacac tttcacgcgc tggtgcaacg agcacctgaa 60 

gtgcgtgagc aagcgcatcg ccaacctgca gacggacctg agcgacgggc tgcggcttat 12 0 

cgcgctgttg gaggtgctca gccagaagaa gatgcaccgc aagcacaacc agcggcccac 180 

tttccgccaa atgcagcttg agaacgtgtc ggtggcgctc gagttcctgg accgcgagag 240 

catcaaactg gtgtccatcg acagcaaggc catcgtggac gggaacctga agctgatcct 300 

gggcctcatc tggaccctga tcctgcacta ctccatctcc atgcccatgt gggacgagga 360 

ggaggatgag gaggccaaga agcagacccc caagcagagg ctcctgggct ggatccagaa 42 0 

caagctgccg cagctgccca tcaccaactt cagccgggac tggcagagcg gccgggccct 480 

gggcgccctg gtggacagct gtgccccggg cctgtgtcct gactgggact cttgggacgc 540 

cagcaagccc gttaccaatg cgcgagaggc catgcagcag gcggatgact ggctgggcat 6 00 

cccccaggtg atcacccccg aggagattgt ggaccccaac gtggacgagc actctgtcat 660 

gacctacctg tcccagttcc ccaaggccaa gctgaagcca ggggctccct tgcgccccaa 720 

actgaacccg aagaaagccc gtgcctacgg gccaggcatc gagcccacag gcaacatggt 780 

gaagaagcgg gcagagttca ctgtggagac cagaagtgct ggccagggag aggtgctggt 84 0 

gtacgtggag gacccggccg gacaccagga ggaggcaaaa gtgaccgcca ataacgacaa 900 

gaaccgcacc ttctccgtct ggtacgtccc cgaggtgacg gggactcata aggttactgt 960 

gctctttgct ggccagcaca tcgccaagag ccccttcgag gtgtacgtgg ataagtcaca 1020 

gggtgacgcc agcaaagtga cagcccaagg tcccggcctg gagcccagtg gcaacatcgc 1080 

caacaagacc acctactttg agatctttac ggcaggagct ggcacgggcg aggtcgaggt 1140 

tgtgatccag gaccccatgg gacagaaggg cacggtagag cctcagctgg aggcccgggg 12 00 

cgacagcaca taccgctgca gctaccagcc caccatggag ggcgtccaca ccgtgcacgt 12 60 

cacgtttgcc ggcgtgccca tccctcgcag cccctacact gtcactgttg gccaagcctg 1320 

taacccgagt gcctgccggg cggttggccg gggcctccag cccaagggtg tgcgggtgaa 13 80 

ggagacagct gacttcaagg tgtacacaaa gggcgctggc agtggggagc tgaaggtcac 144 0 

cgtgaagggc cccaagggag aggagcgcgt gaagcagaag gacctggggg atggcgtgta 150 0 

tggcttcgag tattacccca tggtccctgg aacctatatc gtcaccatca cgtggggtgg 1560 

tcagaacatc gggcgcagtc ccttcgaagt gaaggtgggc accgagtgtg gcaatcagaa 162 0 



ggtacgggcc tggggccctg ggctggaggg cggcgtcgtt ggcaagtcag cagactttgt 1680 

ggtggaggct atcggggacg acgtgggcac gctgggcttc tcggtggaag ggccatcgca 174 0 

ggctaagatc gaatgtgacg acaagggcga cggctcctgt gatgtgcgct actggccgca 1800 

ggaggctggc gagtatgccg ttcacgtgct gtgcaacagc gaagacatcc gcctcagccc 1860 

cttcatggct gacatccgtg acgcgcccca ggacttccac ccagacaggg tgaaggcacg 1920 

tgggcctgga ttggagaaga caggtgtggc cgtcaacaag ccagcagagt tcacagtgga 1980 

tgccaagcac ggtggcaagg ccccacttcg ggtccaagtc caggacaatg aaggctgccc 2040 

tgtggaggcg ttggtcaagg acaacggcaa tggcacttac agctgctcct acgtgcccag 2100 

gaagccggtg aagcacacag ccatggtgtc ctggggaggc gtcagcatcc ccaacagccc 2160 

cttcagggtg aatgtgggag ctggcagcca ccccaacaag gtcaaagtat acggccccgg 2220 

agtagccaag acagggctca aggcccacga gcccacctac ttcactgtgg actgcgccga 2280 

ggctggccag ggggacgtca gcatcggcat caagtgtgcc cctggagtgg taggccccgc 2340 

cgaagctgac atcgacttcg acatcatccg caatgacaat gacaccttca cggtcaagta 24 00 

cacgccccgg ggggctggca gctacaccat tatggtcctc tttgctgacc aggccacgcc 2460 

caccagcccc atccgagtca aggtggagcc ctctcatgac gccagtaagg tgaaggccga 2520 

gggccctggc ctcagtcgca ctggtgtcga gcttggcaag cccacccact tcacagtaaa 2580 

tgccaaagct gctggcaaag gcaagctgga cgtccagttc tcaggactca ccaaggggga 2640 

tgcagtgcga gatgtggaca tcatcgacca ccatgacaac acctacacag tcaagtacac 2700 

gcctgtccag cagggtccag taggcgtcaa tgtcacttat ggaggggatc ccatccctaa 2760 

gagccctttc tcagtggcag tatctccaag cctggacctc agcaagatca aggtgtctgg 2820 

cctgggagag aaggtggacg ttggcaaaga ccaggagttc acagtcaaat caaagggtgc 2880 
tggtggtcaa ggcaaagtgg catccaagat tgtgggcccc tcgggtgcag cggtgccctg 2940 
caaggtggag ccaggcctgg gggctgacaa cagtgtggtg cgcttcctgc cccgtgagga 3000 
agggccctat gaggtggagg tgacctatga cggcgtgccc gtgcctggca gcccctttcc 3060 
tctggaagct gtggccccca ccaagcctag caaggtgaag gcgtttgggc cggggctgca 3120 
gggaggcagt gcgggctccc ccgcccgctt caccatcgac accaagggcg ccggcacagg 3180 
tggcctgggc ctgacggtgg agggcccctg tgaggcgcag ctcgagtgct tggacaatgg 3240 
ggatggcaca tgttccgtgt cctacgtgcc caccgagccc ggggactaca acatcaacat 33 00 
cctcttcgct gacacccaca tccctggctc cccattcaag gcccacgtgg ttccctgctt 3360 
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tgacgcatcc aaagtcaagt gctcaggccc cgggctggag cgggccaccg ctggggaggt 
gggccaattc caagtggact gctcgagcgc gggcagcgcg gagctgacca ttgagatctg 
ctcggaggcg gggcttccgg ccgaggtgta catccaggac cacggtgatg gcacgcacac 
cattacctac attcccctct gccccggggc ctacaccgtc accatcaagt acggcggcca 
gcccgtgccc aacttcccca gcaagctgca ggtggaacct gcggtggaca cttccggtgt 
ccagtgctat gggcctggta ttgagggcca gggtgtcttc cgtgaggcca ccactgagtt 
cagtgtggac gcccgggctc tgacacagac cggagggccg cacgtcaagg cccgtgtggc 
caacccctca ggcaacctga cggagaccta cgttcaggac cgtggcgatg gcatgtacaa 
agtggagtac acgccttacg aggagggact gcactccgtg gacgtgacct atgacggcag 
tcccgtgccc agcagcccct tccaggtgcc cgtgaccgag ggctgcgacc cctcccgggt 
gcgtgtccac gggccaggca tccaaagtgg caccaccaac aagcccaaca agttcactgt 
ggagaccagg ggagctggca cgggcggcct gggcctggct gtagagggcc cctccgaggc 
caagatgtcc tgcatggata acaaggacgg cagctgctcg gtcgagtaca tcccttatga 
ggctggcacc tacagcctca acgtcaccta tggtggccat caagtgccag gcagtccttt 
caaggtccct gtgcatgatg tgacagatgc gtccaaggtc aagtgctctg ggcccggcct 
gagcccaggc atggttcgtg ccaacctccc tcagtccttc caggtggaca caagcaaggc 4320 
tggtgtggcc ccattgcagg tcaaagtgca agggcccaaa ggcctggtgg agccagtgga 4 3 80 
cgtggtagac aacgctgatg gcacccagac cgtcaattat gtgcccagcc gagaagggcc 444 0 
ctacagcatc tcagtactgt atggagatga agaggtaccc cggagcccct tcaaggtcaa 4500 
ggtgctgcct actcatgatg ccagcaaggt gaaggccagt ggccccgggc tcaacaccac 4560 
tggcgtgcct gccagcctgc ccgtggagtt caccatcgat gcaaaggacg ccggggaggg 
cctgctggct gtccagatca cggatcccga aggcaagccg aagaagacac acatccaaga 
caaccatgac ggcacgtata cagtggccta cgtgccagac gtgacaggtc gctacaccat 
cctcatcaag tacggtggtg acgagatccc cttctccccg taccgcgtgc gtgccgtgcc 4800 
caccggggac gccagcaagt gcactgtcac agtgtcaatc ggaggtcacg ggctaggtgc 4860 
tggcatcggc cccaccattc agattgggga ggagacggtg atcactgtgg acactaaggc 4920 
ggcaggcaaa ggcaaagtga cgtgcaccgt gtgcacgcct gatggctcag aggtggatgt 4 980 
ggacgtggtg gagaatgagg acggcacttt cgacatcttc tacacggccc cccagccggg 5040 



3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 

4200 

4260 



4620 
4680 
4740 



caaatacgtc atctgtgtgc gctttggtgg cgagcacgtg cccaacagcc ccttccaagt 5100 

gacggctctg gctggggacc agccctcggt gcagccccct ctacggtctc agcagctggc 5160 

cccacagtac acctacgccc agggcggcca gcagacttgg gccccggaga ggcccctggt 5220 

gggtgtcaat gggctggatg tgaccagcct gaggcccttt gaccttgtca tccccttcac 52 80 

catcaagaag ggcgagatca caggggaggt tcggatgccc tcaggcaagg tggcgcagcc 5340 

caccatcact gacaacaaag acggcaccgt gaccgtgcgg tatgcaccca gcgaggctgg 54 00 

cctgcacgag atggacatcc gctatgacaa catgcacatc ccaggaagcc ccttgcagtt 5460 

ctatgtggat tacgtcaact gtggccatgt cactgcctat gggcctggcc tcacccatgg 5520 

agtagtgaac aagcctgcca ccttcaccgt caacaccaag gatgcaggag aggggggcct 5580 

gtctctggcc attgagggcc cgtccaaagc agaaatcagc tgcactgaca accaggatgg 5640 

gacatgcagc gtgtcctacc tgcctgtgct gccgggggac tacagcattc tagtcaagta 5700 

caatgaacag cacgtcccag gcagcccctt cactgctcgg gtcacaggtg acgactccat 5760 

gcgtatgtcc cacctaaagg tcggctctgc tgccgacatc cccatcaaca tctcagagac 5820 

ggatctcagc ctgctgacgg ccactgtggt cccgccctcg ggccgggagg agccctgttt 5880 

gctgaagcgg ctgcgtaatg gccacgtggg gatttcattc gtgcccaagg agacggggga 5940 

gcacctggtg catgtgaaga aaaatggcca gcacgtggcc agcagcccca tcccggtggt 6000 

gatcagccag tcggaaattg gggatgccag tcgtgttcgg gtctctggtc agggccttca 6060 
cgaaggccac acctttgagc ctgcagagtt tatcattgat acccgcgatg caggctatgg 
tgggctcagc ctgtccattg agggccccag caaggtggac atcaacacag aggacctgga 

ggacgggacg tgcagggtca cctactgccc cacagagcca ggcaactaca tcatcaacat 6240 

caagtttgcc gaccagcacg tgcctggcag ccccttctct gtgaaggtga caggcgaggg 6300 

ccgggtgaaa gagagcatca cccgcaggcg tcgggctcct tcagtggcca acgttggtag 6360 

tcattgtgac ctcagcctga aaatccctga aattagcatc caggatatga cagcccaggt 642 0 

gaccagccca tcgggcaaga cccatgaggc cgagatcgtg gaaggggaga accacaccta 6480 

ctgcatccgc tttgttcccg ctgagatggg cacacacaca gtcagcgtca agtacaaggg 6540 

ccagcacgtg cctgggagcc ccttccagtt caccgtgggg cccctagggg aagggggagc 6600 

ccacaaggtc cgagctgggg gccctggcct ggagagagct gaagctggag tgccagccga 6660 

attcagtatc tggacccggg aagctggtgc tggaggcctg gccattgctg tcgagggccc 672 0 

cagcaaggct gagatctctt ttgaggaccg caaggacggc tcctgtggtg tggcttatgt 6780 



6120 
6180 



6960 
7020 
7080 
7140 



7260 
7320 
7380 
7440 



ggtccaggag ccaggtgact acgaagtctc agtcaagttc aacgaggaac acattcccga 6 84 0 
cagccccttc gtggtgcctg tggcttctcc gtctggcgac gcccgccgcc tcactgtttc 6900 
tagccttcag gagtcagggc taaaggtcaa ccagccagcc tcttttgcag tcagcctgaa 
cggggccaag ggggcgatcg atgccaaggt gcacagcccc tcaggagccc tggaggagtg 
ctatgtcaca gaaattgacc aagataagta tgctgtgcgc ttcatccctc gggagaatgg 
cgtttacctg attgacgtca agttcaacgg tacccacatc cctggaagcc ccttcaagat 
ccgagttggg gagcctgggc atggagggga cccaggcttg gtgtctgctt acggagcagg 7200 
tctggaaggc ggtgtcacag ggaacccagc tgagttcgtc gtgaacacga gcaatgcggg 
agctggtgcc ctgtcggtga ccattgacgg cccctccaag gtgaagatgg attgccagga 
gtgccctgag ggctaccgcg tcacctatac ccccatggca cctggcagct acctcatctc 
catcaagtac ggcggcccct accacattgg gggcagcccc ttcaaggcca aagtcacagg 
cccccgtctc gtcagcaacc acagcctcca cgagacatca tcagtgtttg tagactctct 7500 
gaccaaggcc acctgtgccc cccagcatgg ggccccgggt cctgggcctg ctgacgccag 7560 
caaggtggtg gccaagggcc tggggctgag caaggcctac gtaggccaga agagcagctt 7620 
cacagtagac tgcagcaaag caggcaacaa catgctgctg gtgggggttc atggcccaag 
gaccccctgc gaggagatcc tggtgaagca cgtgggcagc cggctctaca gcgtgtccta 
cctgctcaag gacaaggggg agtacacact ggtggtcaaa tgggggcacg agcacatccc 
aggcagcccc taccgcgttg tggtgccctg a 

<210> 183 
<211> 928 
<212> DNA 

<213> Shigella Flexneri 
<400> 183 

ccccaacatc atccagtttg tgccagctga tgggccccta tttggggaca ctgtcaccag 
ctcagagcac ctctgtggca tcaacttcac aggcagtgtg cccaccttca aacacctgtg 
gaagcaggtg gcccagaacc tggaccggtt ccacaccttc ccacgcctgg ctggagagtg 
cggcggaaag aacttccact tcgtgcaccg ctcggccgac gtggagagcg tggtgagcgg 



7680 
7740 
7800 
7831 



60 
120 
180 
240 
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900 
928 



gaccctccgc tcagccttcg agtacggtgg ccagaagtgt tccgcctgct cgcgtctcta 300 

cgtgccgcac tcgctgtggc cgcagatcaa agggcggctg ctggaggagc acagtcggat 360 

caaagtgggc gaccctgcag aggattttgg gaccttcttc tctgcagtga ttgatgccaa 420 

gtcctttgcc cgtatcaaga agtggctgga gcacgcgcgc tcctcgccca gcctcaccat 480 

cctggctggg ggcaagtgtg atgactccgt gggctacttt gtggagccct gcatcgtgga 540 

gagcaaggac cctcaggagc ccatcatgaa ggaggagatc ttcgggcctg tactgtctgt 600 

gtacgtctac ccggacgaca agtacaagga gacgctgcag ctggttgaca gcaccaccag 660 

ctatggcctc acgggggcag tgttctccca ggataaggac gtcgtgcagg aggccacaaa 72 0 

ggtgctgagg aatgctgccg gcaacttcta catcaacgac aagtccactg gctcgatagt 7 80 

gggccagcag ccctttgggg gggcccgagc ctctggaacc aatgacaagc cagggggccc 840 
acactacatc ctgcgctgga cgtcgccgca ggtcatcaag gagacacata agcccctggg 
ggactggagc tacgcgtaca tgcagtga 

<210> 184 
<211> 221 
<212> DNA 

<213> Shigella Flexneri 
<400> 184 

aacagagctg cctcctggct ctttgggagc ctgggaggag aaggagccgg gaggggcgct 60 
gcggggaagc cacctgcgga ttcactggct gctgctccgc ccaggactgc tagcaagcac 12 0 
ggagggctgc cagacctggg gctccctgct ccgtgcgtca ggttggggaa accaccgtct 180 
gccccagacc ctgacccagg acccgcctgg aggaagctgg g 

<210> 185 

<211> 1011 

<212> DNA 

<213> Shigella Flexneri 



221 



<400> 185 

atgtctcagg ctgtgcagac aaacggaact caaccattaa gcaaaacatg ggaactcagt 



60 




ttatatgagt 


tacaacgaac 


acctcaggag 


gcaataacag 


atggcttaga 


aattgtggtt 


120 


tcacctcgaa 


gtctacacag 


tgaattaatg 


tgcccaattt 


gtttggatat 


gttgaagaac 


180 


accatgacta 


caaaggagtg 


tttacatcgt 


ttttgtgcag 


actgcatcat 


cacagccctt 


240 


agaagtggca 


acaaagaatg 


tcctacctgt 


cggaaaaaac 


tagtttccaa 


aagatcacta 


300 


aggccagacc 


caaactttga 


tgcactcatc 


agcaaaattt 


atccaagtcg 


tgatgagtat 


360 


gaagctcatc 


aagagagagt 


attagccagg 


atcaacaagc 


acaataatca 


gcaagcactc 


420 


agtcacagca 


ttgaggaagg 


actgaagata 


caggccatga 


acagactgca 


gcgaggcaag 


480 


aaacaacaga 


ttgaaaatgg 


tagtggagca 


gaagataatg 


gtgacagttc 


acactgcagt 


540 


aatgcatcca 


cacatagcaa 


tcaggaagca 


ggccctagta 


acaaacggac 


caaaacatct 


600 


gatgattctg 


ggctagagct 


tgataataac 


aatgcagcaa 


tggcaattga 


tccagtaatg 


660 


gatggtgcta 


gtgaaattga 


attagtattc 


aggcctcatc 


ccacacttat 


ggaaaaagat 


720 


gacagtgcac 


agacgagata 


cataaagact 


tctggtaacg 


ccactgttga 


tcacttatcc 


780 


aagtatctgg 


ctgtgaggtt 


agctttagaa 


gaacttcgaa 


gcaaaggtga 


atcaaaccag 


840 


atgaaccttg 


atacagccag 


tgagaagcag 


tataccattt 


atatagcaac 


agccagtggc 


900 


cagttcactg 


tattaaatgg 


ctctttttct 


ttggaattgg 


tcagtgagaa 


atactggaaa 


960 


gtgaacaaac 


ccatggaact 


ttattacgca 


cctacaaagg 


agcacaaatg 


a 


1011 


<210> 186 














<211> 893 














<212> DNA 














<213> Shigella Flexneri 










<400> 186 
atgtccaagc 


ggcaccggtt 


ggacctaggg 


gaggattacc 


cctctggcaa 


gaagcgtgcg 


60 


gggaccgatg 


ggaaggatcg 


agatcgagac 


cgggatcgtg 


aagatcggtc 


taaagatcga 


120 


gaccgagaac 


gtgatagagg 


agatagagag 


cgagagaggg 


agaaagaaaa 


ggagaaggag 


180 


ttgcgagctt 


caacaaatgc 


tatgcttatc 


agtgctggat 


taccacccct 


gaaagcttcc 


240 


cattcagctc 


actcaaccca 


ctcagcacat 


tcaacgcatt 


ctacacattc 


tgctcattca 


300 


acgcatgccg 


gacatgcagg 


tcacacgtca 


cttccacagt 


gcattaatcc 


gttcaccaac 


360 




ttaccccata 


ctcctcgata 


ctatgatatt 


ctaaagaaac 


gtcttcagct 


ccctgtttgg 


420 


gaatacaagg 


ataggtttac 


agatatztctg 


ggtagacatc 


agtcctttgt 


actggttggt 


480 


gagactgggt 


ctggtaaaac 


aacacaaatt 


ccacaccggt 


gtgtggagta 


catgcgatca 


540 


ttaccaggac 


ccaagagagg 


agttgcctgt 


acccaaccca 


ggagagtggc 


tgcaatgagt 


600 


a t" ci ci c t c aa a 


gagt tgc tga 


tgagatggat 


qtqatqttqq 


qccaqqaagt 


tggttactcc 


660 


attcgatttg 


aagactgcag 


tagtgcaaaa 


acatttttta 


tgtatatgac 


tgatgggatg 


720 


ttacttcgtg 


aagctatgaa 


tgatcccctc 


ctggagcgtt 


atggtgtaat 


aattcttgat 


780 


gaggctcatg 


agaggacact 


ggctacagat 


attctaatgg 


gtgttctgaa 


ggaagttgta 


840 


agacagagat 


cagatttaaa 


ggttatagtt 


atgagcgcta 


ctctagatgc 


agg 


893 


<210> 187 














<211> 488 














<212> DNA 














<213> Shigella Flexneri 










<400> 187 
catcacatcc 


cggttggaat 


ctgtgcacat 


catactgaga 


gatggcctgg 


aagatcccct 


60 


ggaggatacg 


gggctggtcc 


agcagcagtt 


ggaccagctg 


tccaccattg 


ggcgttgtga 


120 


atatgagaag 


acgtgtgcac 


tcctcgtgca 


gttgtttgac 


cagtcggccc 


agtcgtacca 


180 


ggagctgcta 


cagagcgcca 


gcgcaagccc 


aatggacatt 


gcagtgcagg 


agggaaggct 


240 


gacatggctg 


gtttacatta 


ttggagcagt 


gatcggtggc 


cgggtttctt 


ttgccagcac 


300 


tgatgagcaa 


gacgccatgg 


atggtgagct 


tgtctgtcgg 


gtgctccagc 


tgatgaacct 


360 


aacagattct 


cgtttggccc 


aggcgggtaa 


tgagaagcta 


gagttggcca 


tgctgagctt 


420 


ttttgaacag 


tttcgtaaga 


tctacattgg 


ggaccaagtg 


cagaaatcct 


ctaagctgta 


480 


ccgccgac 












488 



<210> 188 

<211> 1009 

<212> DNA 

<213> Shigella Flexneri 



<400> 188 

gatgaccacg ctatacaccg ccaagaagta cgcggtgcca gcgctcgagg cccattgcgt 60 

ggagttcctg aagaagaacc tgcgagccga caacgccttc atgctgctca cgcaggcgcg 120 

actcttcgat gaaccgcagc tggccagcct gtgcctggag aacatcgaca aaaacactgc 180 

agacgccatc accgcggagg gcttcaccga cattgacctg gacacgctgg tggctgtcct 240 

ggagcgcgac acactgggca tccgtgaggt gcggctgttc aatgccgttg tccgctggtc 3 00 

cgaggccgag tgtcagcggc agcagctgca ggtgacgcca gagaacaggc ggaaggttct 3 60 

gggcaaggcc ctgggcctca ttcgcttccc gctcatgacc atcgaggagt tcgctgcagg 420 

tcccgcacag tcgggcatcc tggtggaccg cgaggtggtc agcctcttcc tgcacttcac 480 

cgtcaacccc aagccacgag tggagttcat tgaccggccc cgctgctgcc tgcgtgggaa 540 

ggagtgcagc atcaaccgct tccagcaggt ggagagtcgc tggggctaca gcgggaccag 6 00 

tgaccgcatc aggttctcag tcaacaagcg catcttcgtg gtgggatttg ggctgtatgg 660 

atccatccac gggcccaccg actaccaagt gaacatccag attattcaca ccgatagcaa 720 

caccgtcttg ggccagaacg acacgggctt cagctgcgac ggctcagcca gcaccttccg 780 

cgtcatgttc aaggagccgg tggaggtgct gcccaacgtc aactacacgg cctgtgccac 840 

gctcaagggc ccagactccc actacggcac caaaggcctg cgcaaggtga cacacgagtc 900 

gcccaccacg ggcgccaaga cctgcttcac cttttgctac gcggccggga acaacaatgg 960 

cacatccgtg gaggacggcc agatccccga ggtcatcttc tacacctag 1009 

<210> 189 
<211> 1090 
<212> DNA 

<213> Shigella Flexneri 
<400> 189 

ctgtgggaaa gccttcagtt ggaaatcaca ccttattgag catcaaagaa ctcacactgg 60 

tgagaaacct tatcactgta ccaaatgtaa gaagagcttt agtcgaaatt cattgcttgt 120 

tgagcatcaa agaattcaca ctggggaaag accccataaa tgtggtgaat gtgggaaagc 180 

ctttcgatta agcacatacc ttatacaaca ccaaaaaatt cacactggcg agaagccttt 240 



3^1 



tctttgtatt gagtgtggaa aaagtttcag tcggagctca ttccttattg aacatcagag 300 

gatccatact ggtgaaagac cttatcagtg caaagagtgt gggaaaagtt tcagtcagct 360 

ttgcaacctt actcgtcatc agagaattca cacaggagac aagccccata aatgtgagga 42 0 

atgtggaaaa gcctttagta gaagctcagg tcttattcag catcagagaa ttcacaccag 480 

ggagaagact tatccataca atgaaactaa ggaaagtttt gatccaaatt gcagtcttgt 540 

tatacagcag gaagtctacc ctaaggagaa atcttataaa tgtgatgaat gtgggaaaac 6 00 

ttttagtgtt agtgctcatc ttgtacaaca tcaaagaatc cacactggtg aaaagcccta 660 

tctatgtact gtctgtggga agagcttcag ccggagctca tttcttattg aacatcagag 72 0 

aatccacact ggagagagac cctatctgtg cagacagtgt ggaaaaagct ttagtcagct 780 

ttgtaatctt attcgacatc agggtgttca cacaggtaat aaaccccata aatgtgatga 840 

atgtggaaag gcctttagcc ggaactcggg tcttattcag catcagagaa tacacacagg 900 

agagaaacct tataagtgtg agaagtgcga caaaagtttc agtcaacagc gcagtcttgt 960 

caaccatcag atgatccatg cagaggtgaa aacccaagaa acccatgaat gtgatgcttg 1020 

tggtgaagcc tttaattgcc gtatttctct tattcagcat cagaaattgc acacagcatg 1080 
gatgcaataa 

<210> 190 
<211> 585 
<212> DNA 

<213> Shigella Flexneri 
<400> 190 



1090 



gactaaggat 


caccattact 


ttaagtactg 


caaaatctca gcattggctc 


ttctgaagat 


60 


ggtgatgcat 


gccagatcgg 


gaggcaattt 


ggaagtgatg ggtctgatgc 


taggaaaggt 


120 


ggatggtgaa 


accatgatca 


ttatggacag 


ttttgctttg cctgtggagg 


gcactgaaac 


180 


ccgagtaaat 


gctcaggctg 


ctgcatatga 


atacatggct gcatacatag 


aaaatgcaaa 


240 


acaggttggc 


cgccttgaaa 


atgcaatcgg 


gtggtatcat agccaccctg 


gctatggctg 


300 


ctggctttct 


gggattgatg 


ttagtactca 


gatgctcaat cagcagttcc 


aggaaccatt 


360 


tgtagcagtg 


gtgattgatc 


caacaagaac 


aatatccgca gggaaagtga atcttggcgc 


420 


ctttaggaca 


tacccaaagg 


gctacaaacc 


tcctgatgaa ggaccttctg 


agtaccagac 


480 
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tattccactt aataaaatag aagattttgg tgtacactgc aaacaatatt atgccttaga 540 
agtctcatat ttcaaatcct ctttggatcg caaattgctt gagct 585 

<210> 191 
<211> 433 
<212> DNA 

<213> Shigella Flexneri 
<400> 191 

acggattaat aaggaactta gtgatttggc ccgtgaccct ccagcacaat gttctgcagg 60 
tccagttggg gatgatatgt ttcattggca agccacaatt atgggaccta atgacagccc 12 0 
atatcaaggc ggtgtattct ttttgacaat tcattttcct acagactacc ccttcaaacc 180 
acctaaggtt gcatttacaa caagaattta tcatccaaat attaacagta atggcagcat 240 
ttgtctcgat attctaagat cacagtggtc gcctgcttta acaatttcta aagttctttt 300 
atccatttgt tcactgctat gtgatccaaa cccagatgac cccctagtgc cagagattgc 360 
acggatctat aaaacagaca gagataagta caacagaata tctcgggaat ggactcagaa 42 0 
gtatgccatg tga 433 

<210> 192 
<211> 928 
<212> DNA 

<213> Shigella Flexneri 
<400> 192 

aactggtgct gctcctgcta aggccaagcc ggctgaagct cctgctgctg cagccccaaa 60 
agcagaacct acagcagcgg cagttcctcc ccctgcagca cccataccca ctcagatgcc 120 
accggtgccc tcgccctcac agcctccttc tggcaaacct gtgtctgcag taaaacccac 180 
tgttgcccca ccactagctg agccaggagc tggcaaaggt ctgcgttcag aacatcggga 240 
gaaaatgaac aggatgcggc agcgcattgc tcagcgtctg aaggaggccc agaatacatg 3 00 
tgcaatgctg acaactttta atgagattga catgagtaac atccaggaga tgagggctcg 360 



gcacaaagag gcttttttga agaaacataa cctcaaacta ggcttcatgt cggcatttgt 420 

gaaggcctca gcctttgcct tgcaggaaca gcctgttgta aatgcagtga ttgacgacac 480 

aaccaaagag gtggtgtata gggattatat tgacatcagt gttgcagtgg ccaccccacg 540 

gggtctggtg gttccagtca tcaggaatgt ggaagctatg aattttgcag atattgaacg 600 

gaccatcact gaactgggag agaaggcccg aaagaatgaa cttgccattg aagatatgga 660 

tggcggtacc ttcaccatta gcaatggagg cgtttttggc tcgctctttg gaacacccat 720 

tatcaacccc cctcagtctg ccatcctggg gatgcatggc atctttgaca ggccagtggc 780 

tataggaggc aaggtagagg tgcggcccat gatgtacgtg gcactgacct atgatcaccg 840 

gctgattgat ggcagagagg ctgtgacttt cctccgcaaa atcaaggcag cggtagagga 900 

tcccagagtc ctcctcctgg atctttag 928 

<210> 193 
<211> 463 
<212> DNA 

<213> Shigella Flexneri 
<400> 193 

ggcggccagc aggaggctga tgaaggagct tgaagaaatc cgcaaatgtg ggatgaaaaa 6 0 

cttccgtaac atccaggttg atgaagctaa tttattgact tggcaagggc ttattgttcc 120 

tgacaaccct ccatatgata agggagcctt cagaatcgaa atcaactttc cagcagagta 180 

cccattcaaa ccaccgaaga tcacatttaa aacaaagatc tatcacccaa acatcgacga 240 

aaaggggcag gtctgtctgc cagtaattag tgccgaaaac tggaagccag caaccaaaac 3 00 

cgaccaagta atccagtccc tcatagcact ggtgaatgac ccccagcctg agcacccgct 360 

tcgggctgac ctagctgaag aatactctaa ggaccgtaaa aaattctgta agaatgctga 420 
agagtttaca aagaaatatg gggaaaagcg acctgtggac taa 

<210> 194 
<211> 462 
<212> DNA 

<213> Shigella Flexneri 



463 



10043487 -0*4-3 



<400> 194 

atgatggcga gcatgcgagt ggtgaaggag ctggaggatc ttcagaagaa gcctccccca 60 

tacctgcgga acctgtccag cgatgatgcc aatgtcctgg tgtggcacgc tctcctccta 120 

cccgaccaac ctccctacca cctgaaagcc ttcaacctgc gcatcagctt cccgccggag 180 

tatccgttca agcctcccat gatcaaattc acaaccaaga tctaccaccc caacgtggac 240 

gagaacggac agatttgcct gcccatcatc agcagtgaga actggaagcc ttgcaccaag 300 

acttgccaag tcctggaggc cctcaatgtg ctggtgaata gaccgaatat cagggagccc 360 

ctgcggatgg acctcgctga cctgctgaca cagaatccgg agctgttcag aaagaatgcc 42 0 

gaagagttca ccctccgatt cggagtggac cggccctcct aa 462 

<210> 195 
<211> 307 
<212> DNA 

<213> Shigella Flexneri 
<400> 195 

atgtcagttg ggcacaaggc ccaggagagc aagattcgat acaaaaccaa tgaacctgtg 60 
tgggaggaaa acttcacttt cttcattcac aatcccaagc gccaggacct tgaagttgag 120 
gtcagagacg agcagcacca gtgttccctg gggaacctga aggtccccct cagccagctg 180 
ctcaccagtg aggacatgac tgtgagccag cgcttccagc tcagtaactc gggtccaaac 240 
agcaccatca agatgaagat tgccctgcgg gtgctccatc tcgaaaagcg agaaaggcct 3 00 
ccagacc 

<210> 196 

<211> 460 

<212> DNA 

<213> Shigella Flexneri 



307 



<400> 196 

ctgggatgcc ctcaaggctg ccgcctatgc tgctgaagcc aacgaccacg agctggccca 



60 
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ggccatcctg gatggagcca gcatcaccct gcctcatggc accctctgtg aatgctacga 
tgagctgggc aatcgctacc agctgcccat ctactgcctg tcaccgccgg tgaacctgct 
gctggagcac acggaggagg agagcctgga gccccccgag cctccaccca gcgtgcgccg 
tgagttcccg ctgaaggtgc gcctgtccac gggcaaggac gtgaggctca gcgccagcct 
gcccgacaca gtggggcagc tcaagaggca gctgcacgcc caggagggca tcgagccatc 
gtggcagcgg tggttcttct ccgggaagct gctcacagac cgcacacggc tccaggagac 
caagatccag aaagattttg tcatccaggt catcatcaac 



<210> 197 

<211> 212 

<212> DNA 

<213> Shigella Flexneri 



<210> 198 

<211> 433 

<212> DNA 

<213> Shigella Flexneri 



120 
180 
240 
300 
360 
420 
460 



cg^ctgtgcc gtctgccgca agaagttcgt cagctccatc aggctgcgca cccacatcaa 60 
agaggtgcac ggggctgccc aggaggcctt ggtcttcacc agttccatca accagagctt 120 
ctgcctcctg gaacctggtg gggacatcca gcaagaagct ctgggggacc agctacagct 
ggtggaagag gagtttgccc tccagggcgt ga 



180 
212 



gagaatccac aaggaattga atgatctggc acgggaccct ccagcacagt gttcagcagg 6 0 

tcctgttgga gatgatatgt tccattggca agctacaata atggggccaa atgacagtcc 12 0 
ctatcagggt ggagtatttt tcttgacaat tcatttccca acagattacc ccttcaaacc 
acctaaggtt gcatttacaa caagaattta tcatccaaat attaacagta atggcagcat 
ttgtcttgat attctacgat cacagtggtc tccagcacta actatttcaa aagtactctt 
gtccatctgt tctctgttgt gtgatcccaa tccagatgat cctttagtgc ctgagattgc 



180 
240 
300 
360 



jl o o *4-3maa 7 o **3 o a s 



tcggatctac aaaacagata gagaaaagta caacagaata gctcgggaat ggactcagaa 420 

433 

gtatgcgatg taa 

<210> 199 
<211> 595 
<212> DNA 

<213> Shigella Flexneri 

atgggaattg gtctttctgc tcaaggtgtg aacatgaata gactaccagg ttgggataag 
cattcatatg gttaccatgg ggatgatgga cattcgtttt gttcttctgg aactggacaa 
ccttatggac caactttcac tactggtgat gtcattggct gttgtgttaa tcttatcaac 
aatacctgct tttacaccaa gaatggacat agtttaggta ttgctttcac tgacctaccg 
ccaaatttgt atcctactgt ggggcttcaa acaccaggag aagtggtcga tgccaatttt 
gggcaacatc ctttcgtgtt tgatatagaa gactatatgc gggagtggag aaccaaaatc 
caggcacaga tagatcgatt tcctatcgga gatcgagaag gagaatggca gaccatgata 
caaaaaatgg tttcatctta tttagtccac catgggtact gtgccacagc agaggccttt 
gccagatcta cagaccagac cgttctagaa gaattagctt ccattaagaa tagacaaaga 
attcagaaat tggtattagc aggaagaatg ggagaagcca ttgaaacaac acaac 

<210> 200 

<211> 532 

<212> DNA 

<213> Shigella Flexneri 



60 
120 
180 
240 
300 
360 
420 
480 
540 
595 



<400> 200 . cn 

gcctgaagaa caagaggaaa gaaaaccttc tgccacccag cagaagaaaa acaccaaact 60 

ctctagcaaa accactgcta agttatccac tagtgctaaa agaattcaga aggagctagc 12 0 

tgaaataacc cttgatcctc ctcctaattg cagtgctggg cctaaaggag ataacattta 

tgaatggaga tcaactatac ttggtccacc gggttctgta tatgaaggtg gtgtgttttt 



180 
240 



tctggatatc acattttcat cagattatcc atttaagcca ccaaaggtta ctttccgcac 
cagaatctat cactgcaaca tcaacagtca gggagtcatc tgtctggaca tccttaaaga 
caactggagt cccgctttga ctatttcaaa ggttttgctg tctatttgtt cccttttgac 
agactgcaac cctgcggatc ctctggttgg aagcatagcc actcagtatt tgaccaacag 
agcagaacac gacaggatag ccagacagtg gaccaagaga tacgcaacat aa 

<210> 201 

<211> 733 

<212> DNA 

<213> Shigella Flexneri 



<400> 201 
atgagttctc 


aacagtttcc 


tcggttagga 


gccccttcta 


ccgggctgag 


ccaggcccct 


60 


tctcagattg 


caaacagtgg 


ttctgctgga 


ttgataaacc 


cagctgctac 


agtcaatgat 


120 


gaatctggtc 


gagattctga 


agtcagtgcc 


agggagcaca 


tgagttccag 


cagctccctc 


180 


cagtcccggg 


aggagaagca 


agagcctgtt 


gtggtaaggc 


cctatccaca 


ggtgcagatg 


240 


ttgtcgacac 


accatgctgt 


cgcatcagcc 


acacctgttg 


cagtgacagc 


cccgccagca 


300 


cacctgacgc 


cagcagtgcc 


actttcattt 


tcggagggac 


ttatgaagcc 


gcccccgaag 


360 


cccaccatgc 


ctagccgtcc 


cattgctcct 


gctccacctt 


ctaccctgtc 


acttcccccc 


420 


aaggttccag 


ggcaggttac 


cgttaccatg 


gagagtagca 


tccctcaagc 


ttcagccatt 


480 


cctgtggcaa 


caatcagtgg 


acaacagggc 


catcccagta 


acctgcatca 


catcatgact 


540 


acaaatgtgc 


aaatgtctat 


catccgcagc 


aatgctcctg 


ggccccctct 


tcacattgga 


600 


gcttctcatt 


tacctcgagg 


tgcagctgct 


gctgctgtga 


tgtccagttc 


taaagtaacc 


660 


acagtcctga 


ggccgacctc 


acagctgcca 


aatgctgcta 


ctgctcagcc 


agcagtacag 


720 


cacatcattc 


acc 










733 



<210> 202 

<211> 288 

<212> DNA 

<213> Shigella Flexneri 




7" .OH-3 



220> 

221> misc_feature 

222> (116).. (116) 

223 > misc_feature 

<220> 

<221> misc_f eature 

<222> (204) . . (204) 

<223> misc_f eature 

<220> 

< 2 2 1 > mi sc_f eature 

<222> (235) . . (235) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 
<222> (268) . . (269) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (277) . . (277) 

<223> misc feature 



<220> 
<221> 
<222> 



misc_f eature 
(283) . . (283) 
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<22 3> misc_f eature 
<400> 202 

gatattctag gtgttagggt gctgcaatcc cctggaactg tattagttga ttttatttca 60 

tgagtgtgca taaaacacct tctatctatg ggactggcat ggggcttggt gcttanaaca 12 0 

tatagatgaa caagatcttt gctagcaagg agctgagagc ttagtgaaga aagagtgaaa 180 

agtccacagt gagaacatgg aggngcacat acctgggctg caggcacact gcctntgcct 24 0 

gatccagtcc tgacactgaa aaatgtgnnc atgatangaa ganggggg 2 88 

<210> 203 

<211> 300 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (1) . . (1) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (5) . . (5) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (12) . . (12) 

<223> misc feature 



ry* .cm*: 



220> 

221> misc_feature 

222> (14).. (14) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (16) . . (16) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 

<222> (216) . . (216) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (219) . . (219) 

< 2 2 3 > mi sc_f eature 

<220> 

<221> misc_f eature 

<222> (242) . . (242) 

<223> misc feature 



<220> 

< 2 2 1 > mi sc_f eature 

<222> (262) . . (262) 

<223> misc feature 
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220> 

221> misc_f eature 

222> (269) . . (269) 

223 > misc_f eature 

220> 

<221> misc_f eature 

<222> (275) . . (275) 

<223> misc_f eature 

<220> 

< 2 2 1 > mis c_f eature 

<222> (288) . . (288) 

<223> misc_f eature 

<220> 

<221> misc_feature 
<222> (291) . . (291) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (293) . . (293) 

<223> misc feature 



<220> 

<221> misc feature 
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<222> (295) . . (295) 
<223> misc_f eature 

<400> 203 



nttgntgggt 


gngntngggg 


tgataaggaa 


agagtgtgag 


aaaatggcat 


caaacaggga 


60 


acaagtaaga 


ggtctggtgg 


caagcggaca 


agagatgagt 


ccgtcaaccc 


ccacaactga 


120 


gacttgagag 


ggatgagtgg 


gtcctgagaa 


ctcaggcaaa 


gctgagtagg 


tggccccact 


180 


atcaattaaa 


aaagagatca 


gcttacctgc 


tactantana 


gttaccctgg 


gctccgatgc 


240 


antgatggca 


gtgggggccg 


gnagccggng 


cccangggcc 


ctggcctnat 


nantnttgag 


300 



<210> 204 

<211> 282 

<212> DNA 

<213> Shigella Flexneri 

<400> 204 



tcagtgcctg 


ctagatactt 


tgacaagttg 


gctagaacag 


cgttgttcag 


atggagcata 


60 


gaacatcgag 


attacttttc 


ttcaccatgg 


caattgagta 


ctgatctttg 


tcttccatct 


120 


cttaagtaca 


tttacttctg 


aactatgtat 


gctatataat 


tcatatctgt 


gatagtagtg 


180 


ggtgacttga 


tagatattat 


ctggctatgt 


gtacttccat 


gttagcaagt 


gatttatgtg 


240 


tcaaagtttc 


tacccagtgg 


gaattaggtc 


agtttaattt 


tg 




282 



<210> 205 

<211> 301 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (12) . . (12) 

<223> misc feature 



220> 
221> 
222> 
223> 

220> 
221> 
222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc_f eature 
(19) . . (20) 
misc feature 



misc_f eature 
(22) . . (22) 
misc feature 



misc_feature 
(38) . . (39) 
misc feature 



misc_f eature 
(44) . . (44) 
misc feature 



misc_f eature 
(67) . . (67) 
misc feature 



<220> 

<221> misc feature 



222> (75) . . (76) 

223> misc_feature 

220> 

221> misc_feature 

222> (80) . . (80) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 

<222> (88) . . (88) 

< 2 2 3 > mis cofeature 

<220> 

<221> misc_f eature 

<222> (100) . . (100) 

< 2 2 3 > mis c_f eature 

<220> 

<221> misc_f eature 

<222> (108) . . (108) 

<223> misc feature 



<220> 

< 2 2 1 > mi sc_f eature 

<222> (115) . . (115) 

<223> misc feature 



<220> 
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<22 1 > misc_feature 
<222> (117) . . (117) 
<223> misc feature 



<220> 

<221> misc_f eature 

<222> (128) . . (132) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (135) . . (135) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (143) . . (143) 

<223> misc_f eature 



<220> 

<221> misc^feature 

<222> (168) . . (168) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (170) . . (170) 

<223> misc feature 



220> 
221> 
222> 
223> 

220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 



misc_f eature 
(212) . . (212) 
misc feature 



mi sc_f eature 
(223) . . (224) 
misc feature 



misc_f eature 
(237) . . (239) 
misc feature 



misc__f eature 
(250) . . (251) 
misc feature 



misc_f eature 
(254) . . (254) 
misc feature 



misc_f eature 
(257) . . (257) 



<22 3> misc_f eature 
<220> 

<221> misc^feature 

<222> (259) . . (259) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 

<222> (267) . . (267) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (275) . . (276) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (279) . . (279) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 

<222> (283) . . (284) 

<223> misc feature 



<220> 
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<221> misc_f eature 

<222> (288) . . (288) 

<223> mis cofeature 

<220> 

<221> misc_f eature 

<222> (290) . . (290) 

<223> mi sc_f eature 

<220> 

<221> misc_feature 

<222> (299) . . (300) 

<223> misc feature 



<400> 205 
gtgttgagta 


tnctcagann 


tnacgttgca 


attgaagnnc 


tggntcagga 


accctgaaaa 


60 


gatgttncca 


gctanngatn 


aagcaagncc 


gctggtgggn 


gtcccttnta 


ccatntnggg 


120 


gcttttgnnn 


nnttnctatc 


aangcgtgct 


tttcttttcc 


aactacanan 


gcacatggaa 


180 


gtggtcacta 


tccgctctct 


ccagtattat 


anccatcaga 


atnncttctt 


gcaggannna 


240 


ctggttgtgn 
t 


ngangcntnt 


gtgggantta 


gacanngcng 


agnnggtntn 


cgggggttnn 


300 
301 



<210> 206 

<211> 1008 

<212> DNA 

<213> Shigella Flexneri 



<400> 206 

atggggcccc tctcagcccc tccctgcaca gagcacatca aatggaaggg gctcctggtc 60 
acagcatcac ttttaaactt ctggaacctg cccaccactg cccaagtcac gattgaagcc 120 



cagccaccaa aagtttccga ggggaaggat gttcttctac ttgtccacaa tttgccccag 
aatcttactg gctacatctg gtacaaaggg caaatcaggg acctctacca ttacattaca 
tcatatgtag tagacggtca aataattata tatgggcctg catatagtgg acgagaaaca 
gcatattcca atgcatccct gctgatccag aatgtcaccc gggaggacgc aggatcctac 
accttacaca tcataaagcg aggtgatggg actagaggag taactggata tttcaccttc 
accttatacc tggagactcc caagccctcc atctccagca gcaacttaaa ccccagggag 
gccatggaaa ctgtgatctt aacctgtgat cctgagactc cggacacaag ctaccagtgg 
tggatgaatg gtcagagcct ccctatgact cataggtttc agctgtccga aaccaacagg 
accctctttc tatttggtgt cacaaagtat actgcaggac cctatgaatg tgaaatacgg 
aactcaggga gtgccagccg cagtgaccca gtcaccctga atctcctcca tggtccagac 
ctccccagaa ttcacccttc atacaccaat taccgttcag gagataacct ctacttgtct 
tgcttcgcga actctaaccc accggcacag tattcttgga caattaatgg gaagtttcag 
caatcaggac aaaatctgtt tatcccccaa attactacaa agcatagcgg gctctatgtt 
tgctctgttc gtaactcagc cactgggcag gaaagctcca catcgttgac agtcaaagtc 
tctgcttcta caagaatagg acttcttcct ctccttaatc caacatag 

<210> 207 
<211> 708 
<212> DNA 

<213> Shigella Flexneri 
<400> 207 

gcaggctttg aactttaccc gttttcttga ccagtcagga cccccatctg gggatgtgaa 
ttcccttgat aagaagttgg tgctggcatt caggcacctg aagctgccca cggagtggaa 
tgtattgggg acagatcaga gtttgcatga tgctggcccg cgagagacat tgatgcattt 
tgctgtgcgg ctgggactgc tgaggttgac gtggttcctg ttgcagaagc caggtggccg 
cagagctctc agtatccaca accaggaagg ggcgacgcct gtgagcttgg ccttggagcg 
aggctatcac aagctgcacc agcttctaac cgaggagaat gctggagaac cagactcctg 
gagcagttta tcctatgaaa taccgtatgg agactgttct gtgaggcatc atcgagagtt 
ggacatctat acattaacct ctgagtctga ttcacatcat gaacacccat ttcctggaga 



180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1008 



60 
120 
180 
240 
300 
360 
420 
480 




cggttgcact ggaccaattt ttaaacttat gaacatccaa cagcaactaa tgaaaacaaa 540 

cctcaagcag atggacagtc ttatgccctt aatgatgaca gcacaggatc cttccagtgc 600 

cccagagaca gatggccagt ttcttccctg tgcaccggag cccacggacc ctcagcgact 660 

ttcttcttct gaagagactg agagcactca gtgctgccca gggagccc 708 

<210> 208 

<211> 458 

<212> DNA 

<213> Shigella Flexneri 



60 



420 
458 



<400> 208 

gagcattgca cccaaaacta cccgggtgac atacccagcc aaagccaagg gcacattcat 
cgcagacagc caccagaact tcgccttgtt cttccagctg gtagatatga acactggtgc 120 
tgaactcact cctcaccaga catttgtccg actccataac cagaagactg gccaggaagt 180 
ggtgtttgtt gccgagccag acaacaagaa cgtgtacaag tttgaactgg atacctctga 240 
aagaaagatt gaatttgact ctgcctctgg cacctacact ctctacttaa tcattggaga 3 00 
tgccactttg aagaacccaa tcctctggaa tgtggctgat gtggtcatca agttccctga 360 
ggaagaagct ccctcgactg tcttgtccca gaaccttttc actccaaaac aggaaattca 
gcacctgttc cgcgagcctg agaagaggcc ccccaccg 

<210> 209 

<211> 382 

<212> DNA 

<213> Shigella Flexneri 



<400> 209 _ 

cctccgtgtc cgcagcctgc ccggagagga cctgagggcc cgtgttagct acaggctgct 60 

gggggtcatc tcactgctgc acctggtgct gtccatgggg ctgcagctgt acggtttcag 120 

gcagcggcag cgagccagga aggagtggag gctgcaccgc ggcctgtctc accgcagggc 180 

ctccttggag gagagagccg tttccagaaa ccccctgtgc accctgtgcc tggaggagcg 240 
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caggcaccca acagccacgc cctgcggcca cctgttctgc tgggagtgca tcaccgcgtg 300 
gtgcagcagc aaggcggagt gtcccctctg ccgggagaag ttccctcccc agaagctcat 3 60 
ctaccttcgg cactaccgct ga 382 

<210> 210 

<211> 289 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (242) . . (242) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (272) . . (272) 

<223> misc_feature 

<220> 

<221> misc_f eature 

<222> (279) . . (279) 

< 2 2 3 > mi s c_f eature 

<220> 

<221> misc_feature 

<222> (283) . . (283) 

<223> misc feature 



100^1^17 ,043002 



<400> 210 

ttattaaatg aaacaacagt ggaaatatag ccagacctga ctaaccttgc ctgtattttc 60 

ttgtaggcag gagaaaatca gaggcatcaa gatctggtag aagggccggt ctgctgttta 12 0 

acacatacca gcagacaggt cccacgtggg aggcaccaca gacctttaag atagggtgaa 180 

gccttgatag aaggagaaac agaagctgcc cactgtcttt acttagaagt ggagaacatg 240 
gnattctgta tttatttatg ttgactgcgc anctttacnt ttntaaacc 

<210> 211 

<211> 472 

<212> DNA 

<213> Shigella Flexneri 



<210> 212 

<211> 291 

<212> DNA 

<213> Shigella Flexneri 
<220> 

<221> misc_f eature 

<222> (285) . . (285) 

<223> misc feature 



289 



<400> 211 
atccagcaaa 


accgctgcta 


aattgtcaac 


tagtgctaaa 


agaattcaga 


aggaacttgc 


60 


agaaatcaca 


ttggaccctc 


ctcccaactg 


tagtgctgga 


cccaaaggag 


acaacattta 


120 


tgaatggagg 


tcaactatat 


tgggaccccc 


aggatctgtc 


tatgaaggag 


gggtgttctt 


180 


tcttgacatt 


accttttcac 


cagactatcc 


gtttaaaccc 


cctaaggtta 


ccttccgaac 


240 


aagaatctat 


cactgtaata 


ttaacagcca 


aggtgtgatc 


tgtctggaca 


tcttaaagga 


300 


caactggagt 


ccggctttaa 


ctatttctaa 


agttctcctc 


tccatctgct 


cacttcttac 


360 


agattgcaac 


cctgctgacc 


ctctggtggg 


cagcatcgcc 


acacagtaca 


tgaccaacag 


420 


agcagagcat 


gaccggatgg 


ccagacagtg 


gaccaagcgg 


tacgccacat 


ag 


472 



<400> 212 

gttgcaatga gccgagatgg tgccactcat gtatatgaaa ctcatccatg gtggaacttt 60 

tttcagatgt gtgagctctg taacctttta aggtcctgga aacatagtat ttttaaaagt 120 

acactgtata tctctatcag gaaattaaaa ttgttagctt atatctacat ttcaataaaa 180 

tgtaagcctg ttgctatgtt gatagcaaat ctgtttaact tactggtcat taggctgtta 240 

cgtacgtcaa tgaactggtg aaaggagaaa atttatgaaa catanctcaa c 2 91 

<210> 213 
<211> 395 
<212> DNA 

<213> Shigella Flexneri 
<400> 213 

gagataaggt gatgtcagag tttaataaca acttccggca gcagatggag aattacccga 60 

aaaacaacca cactgcttcg atcctggaca ggatgcaggc agattttaag tgctgtgggg 120 

ctgctaacta cacagattgg gagaaaatcc cttccatgtc gaagaaccga gtccccgact 180 

cctgctgcat taatgttact gtgggctgtg ggattaattt caacgagaag gcgatccata 240 

aggagggctg tgtggagaag attgggggct ggctgaggaa aaatgtgctg gtggtagctg 3 00 

cagcagccct tggaattgct tttgtcgagg ttttgggaat tgtctttgcc tgctgcctcg 360 

tgaagagtat cagaagtggc tacgaggtga tgtag 3 95 

<210> 214 

<211> 305 

<212> DNA 

<213> Shigella Flexneri 



<220> 
<221> 
<222> 



misc_f eature 
(1) . . (1) 
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87 ,043002 



<223> misc_f eature 
<220> 

<221> misc_f eature 

<222> (5) . . (5) 

<223> misc_f eature 

<220> 

<221> mi sc_f eature 

<222> (7) . . (7) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (22) . . (22) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 

<222> (32) . . (35) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (51) . . (51) 

<223> misc feature 



<220> 

<221> misc feature 



222> (55).. (55) 

223> misc_feature 

220> 

221> misc_f eature 

222> (60) . . (61) 

223> misc_f eature 

220> 

22 1> misc_f eature 

222> (69) . . (69) 

223> misc_feature 

:220> 

;221> misc_feature 

:222> (71) . . (72) 

:223> misc_f eature 

:220> 

:221> misc_feature 

:222> (79) . . (79) 

:223> misc feature 



:220> 

:221> misc__f eature 

:222> (81) . . (81) 

:223> misc feature 
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<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc^feature 
(87) . . (87) 
misc feature 



misc_f eature 
(92) . . (92) 
misc feature 



misc_f eature 
(94) . . (94) 
misc feature 



misc_f eature 
(97) . . (99) 
misc feature 



misc_f eature 
(106) . . (108) 
misc feature 



misc_f eature 
(111) . . (Ill) 
misc feature 




<220> 

<221> misc_f eature 

<222> (126) . . (128) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (140) . . (140) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (152) . . (152) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (160) . . (160) 

<223> misc feature 



<220> 

<221> misc_feature 

<222> (169) . . (169) 

<223> misc feature 



<220> 

<221> misc feature 



222> 
223> 



(172) . . (172) 
misc feature 



220> 
221> 
222> 
223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 



misc_f eature 
(188) . . (188) 
misc feature 



misc_f eature 
(200) . . (200) 
misc feature 



misc_f eature 
(208) . . (208) 
misc feature 



misc_f eature 
(214) . . (214) 
misc feature 



misc__f eature 
(220) . . (220) 
misc feature 
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221> misc_f eature 

222> (222) . . (224) 

223 > misc_feature 

220> 

221> misc_feature 

<222> (228) . . (228) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 

<222> (231) . . (231) 

<223> misc_f eature 

<220> 

<221> misc_f eature 

<222> (235) . . (235) 

<22 3> misc_f eature 

<220> 

<221> misc_f eature 
<222> (244) . . (244) 
<223> misc feature 



<220> 

< 2 2 1 > mis c_f eature 

<222> (254) . . (254) 

<223> misc feature 



<220> 

<221> misc_f eature 

<222> (271) . . (272) 

<223> mi sc_f eature 

<220> 

<221> mi sc_f eature 

<222> (280) . . (281) 

<22 3> mi sc_f eature 

<220> 

<221> misc__f eature 

<222> (285) . . (285) 

<223> misc feature 



<400> 214 
naaancngtc 


ttaatcgcca 


cntacttctc 


cnnnncacat 


gtaaaacata 


nttgntgttn 


60 


ngggccacng 


nnggctgtna 


ntactgnatt 


tnanatnnnt 


attggnnnct 


ngcacatgtt 


120 


aaaggnnnca 


cagtttctgn 


actctaggag 


anattcttgn 


cctgttagng 


tnaaagtact 


180 


tttcactnga 


taagctatgn 


tgacgttnct 


tatnagaacn 


gnnnttantg 


ntgantgcat 


240 


gatntccatt 


catnatgtat 


ttgccatgag 


nngctaattn 


ncaanacgtg 


tcgtaatgag 


300 


aataa 












305 



<210> 215 

<211> 387 

<212> DNA 

<213> Shigella Flexneri 



<400> 215 
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atgacagtcc 


aagcactagt 


ggaggaagtt 


ccgatggaga 


tcaacgtgaa 


agtgttcagc 


60 


aagaaccaga 


aagagaacaa 


gttcagccca 


agaaaaagga 


gggaaaaata 


tccagcaaaa 


120 


ccgctgctaa 


attgtcaact 


agtgctaaaa 


gaattcagaa 


ggaacttgca 


gaaatcacat 


180 


tggaccctcc 


tcccaactgt 


agtgctggac 


ccaaaggaga 


caacatttat 


gaatggaggt 


240 


caactatatt 


gggaccccca 


ggatctgtct 


atgaaggagg 


ggtgttcttt 


cttgacatta 


300 


ccttttcacc 


agactatccg 


tttaaacccc 


ctaaggttac 


cttccgaaca 


agaatctatc 


360 


actgtaatat 


taacagccaa 


ggtgtga 








387 



<210> 216 

<211> 116 

<212> PRT 

<213> Shigella Flexneri 

<400> 216 

Phe Ser His Asp Ser Ser Phe Leu Cys Ala Ser Ser Asp Lys Gly Thr 
1 5 10 15 

Val His lie Phe Ala Leu Lys Asp Thr Arg Leu Asn Arg Arg Ser Ala 
20 25 30 

Leu Ala Arg Val Gly Lys Val Gly Pro Met lie Gly Gin Tyr Val Asp 
35 40 45 

Ser Gin Trp Ser Leu Ala Ser Phe Thr Val Pro Ala Glu Ser Ala Cys 
50 55 60 

lie Cys Ala Phe Gly Arg Asn Thr Ser Lys Asn Val Asn Ser Val lie 
65 70 75 80 

Ala lie Cys Val Asp Gly Thr Phe His Lys Tyr Val Phe Thr Pro Asp 
85 90 95 

Gly Asn Cys Asn Arg Glu Ala Phe Asp Val Tyr Leu Asp lie Cys Asp 
100 105 110 

Asp Asp Asp Phe 
115 



<210> 217 
<211> 346 
<212> PRT 

<213> Shigella Flexneri 
<400> 217 

Phe Ser Lys Ser Cys Glu Tyr Asn Gly Thr Thr Tyr Gin His Gly Glu 
15 10 15 

Leu Phe Val Ala Glu Gly Leu Phe Gin Asn Arg Gin Pro Asn Gin Cys 
20 25 30 



Thr Gin Cys Ser Cys Ser Glu Gly Asn Val Tyr Cys Gly Leu Lys Thr 
35 40 45 



Cys Pro Lys Leu Thr Cys Ala Phe Pro Val Ser Val Pro Asp Ser Cys 
50 55 60 



Cys Arg Val Cys Arg Gly Asp Gly Glu Leu Ser Trp Glu His Ser Asp 
65 * ' 70 75 80 

Gly Asp He Phe Arg Gin Pro Ala Asn Arg Glu Ala Arg His Ser Tyr 
85 90 95 



His Arg Ser His Tyr Asp Pro Pro Pro Ser Arg Gin Ala Gly Gly Leu 
100 105 HO 



Ser Arg Phe Pro Gly Ala Arg Ser His Arg Gly Ala Leu Met Asp Ser 
115 120 125 



Gin Gin Ala Ser Gly Thr He Val Gin He Val He Asn Asn Lys His 
130 135 140 



Lys His Gly Gin Val Cys Val Ser Asn Gly Lys Thr Tyr Ser His Gly 
145 ~ 150 155 160 



Glu Ser Trp His Pro Asn Leu Arg Ala Phe Gly He Val Glu Cys Val 
165 170 175 



Leu Cys Thr Cys Asn Val Thr Lys Gin Glu Cys Lys Lys He His Cys 
180 185 190 



Pro Asn Arg Tyr Pro Cys Lys Tyr Pro Gin Lys He Asp Gly Lys Cys 
195 200 205 



Cys Lys Val Cys Pro Gly Lys Lys Ala Lys Glu Leu Pro Gly Gin Ser 
210 215 220 



Phe Asp Asn Lys Gly Tyr Phe Cys Gly Glu Glu Thr Met Pro Val Tyr 
225 " * 230 235 240 



Glu Ser Val Phe Met Glu Asp Gly Glu Thr Thr Arg Lys He Ala Leu 
245 250 255 



Glu Thr Glu Arg Pro Pro Gin Val Glu Val His Val Trp Thr He Arg 
260 265 270 



Lys Gly He Leu Gin His Phe His He Glu Lys He Ser Lys Arg Met 
275 280 285 



Phe Glu Glu Leu Pro His Phe Lys Leu Val Thr Arg Thr Thr Leu Ser 
290 295 300 



Gin Trp Lys He Phe Thr Glu Gly Glu Ala Gin He Ser Gin Met Cys 
305 310 315 320 



Ser Ser Arg Val Cys Arg Thr Glu Leu Glu Asp Leu Val Lys Val Leu 
325 330 335 



Tyr Leu Glu Arg Ser Glu Lys Gly His Cys 
340 345 



<210> 218 

<211> 81 

<212> PRT 

<213> Shigella Flexneri 



<220> 



221> 
222> 
223> 

220> 
221> 
222> 
223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 

(1) . . (1) 
MISC_FEATURE 

MIS C_FE ATURE 

(2) . . (2) 
MISC_FEATURE 

MISC_FEATURE 

(4) . . (4) 

MIS COFEATURE 

MI SC_FE ATURE 

(5) . . (5) 

MI SC_ FEATURE 

MI SC_FEATURE 
(10) . . (10) 
MIS COFEATURE 

MIS C_F E ATUR E 
(14) . . (14) 
MISC FEATURE 




<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (18) . . (18) 

< 2 2 3 > MIS C_F E ATUR E 

<220> 

< 2 2 1 > MIS C_FEATURE 
<222> (20) . . (20) 

< 2 2 3 > MIS COFEATURE 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (29) . . (29) 

< 2 2 3 > MI SC_FEATURE 

<220> 

< 2 2 1 > MIS COFEATURE 
<222> (33) . . (33) 
<223> MISC FEATURE 



<220> 

<221> MI SC_FEATURE 

<222> (37).. (39) 

<223> MISC FEATURE 



<220> 
<221> 
<222> 



MISC_FEATURE 
(43) . . (44) 



lOOM-3 
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<223> MIS C_FEATURE 
<220> 

<221> MI SC_ FEATURE 

<222> (47) . . (48) 

< 2 2 3 > MI SC_FEATURE 

<220> 

< 2 2 1 > MIS COFEATURE 
<222> (50) . . (50) 

< 2 2 3 > MIS C_FEATURE 

<220> 

<221> MIS COFEATURE 

<222> (54) . . (54) 

< 2 2 3 > MIS COFEATURE 

<220> 

<221> MI SC_ FEATURE 

<222> (60) . . (61) 

<223> MIS COFEATURE 

<220> 

<221> MI SC_FEATURE 

<222> (65) . . (65) 

<22 3> MISC FEATURE 



<220> 

<221> MISC FEATURE 



,l,rjQ8+3Ji3 

rrrcr: "rrrr* *Gsrr" .1 ~~ 
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<222> (68).. (69) 
< 2 2 3 > MIS C_FEATURE 

<220> 

< 2 2 1 > MI S COFEATURE 
<222> (73).. (73) 
<223> MISC_FEATURE 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (75) . . (75) 

< 2 2 3 > MIS COFEATURE 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (78).. (78) 

< 2 2 3 > MIS C_FEATURE 

<400> 218 

Xaa Xaa Leu Xaa Xaa Thr Ser Leu Val Xaa Leu Pro Gly Xaa Thr Gly 
15 10 15 

Cys Xaa Val Xaa Val Leu Cys Ala Cys His Asp Asp Xaa Trp Glu Leu 
20 25 30 

Xaa Pro Ser Arg Xaa Xaa Xaa Val Val Gly Xaa Xaa Pro Pro Xaa Xaa 
35 40 45 

Val Xaa Arg Arg Leu Xaa Phe Ala Lys Asp Leu Xaa Xaa Ala Ala Ser 
50 ~ 55 60 

Xaa Gly Glu Xaa Xaa Leu Gly Gly Xaa Leu Xaa Leu Lys Xaa Trp Asp 
65 70 75 80 
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Ser 

<210> 219 
<211> 414 
<212> PRT 

<213> Shigella Flexneri 
<400> 219 

Ala Ala Met Glu Thr Glu Thr Ala Pro Leu Thr Leu Glu Ser Leu Pro 
15 10 15 



Thr Asp Pro Leu Leu Leu He Leu Ser Phe Leu Asp Tyr Arg Asp Leu 
20 25 30 



He Asn Cys Cys Tyr Val Ser Arg Arg Leu Ser Gin Leu Ser Ser His 
35 40 45 

Asp Pro Leu Trp Arg Arg His Cys Lys Lys Tyr Trp Leu He Ser Glu 
50 55 60 



Glu Glu Lys Thr Gin Lys Asn Gin Cys Trp Lys Ser Leu Phe He Asp 

65 X 70 75 80 

Thr Tyr Ser Asp Val Gly Arg Tyr He Asp His Tyr Ala Ala He Lys 
85 ~ 90 95 



Lys Ala Trp Asp Asp Leu Lys Lys Tyr Leu Glu Pro Arg Cys Pro Arg 

100 105 HO 

Met Val Leu Ser Leu Lys Glu Gly Ala Arg Glu Glu Asp Leu Asp Ala 

115 " 120 125 



Val Glu Ala Gin He Gly Cys Lys Leu Pro Asp Asp Tyr Arg Cys Ser 
130 135 140 

Tyr Arg He His Asn Gly Gin Lys Leu Val Val Pro Gly Leu Leu Gly 

145 150 155 160 
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Ser Met Ala Leu Ser Asn His Tyr Arg Ser Glu Asp Leu Leu Asp Val 
165 170 175 



Asp Thr Ala Ala Gly Gly Phe Gin Gin Arg Gin Gly Leu Lys Tyr Cys 
180 185 190 



Leu Pro Leu Thr Phe Cys lie His Thr Gly Leu Ser Gin Tyr lie Ala 
195 200 205 



Val Glu Ala Ala Glu Gly Arg Asn Lys Asn Glu Val Phe Tyr Gin Cys 
210 215 220 



Pro Asp Gin Met Ala Arg Asn Pro Ala Ala lie Asp Met Phe lie lie 
225 ~ 230 235 240 



Gly Ala Thr Phe Thr Asp Trp Phe Thr Ser Tyr Val Lys Asn Val Val 
245 250 255 



Ser Gly Gly Phe Pro lie lie Arg Asp Gin lie Phe Arg Tyr Val His 
260 265 270 



Asp Pro Glu Cys Val Ala Thr Thr Gly Asp He Thr Val Ser Val Ser 
275 280 285 



Thr Ser Phe Leu Pro Glu Leu Ser Ser Val His Pro Pro His Tyr Phe 
290 295 300 



Phe Thr Tyr Arg He Arg He Glu Met Ser Lys Asp Ala Leu Pro Glu 
305 ~ 310 315 320 



Lys Ala Cys Gin Leu Asp Ser Arg Tyr Trp Arg He Thr Asn Ala Lys 
325 330 335 



Gly Asp Val Glu Glu Val Gin Gly Pro Gly Val Val Gly Glu Phe Pro 
340 345 350 



He He Ser Pro Gly Arg Val Tyr Glu Tyr Thr Ser Cys Thr Thr Phe 
355 360 365 



Ser Thr Thr Ser Gly Tyr Met Glu Gly Tyr Tyr Thr Phe His Phe Leu 
370 375 380 



Tyr Phe Lys Asp Lys lie Phe Asn Val Ala lie Pro Arg Phe His Met 
385 390 395 400 



Ala Cys Pro Thr Phe Arg Val Ser lie Ala Arg Leu Val Ser 
405 410 



<210> 220 
<211> 261 
<212> PRT 

<213> Shigella Flexneri 
<400> 220 

Gin Gin Gin Gin Gin Pro Pro Pro Pro Pro He Pro Ala Asn Gly Gin 
15 10 15 



Gin Ala Ser Ser Gin Asn Glu Gly Leu Thr He Asp Leu Lys Asn Phe 
20 25 30 



Arg Lys Pro Gly Glu Lys Thr Phe Thr Gin Arg Ser Arg Leu Phe Val 

35 40 45 

Gly Asn Leu Pro Pro Asp He Thr Glu Glu Glu Met Arg Lys Leu Phe 
50 55 60 

Glu Lys Tyr Gly Lys Ala Gly Glu Val Phe He His Lys Asp Lys Gly 
65 * 70 75 80 



Phe Gly Phe He Arg Leu Glu Thr Arg Thr Leu Ala Glu He Ala Lys 
85 90 95 



Val Glu Leu Asp Asn Met Pro Leu Arg Gly Lys Gin Leu Arg Val Arg 
100 105 110 



Phe Ala Cys His Ser Ala Ser Leu Thr Val Arg Asn Leu Pro Gin Tyr 
115 120 125 



Val Ser Asn Glu Leu Leu Glu Glu Ala Phe Ser Val Phe Gly Gin Val 
130 135 140 



Glu Arg Ala Val Val He Val Asp Asp Arg Gly Arg Pro Ser Gly Lys 



m 



saks? -.om-: 



145 



150 155 160 



Gly He Val Glu Phe Ser Gly Lys Pro Ala Ala Arg Lys Ala Leu Asp 
165 170 175 

Arg Cys Ser Glu Gly Ser Phe Leu Leu Thr Thr Phe Pro Arg Pro Val 
180 185 190 

Thr Val Glu Pro Met Asp Gin Leu Asp Asp Glu Glu Gly Leu Pro Glu 
195 200 205 

Lys Leu Val He Lys Asn Gin Gin Phe His Lys Glu Arg Glu Gin Pro 
210 215 220 



Pro Arg Phe Ala Gin Pro Gly Ser Phe Glu Tyr Glu Tyr Ala Met Arg 
225 230 235 240 

Trp Lys Ala Leu He Glu Met Glu Lys Gin Gin Gin Asp Gin Val Asp 
245 250 255 



Arg Asn He Lys Glu 
260 



<210> 221 
<211> 206 
<212> PRT 

<213> Shigella Flexneri 
<400> 221 

Gly Asp Phe Cys He Arg Val Phe Ser Glu Lys Lys Ala Asp Tyr Gin 
! * 5 10 15 

Ala Val Asp Asp Glu He Glu Ala Asn Leu Glu Glu Phe Asp He Ser 
20 25 30 

Glu Asp Asp He Asp Asp Gly Val Arg Arg Leu Phe Ala Gin Leu Ala 
35 40 45 



Gly Glu Asp Ala Glu He Ser Ala Phe Glu Leu Gin Thr He Leu Arg 
50 55 60 
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Arg Val Leu Ala Lys Arg Gin Asp lie Lys Ser Asp Gly Phe Ser lie 

65 70 75 80 

Glu Thr Cys Lys He Met Val Asp Met Leu Asp Ser Asp Gly Ser Gly 
85 90 95 



Lys Leu Gly Leu Lys Glu Phe Tyr He Leu Trp Thr Lys He Gin Lys 
100 105 HO 



Tyr Gin Lys He Tyr Arg Glu He Asp Val Asp Arg Ser Gly Thr Met 
115 120 125 



Asn Ser Tyr Glu Met Arg Lys Ala Leu Glu Glu Ala Gly Phe Lys Met 
130 135 140 



Pro Cys Gin Leu His Gin Val He Val Ala Arg Phe Ala Asp Asp Gin 
145 150 155 160 



Leu He He Asp Phe Asp Asn Phe Val Arg Cys Leu Val Arg Leu Glu 
165 170 175 



Thr Leu Phe Lys He Phe Lys Gin Leu Asp Pro Glu Asn Thr Gly Thr 
180 185 190 



He Glu Leu Asp Leu He Ser Trp Leu Cys Phe Ser Val Leu 
195 200 205 



<210> 222 

<211> 157 

<212> PRT 

<213> Shigella Flexneri 

<400> 222 

Met Val Asn Pro Gly Ser Ser Ser Gin Pro Pro Pro Val Thr Ala Gly 
1 5 10 15 



Ser Leu Ser Trp Lys Arg Cys Ala Gly Cys Gly Gly Lys He Ala Asp 
20 25 30 



# 
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Arg Phe Leu Leu Tyr Ala Met Asp Ser Tyr Trp His Ser Arg Cys Leu 
35 40 45 



Lys Cys Ser Cys Cys Gin Ala Gin Leu Gly Asp lie Gly Thr Ser Cys 
50 55 60 



Tyr Thr Lys Ser Gly Met lie Leu Cys Arg Asn Asp Tyr lie Arg Leu 
65 70 75 80 



Phe Gly Asn Ser Gly Ala Cys Ser Ala Cys Gly Gin Ser lie Pro Ala 
85 90 95 



Ser Glu Leu Val Met Arg Ala Gin Gly Asn Val Tyr His Leu Lys Cys 
100 105 110 



Phe Thr Cys Ser Thr Cys Arg Asn Arg Leu Val Pro Gly Asp Arg Phe 
115 120 125 



His Tyr lie Asn Gly Ser Leu Phe Cys Glu His Asp Arg Pro Thr Ala 
130 135 140 



Leu lie Asn Gly His Leu Asn Ser Leu Gin Ser Asn Pro 
145 150 155 



<210> 223 
<211> 121 
<212> PRT 

<213> Shigella Flexneri 
<400> 223 

Leu Ser Leu Pro Gly lie Leu His Phe lie Gin His Glu Trp Ala Arg 
15 10 15 



Phe Glu Ala Glu Lys Ala Arg Trp Glu Ala Glu Arg Ala Glu Leu Gin 
20 25 30 



Ala Gin Val Ala Phe Leu Gin Gly Glu Arg Lys Gly Gin Glu Asn Leu 
35 40 45 
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Lys Thr Asp Leu Val Arg Arg lie Lys Met Leu Glu Tyr Ala Leu Lys 
50 55 60 



Gin Glu Arg Ala Lys Tyr His Lys Leu Lys Phe Gly Thr Asp Leu Asn 
65 70 75 80 



Gin Gly Glu Lys Lys Ala Asp Val Ser Glu Gin Val Ser Asn Gly Pro 
85 90 95 



Val Glu Ser Val Thr Leu Glu Asn Ser Pro Leu Val Trp Lys Glu Gly 
100 105 110 



Arg Gin Leu Leu Arg Gin Tyr Leu Glu 
115 120 



<210> 224 

<211> 336 

<212> PRT 

<213> Shigella Flexneri 

<400> 224 

Met Ala Ala Ser Leu Arg Leu Leu Gly Ala Ala Ser Gly Leu Arg Tyr 
1 5 10 15 



Trp Ser Arg Arg Leu Arg Pro Ala Ala Gly Ser Phe Ala Ala Val Cys 
20 25 30 



Ser Arg Ser Val Ala Ser Lys Thr Pro Val Gly Phe lie Gly Leu Gly 
35 40 45 



Asn Met Gly Asn Pro Met Ala Lys Asn Leu Met Lys His Gly Tyr Pro 
50 55 60 



Leu lie lie Tyr Asp Val Phe Pro Asp Ala Cys Lys Glu Phe Gin Asp 
65 70 75 80 



Ala Gly Glu Gin Val Val Ser Ser Pro Ala Asp Val Ala Glu Lys Ala 
85 90 95 



Asp Arg lie lie Thr Met Leu Pro Thr Ser lie Asn Ala lie Glu Ala 



100 105 no 



Tyr Ser Gly Ala Asn Gly He Leu Lys Lys Val Lys Lys Gly Ser Leu 
115 120 125 



Leu He Asp Ser Ser Thr He Asp Pro Ala Val Ser Lys Glu Leu Ala 
130 135 140 



Lys Glu Val Glu Lys Met Gly Ala Val Phe Met Asp Ala Pro Val Ser 
145 150 155 160 

Gly Gly Val Gly Ala Ala Arg Ser Gly Asn Leu Thr Phe Met Val Gly 
165 170 175 

Gly Val Glu Asp Glu Phe Ala Ala Ala Gin Glu Leu Leu Gly Cys Met 
180 185 190 

Gly Ser Asn Val Val Tyr Cys Gly Ala Val Gly Thr Gly Gin Ala Ala 
195 200 205 

Lys He Cys Asn Asn Met Leu Leu Ala He Ser Met He Gly Thr Ala 
210 215 220 

Glu Ala Met Asn Leu Gly He Arg Leu Gly Leu Asp Pro Lys Leu Leu 
225 230 235 ' 240 

Ala Lys He Leu Asn Met Ser Ser Gly Arg Cys Trp Ser Ser Asp Thr 
245 250 " 255 

Tyr Asn Pro Val Pro Gly Val Met Asp Gly Val Pro Ser Ala Asn Asn 
260 265 270 

Tyr Gin Gly Gly Phe Gly Thr Thr Leu Met Ala Lys Asp Leu Gly Leu 
275 280 285 

Ala Gin Asp Ser Ala Thr Ser Thr Lys Ser Pro He Leu Leu Gly Ser 
290 295 300 



Leu Ala His Gin He Tyr Arg Met Met Cys Ala Lys Gly Tyr Ser Lys 
305 310 315 ' 320 



Lys Asp Phe Ser Ser Val Phe Gin Phe Leu Arg Glu Glu Glu Thr Phe 
325 330 ' 335 



<210> 225 

<211> 227 

<212> PRT 

<213> Shigella Flexneri 

<400> 225 



Ala Glu Glu Glu Glu Ala Glu Val Arg Gin Pro Lys Gly Pro Asp Pro 
15 10 15 

Asp Ser Leu Ser Ser Gin Phe Met Ala Tyr He Glu Gin Arq Arq He 
20 25 30 

Ser His Glu Gly Ser Pro Val Lys Pro Val Ala He Arg Glu Phe Gin 
35 40 45 

Lys Thr Glu Asp Met Arg Arg Tyr Leu His Gin Asn Arg Val Pro Ala 
50 55 60 

Glu Pro Ser Ser Leu Leu Ser Leu Ser Ala Ser His Asn Gin Leu Ser 
65 70 75 80 



His Thr Asp Leu Glu Leu His Gin Arg Arg Glu Gin Leu Val Glu Arg 



85 



90 



95 



Thr Arg Arg Glu Ala Gin Leu Ala Ala Leu Gin Tyr Glu Glu Glu Lys 
100 los " no 



He Arg Thr Lys Gin He Gin Arg Asp Ala Val Leu Asp Phe Val Lys 
115 120 125 



Gin Lys Ala Ser Gin Ser Pro Gin Lys Gin His Pro Leu Leu Asp Gly 
130 135 



140 



Val Asp Gly Glu Cys Pro Phe Pro Ser Arg Arg Ser Gin His Thr Asp 



150 



155 



160 



Asp Ser Ala Leu Cys Met Ser Leu Ser Gly Leu Asn Gin Val Gly Cys 
I 65 170 175 




Ala Ala Thr Leu Pro His Ser Ser Ala Phe Thr Pro Leu Lys Ser Asp 
180 las 19Q 

Asp Arg Pro Asn Ala Leu Leu Ser Ser Pro Ala Thr Glu Thr Val His 
195 200 205 

His Ser Pro Ala Tyr Ser Phe Pro Ala Ala lie Gin Arg Asn Gin Pro 
210 215 220 

Gin Arg Pro 
225 



<210> 226 
<211> 234 
<212> PRT 

<213> Shigella Flexneri 
<400> 226 

Met He Leu Gin Glu Leu Pro Asp Leu Glu Glu Leu Phe Leu Cys Leu 
15 10 15 

Asn Asp Tyr Glu Thr Val Ser Cys Pro Ser lie Cys Cys His Ser Leu 
20 25 30 

Lys Leu Leu His He Thr Asp Asn Asn Leu Gin Asp Trp Thr Glu He 
35 40 45 

Arg Lys Leu Gly Val Met Phe Pro Ser Leu Asp Thr Leu Val Leu Ala 
50 55 60 

Asn Asn His Leu Asn Ala lie Glu Glu Pro Asp Asp Ser Leu Ala Arq 
65 7 ° 75 80 

Leu Phe Pro Asn Leu Arg Ser He Ser Leu His Lys Ser Gly Leu Gin 
85 90 95 

Ser Trp Glu Asp He Asp Lys Leu Asn Ser Phe Pro Lys Leu Glu Glu 
100 105 HO 
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Val Arg Leu Leu Gly lie Pro Leu Leu Gin Pro Tyr Thr Thr Glu Glu 
115 120 125 



Arg Arg Lys Leu Val lie Ala Arg Leu Pro Ser Val Ser Lys Leu Asn 
130 ~ 135 140 



Gly Ser Val Val Thr Asp Gly Glu Arg Glu Asp Ser Glu Arg Phe Phe 
145 150 155 160 



lie Arg Tyr Tyr Val Asp Val Pro Gin Glu Glu Val Pro Phe Arg Tyr 
165 170 175 



His Glu Leu lie Thr Lys Tyr Gly Lys Leu Glu Pro Leu Ala Glu Val 
180 185 190 



Asp Leu Arg Pro Gin Ser Ser Ala Lys Val Glu Val His Phe Asn Asp 
195 200 205 



Gin Val Glu Glu Met Ser lie Arg Leu Asp Gin Thr Val Ala Glu Leu 
210 215 220 



Lys Lys Gin Leu Lys Thr Leu Val Gin Leu 
225 230 



<210> 227 
<211> 142 
<212> PRT 

<213> Shigella Flexneri 
<400> 227 

Val Asp Glu Val Leu Gin lie Pro Pro Ser Leu Leu Thr Cys Gly Gly 
15 10 15 



Cys Gin Gin Asn lie Gly Asp Arg Tyr Phe Leu Lys Ala lie Asp Gin 
20 25 30 



Tyr Trp His Glu Asp Cys Leu Ser Cys Asp Leu Cys Gly Cys Arg Leu 
35 40 45 



Gly Glu Val Gly Arg Arg Leu Tyr Tyr Lys Leu Gly Arg Lys Leu Cys 



50 55 60 

Arg Arg Asp Tyr Leu Arg Leu Phe Gly Gin Asp Gly Leu Cys Ala Ser 
65 ~ * 70 75 80 



Cys Asp Lys Arg He Arg Ala Tyr Glu Met Thr Met Arg Val Lys Asp 
85 90 95 



Lys Val Tyr His Leu Glu Cys Phe Lys Cys Ala Ala Cys Gin Lys His 
100 105 HO 



Phe Cys Val Gly Asp Arg Tyr Leu Leu He Asn Ser Asp He Val Cys 
115 120 125 



Glu Gin Asp He Tyr Glu Trp Thr Lys He Asn Gly Met He 
130 135 140 



<210> 228 

<211> 135 

<212> PRT 

<213> Shigella Flexneri 

<400> 228 

Leu Lys Thr Ala Gly Lys Ser Glu Pro Ser Ser Lys Leu Arg Lys Gin 
1 5 10 15 



Leu Lys Lys Gin Gin Asp Ser Leu Asp Val Val Asp Ser Ser Val Ser 
20 25 30 



Ser Leu Cys Leu Ser Asn Thr Ala Ser Ser His Gly Thr Arg Lys Leu 
35 40 45 



Phe Gin He Tyr Ser Lys Ser Pro Phe Tyr Arg Ala Ala Ser Gly Asn 
50 55 60 



Glu Ala Leu Gly Met Glu Gly Pro Leu Gly Gin Thr Lys Phe Leu Glu 
65 ' 70 75 80 



Asp Lys Pro Gin Phe He Ser Arg Gly Thr Phe Asn Pro Glu Lys Gly 
85 90 95 
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Lys Gin Lys Leu Lys Asn Val Lys Asn Ser Pro Gin Lys Thr Lys Glu 
100 105 110 



Thr Pro Glu Gly Thr Val Met Ser Gly Arg Arg Lys Thr Val Asp Pro 
115 ' 120 125 



Asp Cys Thr Ser Asn Gin Gin 
130 135 



<210> 229 
<211> 206 
<212> PRT 

<213> Shigella Flexneri 
<400> 229 

Met Gly He Gly Leu Ser Ala Gin Gly Val Asn Met Asn Arg Leu Pro 
15 10 15 



Gly Trp Asp Lys His Ser Tyr Gly Tyr His Gly Asp Asp Gly His Ser 
20 25 30 



Phe Cys Ser Ser Gly Thr Gly Gin Pro Tyr Gly Pro Thr Phe Thr Thr 
35 40 45 



Gly Asp Val He Gly Cys Cys Val Asn Leu He Asn Asn Thr Cys Phe 
50 55 6 0 



Tyr Thr Lys Asn Gly His Ser Leu Gly He Ala Phe Thr Asp Leu Pro 
65 ' 70 75 80 



Pro Asn Leu Tyr Pro Thr Val Gly Leu Gin Thr Pro Gly Glu Val Val 
85 90 95 



Asp Ala Asn Phe Gly Gin His Pro Phe Val Phe Asp He Glu Asp Tyr 
100 105 110 



Met Arg Glu Trp Arg Thr Lys He Gin Ala Gin He Asp Arg Phe Pro 
115 120 125 
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He Gly Asp Arg Glu Gly Glu Trp Gin Thr Met He Gin Lys Met Val 
130 135 140 



Ser Ser Tyr Leu Val His His Gly Tyr Cys Ala Thr Ala Glu Ala Phe 
145 150 155 160 



Ala Arg Ser Thr Asp Gin Thr Val Leu Glu Glu Leu Ala Ser He Lys 
165 170 175 



Asn Arg Gin Arg He Gin Lys Leu Val Leu Ala Gly Arg Met Gly Glu 
180 185 190 



Ala He Glu Thr Thr Gin Gin Leu Tyr Pro Ser Leu Leu Glu 
195 200 205 



<210> 230 
<211> 96 
<212> PRT 

<213> Shigella Flexneri 
<400> 230 

Phe His Thr Gly Thr Pro Ser Glu Gly His Gin His Gin Arg Pro Lys 
15 10 15 



Val Asp Lys Ser Thr Lys Leu Arg Lys Asn Gin Cys Lys Lys Ala Glu 
20 25 30 



Asn Ser Lys Asn Gin Lys Gly Ser Ser Pro Pro Lys Asp Gin Asn Ser 
35 40 45 



Ser Pro Ala Arg Glu Gin Asn Gin Met Glu Asn Glu Phe Asp Glu Leu 
50 55 60 



Thr Glu Val Gly Phe Arg Arg Trp Val He Thr Ser Lys Leu Lys Glu 
65 70 75 80 



His Val Leu Thr Gin Cys Lys Glu Val Lys Asn Leu Glu Lys Arg Leu 
85 90 95 



<210> 231 

<211> 65 

<212> PRT 

<213> Shigella Flexneri 
<220> 

<221> MISC_FEATURE 

<222> (76) . . (76) 

<223> MIS C_FE ATURE 

<220> 

<221> MIS C_F E ATURE 

<222> (78) . . (78) 

< 2 2 3 > MIS C_ F E ATUR E 

<220> 

<221> MIS C_FEATURE 

<222> (80) . . (80) 

< 2 2 3 > MIS COFEATURE 

<220> 

<221> MIS COFEATURE 
<222> (82) . . (82) 

< 2 2 3 > MI S COFEATURE 

<400> 231 

Ala Val Asp Gly Glu Gly Ala Gly Leu Thr Ser Glu Ala Trp Lys Tyr 
1 5 ~ 10 15 



Gin Val Thr Ser His Arg Glu Asp Arg Phe Pro Leu Ser Ser Arg Leu 



100*31B7 .043002 



20 25 30 



Arg Leu Ala Leu Lys Asn Leu Gly Ala Asp Arg His Arg Ala Gly Ser 
35 40 45 



Leu Val Glu Gin Glu Leu Ser Gly Leu Phe Ser Leu Met Ser Gly Arg 

60 



50 


55 


Lys 




65 




<210> 


232 


<211> 


431 


<212> 


PRT 


<213> 


Shigella Flexneri 


<400> 


232 



Met Trp Ala Leu Gly Gin Ala Gly Phe Ala Asn Leu Thr Glu Gly Leu 
15 10 15 



Lys Val Trp Leu Gly lie Met Leu Pro Val Leu Gly lie Lys Ser Leu 
20 25 30 



Ser Pro Phe Ala lie Thr Tyr Leu Asp Arg Leu Leu Leu Met His Pro 
35 40 45 



Asn Leu Thr Lys Gly Phe Gly Met lie Gly Pro Lys Asp Phe Phe Pro 
50 55 60 



Leu Leu Asp Phe Ala Tyr Met Pro Asn Asn Ser Leu Thr Pro Ser Leu 
65 70 75 80 



Gin Glu Gin Leu Cys Gin Leu Tyr Pro Arg Leu Lys Val Leu Ala Phe 
85 90 95 



Gly Ala Lys Pro Asp Ser Thr Leu His Thr Tyr Phe Pro Ser Phe Leu 
100 105 110 



Ser Arg Ala Thr Pro Ser Cys Pro Pro Glu Met Lys Lys Glu Leu Leu 
115 120 125 
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Ser Ser Leu Thr Glu Cys Leu Thr Val Asp Pro Leu Ser Ala Ser Val 
130 135 140 



Trp Arg Gin Leu Tyr Pro Lys His Leu Ser Gin Ser Ser Leu Leu Leu 
145 ~ " 150 155 160 



Glu His Leu Leu Ser Ser Trp Glu Gin lie Pro Lys Lys Val Gin Lys 
165 170 175 



Ser Leu Gin Glu Thr lie Gin Ser Leu Lys Leu Thr Asn Gin Glu Leu 
180 185 190 



Leu Arg Lys Gly Ser Ser Asn Asn Gin Asp Val Val Thr Cys Asp Met 
195 200 205 



Ala Cys Lys Gly Leu Leu Gin Gin Val Gin Gly Pro Arg Leu Pro Trp 
210 215 220 



Thr Arg Leu Leu Leu Leu Leu Leu Val Phe Ala Val Gly Phe Leu Cys 
225 ~ 230 235 240 



His Asp Leu Arg Ser His Ser Ser Phe Gin Ala Ser Leu Thr Gly Arg 
245 250 255 



Leu Leu Arg Ser Ser Gly Phe Leu Pro Ala Ser Gin Gin Ala Cys Ala 
260 265 270 



Lys Leu Tyr Ser Tyr Ser Leu Gin Gly Tyr Ser Trp Leu Gly Glu Thr 
275 280 285 



Leu Pro Leu Trp Gly Ser His Leu Leu Thr Val Val Arg Pro Ser Leu 
290 295 300 



Gin Leu Ala Trp Ala His Thr Asn Ala Thr Val Ser Phe Leu Ser Ala 
305 310 315 320 



His Cys Ala Ser His Leu Ala Trp Phe Gly Asp Ser Leu Thr Ser Leu 
325 330 335 



Ser Gin Arg Leu Gin He Gin Leu Pro Asp Ser Val Asn Gin Leu Leu 
340 345 350 
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Arg Tyr Leu Arg Glu Leu Pro Leu Leu Phe His Gin Asn Val Leu Leu 
355 360 365 



Pro Leu Trp His Leu Leu Leu Glu Ala Leu Ala Trp Ala Gin Glu His 
370 375 380 



Cys His Glu Ala Cys Arg Gly Glu Val Thr Trp Asp Cys Met Lys Thr 
385 390 395 400 



Gin Leu Ser Glu Ala Val His Trp Thr Trp Leu Cys Leu Gin Asp lie 
405 410 415 



Thr Val Ala Phe Leu Asp Trp Ala Leu Ala Leu lie Ser Gin Gin 
420 425 430 



<210> 233 

<211> 158 

<212> PRT 

<213> Shigella Flexneri 

<400> 233 

Met Gly lie Gly Leu Ser Ala Gin Gly Val Asn Met Asn Arg Leu Pro 
1 5 10 15 



Gly Trp Asp Lys His Ser Tyr Gly Tyr His Gly Asp Asp Gly His Ser 
20 25 30 



Phe Cys Ser Ser Gly Thr Gly Gin Pro Tyr Gly Pro Thr Phe Thr Thr 
35 40 45 



Gly Asp Val lie Gly Cys Cys Val Asn Leu lie Asn Asn Thr Cys Phe 
50 55 60 



Tyr Thr Lys Asn Gly His Ser Leu Gly lie Ala Phe Thr Asp Leu Pro 
65 70 75 80 



Pro Asn Leu Tyr Pro Thr Val Gly Leu Gin Thr Pro Gly Glu Val Val 
85 90 95 
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Asp Ala Asn Phe Gly Gin His Pro Phe Val Phe Asp He Glu Asp Tyr 
100 105 110 



Met Arg Glu Trp Arg Thr Lys He Gin Ala Gin He Asp Arg Phe Pro 
115 " 120 125 



He Gly Asp Arg Glu Gly Glu Trp Gin Thr Met He Gin Lys Met Val 
130 135 140 



Ser Ser Tyr Leu Val His His Gly Tyr Cys Ala Thr Ala Glu 
145 150 155 



<210> 234 

<211> 523 

<212> PRT 

<213> Shigella Flexneri 

<400> 234 

Thr Asn Leu Lys Arg Gin Ala Asn Lys Lys Ser Glu Gly Ser Leu Ala 
1 5 10 15 



Tyr Val Lys Gly Gly Leu Ser Thr Phe Phe Glu Ala Gin Asp Ala Leu 
20 25 30 



Ser Ala He His Gin Lys Leu Glu Ala Asp Gly Thr Glu Lys Val Glu 
35 40 45 



Gly Ser Met Thr Gin Lys Leu Glu Asn Val Leu Asn Arg Ala Ser Asn 
50 55 60 



Thr Ala Asp Thr Leu Phe Gin Glu Val Leu Gly Arg Lys Asp Lys Ala 
65 70 75 80 



Asp Ser Thr Arg Asn Ala Leu Asn Val Leu Gin Arg Phe Lys Phe Leu 
85 90 95 



Phe Asn Leu Pro Leu Asn He Glu Arg Asn He Gin Lys Gly Asp Tyr 
100 105 110 



Asp Val Val He Asn Asp Tyr Glu Lys Ala Lys Ser Leu Phe Gly Lys 
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115 120 125 



Thr Glu Val Gin Val Phe Lys Lys Tyr Tyr Ala Glu Val Glu Thr Arg 
130 135 140 



lie Glu Ala Leu Arg Glu Leu Leu Leu Asp Lys Leu Leu Glu Thr Pro 
145 150 155 160 



Ser Thr Leu His Asp Gin Lys Arg Tyr lie Arg Tyr Leu Ser Asp Leu 
165 170 175 



His Ala Ser Gly Asp Pro Ala Trp Gin Cys He Gly Ala Gin His Lys 
180 " 185 190 



Trp He Leu Gin Leu Met His Ser Cys Lys Glu Gly Tyr Val Lys Asp 
195 200 205 



Leu Lys Gly Asn Pro Gly Leu His Ser Pro Met Leu Asp Leu Asp Asn 
210 215 220 



Asp Thr Arg Pro Ser Val Leu Gly His Leu Ser Gin Thr Ala Ser Leu 
225 ~ 230 235 240 



Lys Arg Gly Ser Ser Phe Gin Ser Gly Arg Asp Asp Thr Trp Arg Tyr 
245 250 255 



Lys Thr Pro His Arg Val Ala Phe Val Glu Lys Leu Thr Lys Leu Val 
260 265 270 



Leu Ser Gin Leu Pro Asn Phe Trp Lys Leu Trp He Ser Tyr Val Asn 
275 280 285 



Gly Ser Leu Phe Ser Glu Thr Ala Glu Lys Ser Gly Gin He Glu Arg 
290 295 300 



Ser Lys Asn Val Arg Gin Arg Gin Asn Asp Phe Lys Lys Met He Gin 
305 " 310 315 320 



Glu Val Met His Ser Leu Val Lys Leu Thr Arg Gly Ala Leu His Pro 
325 330 335 



Leu Ser He Arg Asp Gly Glu Ala Lys Gin Tyr Gly Gly Trp Glu Val 
340 345 350 
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Lys Cys Glu Leu Ser Gly Gin Trp Leu Ala His Ala lie Gin Thr Val 
355 360 365 



Arg Leu Thr His Glu Ser Leu Thr Ala Leu Glu lie Pro Asn Asp Leu 
370 375 380 



Leu Gin Thr lie Gin Asp Leu lie Leu Asp Leu Arg Val Arg Cys Val 
385 390 395 400 



Met Ala Thr Leu Gin His Thr Ala Glu Glu lie Lys Arg Leu Ala Glu 
405 410 415 



Lys Glu Asp Trp lie Val Asp Asn Glu Gly Leu Thr Ser Leu Pro Cys 
420 425 430 



Gin Phe Glu Gin Cys lie Val Cys Ser Leu Gin Ser Leu Lys Gly Val 
435 440 445 



Leu Glu Cys Lys Pro Gly Glu Ala Ser Val Phe Gin Gin Pro Lys Thr 
450 455 460 



Gin Glu Glu Val Cys Gin Leu Ser lie Asn lie Met Gin Val Phe lie 
465 470 475 480 



Tyr Cys Leu Glu Gin Leu Ser Thr Lys Pro Asp Ala Asp lie Asp Thr 
485 490 495 



Thr His Leu Ser Val Asp Val Ser Ser Pro Asp Leu Phe Gly Ser lie 
500 505 510 



His Glu Asp Phe Ser Leu Thr Ser Glu Gin Arg 
515 520 



<210> 235 

<211> 61 

<212> PRT 

<213> Shigella Flexneri 



<220> 
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< 2 2 1 > MIS C_FEATURE 
<222> (34) . . (34) 

< 2 2 3 > MIS COFEATURE 

<400> 235 

Gin Tyr Lys Lys Ala Leu Glu Asn Glu Thr Asn Glu Glu Lys Ser Gly 
15 10 15 



Thr Pro Gly Ala Asp Lys Ala Glu Lys Arg Tyr Lys Tyr Thr Val Lys 
20 25 30 



Leu Xaa Pro Val Ser Leu Tyr Ser Ser Arg Glu Ala Thr Arg lie Tyr 
35 40 45 



Lys Glu Asn Gly Ser Gin Arg Arg Ser Glu Lys Arg Thr 
50 55 60 



<210> 236 

<211> 96 

<212> PRT 

<213> Shigella Flexneri 

<400> 236 

Pro Glu lie Cys Lys Met Ala Asp Asn Leu Asp Glu Phe lie Glu Glu 
1 5 10 15 



Gin Lys Ala Arg Leu Ala Glu Asp Lys Ala Glu Leu Glu Ser Asp Pro 
20 25 30 



Pro Tyr Met Glu Met Lys Gly Lys Leu Ser Ala Lys Leu Ser Glu Asn 
35 40 45 



Ser Lys lie Leu lie Ser Met Ala Lys Glu Asn lie Pro Pro Asn Ser 
50 55 60 



Gin Gin Thr Arg Gly Ser Leu Gly lie Asp Tyr Gly Leu Ser Leu Pro 
65 70 75 80 



Leu Gly Glu Asp Tyr Glu Arg Lys Lys His Lys Leu Lys Glu Glu Leu 
85 90 95 



<210> 237 

<211> 128 

<212> PRT 

<213> Shigella Flexneri 

<400> 237 

Asp Gin Gly Thr Pro Gin Tyr Met Glu Asn Met Glu Gin Val Phe Glu 
1 5 10 15 



Gin Cys Gin Gin Phe Glu Glu Lys Arg Leu Arg Phe Phe Arg Glu Val 
20 25 30 



Leu Leu Glu Val Gin Lys His Leu Asn Leu Ser Asn Val Ala Gly Tyr 
35 40 45 



Lys Ala lie Tyr His Asp Leu Glu Gin Ser lie Arg Ala Ala Asp Ala 
50 55 60 



Val Glu Asp Leu Arg Trp Phe Arg Ala Asn His Gly Pro Gly Met Ala 
65 ^ 70 75 80 



Met Asn Trp Pro Gin Phe Glu Glu Trp Ser Ala Asp Leu lie Arg Thr 
85 90 95 



Leu Ser Arg Arg Glu Lys Lys Lys Ala Thr Asp Gly Phe Thr Leu Thr 
100 105 110 



Gly lie Asn Gin Thr Gly Asp Gin Phe Leu Pro Ser Lys Pro Ser Ser 
115 120 125 



<210> 238 

<211> 212 

<212> PRT 

<213> Shigella Flexneri 



<400> 238 

Pro Pro Ala Met Asp Trp lie Phe Gin Cys He Ser Tyr His Ala Pro 
15 10 15 



Glu Ala Leu Leu Thr Glu Met Met Glu Arg Cys Lys Lys Leu Gly Asn 
20 25 30 



Asn Ala Leu Leu Leu Asn Ser Val Met Ser Ala Phe Arg Ala Glu Phe 
35 40 45 



He Ala Thr Arg Ser Met Asp Phe He Gly Met He Lys Glu Cys Asp 
50 55 60 



Glu Ser Gly Phe Pro Lys His Leu Leu Phe Arg Ser Leu Gly Leu Asn 
65 70 75 80 



Leu Ala Leu Ala Asp Pro Pro Glu Ser Asp Arg Leu Gin He Leu Asn 
85 90 95 



Glu Ala Trp Lys Val He Thr Lys Leu Lys Asn Pro Gin Asp Tyr He 
100 105 110 



Asn Cys Ala Glu Val Trp Val Glu Tyr Thr Cys Lys His Phe Thr Lys 
115 120 125 



Arg Glu Val Asn Thr Val Leu Ala Asp Val He Lys His Met Thr Pro 
130 135 140 



Asp Arg Ala Phe Glu Asp Ser Tyr Pro Gin Leu Gin Leu He He Lys 
145 150 155 160 



Lys Val He Ala His Phe His Asp Phe Ser Val Leu Phe Ser Val Glu 
165 170 175 



Lys Phe Leu Pro Phe Leu Asp Met Phe Gin Lys Glu Ser Val Arg Val 
180 185 190 



Glu Val Cys Lys Cys He Met Asp Ala Phe He Lys His Gin Gin Glu 
195 200 205 



Pro Thr Lys Asp 
210 



<210> 239 

<211> 156 

<212> PRT 

<213> Shigella Flexneri 

<400> 239 



Phe Arg Leu Glu Gin Leu Glu Cys Leu Asp Asp Ala Glu Lys Lys Leu 
15 10 15 



Asn Leu Ala Gin Lys Cys Phe Lys Asn Cys Tyr Gly Glu Asn His Gin 
20 25 30 



Arg Leu Val His lie Lys Gly Asn Cys Gly Lys Glu Lys Val Leu Phe 
35 40 45 



Leu Arg Leu Tyr Leu Leu Gin Gly lie Arg Asn Tyr His Ser Gly Asn 
50 55 60 



Asp Val Glu Ala Tyr Glu Tyr Leu Asn Arg His Val Ser Ser Leu Lys 
65 70 75 80 



Ser Tyr lie Leu lie His Gin Lys Trp Thr lie Cys Cys Ser Trp Gly 
85 ~ 90 ~ " 95 



Leu Leu Pro Arg Lys His Arg Leu Gly Leu Arg Ala Cys Asp Gly Asn 
100 105 110 



Val Asp His Ala Ala Thr His lie Thr Asn Arg Arg Glu Glu Leu Ala 
115 120 125 



Gin lie Arg Lys Glu Glu Lys Glu Lys Lys Arg Arg Arg Leu Glu Asn 
130 135 140 



lie Arg Phe Leu Lys Gly Met Gly Tyr Ser Thr His 
145 ~ 150 155 



<210> 240 



<211> 116 
<212> PRT 

<213> Shigella Flexneri 
<400> 240 

Asn Lys Leu Arg Val Leu Asp Pro Glu Val Thr Gin Gin Thr lie Glu 
15 10 15 



Leu Lys Glu Glu Cys Lys Asp Phe Val Asp Lys lie Gly Gin Phe Gin 
20 25 30 



Lys lie Val Gly Gly Leu lie Glu Leu Val Asp Gin Leu Ala Lys Glu 
35 40 45 



Ala Glu Asn Glu Lys Met Lys Ala lie Gly Ala Arg Asn Leu Leu Lys 
50 55 6 0 



Ser lie Ala Lys Gin Arg Glu Ala Gin Gin Gin Gin Leu Gin Ala Leu 
65 70 75 80 



lie Ala Glu Lys Lys Met Gin Leu Glu Arg Tyr Arg Val Glu Tyr Glu 
85 90 95 



Ala Leu Cys Lys Val Glu Ala Glu Gin Asn Glu Phe lie Asp Gin Phe 
100 105 110 



lie Phe Gin Lys 
115 



<210> 241 

<211> 342 

<212> PRT 

<213> Shigella Flexneri 

<400> 241 



Met Ala Val Glu Thr Leu Ser Pro Asp Trp Glu Phe Asp Arg Val Asp 
15 10 15 



Asp Gly Ser Gin Lys He His Ala Glu Val Gin Leu Lys Asn Tyr Gly 
20 25 30 



Lys Phe Leu Glu Glu Tyr Thr Ser Gin Leu Arg Arg He Glu Asp Ala 
35 40 45 



Leu Asp Asp Ser He Gly Asp Val Trp Asp Phe Asn Leu Asp Pro He 
50 55 60 



Ala Leu Lys Leu Leu Pro Tyr Glu Gin Ser Ser Leu Leu Glu Leu He 
65 70 ^ 75 80 



Lys Thr Glu Asn Lys Val Leu Asn Lys Val He Thr Val Tyr Ala Ala 
85 90 95 



Leu Cys Cys Glu He Lys Lys Leu Lys Tyr Glu Ala Glu Thr Lys Phe 
100 105 110 



Tyr Asn Gly Leu Leu Phe Tyr Gly Glu Gly Ala Thr Asp Ala Ser Met 
115 120 125 



Val Glu Gly Asp Cys Gin He Gin Met Gly Arg Phe He Ser Phe Leu 
130 135 140 



Gin Glu Leu Ser Cys Phe Val Thr Arg Cys Tyr Glu Val Val Met Asn 
145 150 155 160 



Val Val His Gin Leu Ala Ala Leu Tyr He Ser Asn Lys He Ala Pro 
165 170 175 



Lys He He Glu Thr Thr Gly Val His Phe Gin Thr Met Tyr Glu His 
180 185 190 



Leu Gly Glu Leu Leu Thr Val Leu Leu Thr Leu Asp Glu He He Asp 
195 200 205 



Asn His He Thr Leu Lys Asp His Trp Thr Met Tyr Lys Arg Leu Leu 
210 215 220 



Lys Ser Val His His Asn Pro Ser Lys Phe Gly He Gin Glu Glu Lys 
225 230 235 240 



Leu Lys Pro Phe Glu Lys Phe Leu Leu Lys Leu Glu Gly Gin Leu Leu 
245 250 255 



Asp Gly Met lie Phe Gin Ala Cys lie Glu Gin Gin Phe Asp Ser Leu 
260 265 270 



Asn Gly Gly Val Ser Val Ser Lys Asn Ser Thr Phe Ala Glu Glu Phe 
275 280 285 



Ala His Ser lie Arg Ser lie Phe Ala Asn Val Glu Ala Lys Leu Gly 
290 295 300 



Glu Pro Ser Glu lie Asp Gin Arg Asp Lys Tyr Val Gly lie Cys Gly 
305 310 315 320 



Leu Phe Val Leu His Phe Gin lie Phe Arg Thr lie Asp Lys Lys Phe 
325 330 335 



Tyr Lys Ser Leu Leu Asp 
340 



<210> 242 

<211> 246 

<212> PRT 

<213> Shigella Flexneri 

<400> 242 

Thr Pro Arg Arg Ser Asp Ser Ala lie Ser Val Arg Ser Leu His Ser 
1 ~ 5 10 15 



Glu Ser Ser Met Ser Leu Arg Ser Thr Phe Ser Leu Pro Glu Glu Glu 
20 25 30 



Glu Glu Pro Glu Pro Leu Val Phe Ala Glu Gin Pro Ser Val Lys Leu 
35 40 45 



Cys Cys Gin Leu Cys Cys Ser Val Phe Lys Asp Pro Val lie Thr Thr 
50 55 60 
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Cys Gly His Thr Phe Cys Arg Arg Cys Ala Leu Lys Ser Glu Lys Cys 

65 70 75 80 

Pro Val Asp Asn Val Lys Leu Thr Val Val Val Asn Asn lie Ala Val 
85 90 95 



Ala Glu Gin He Gly Glu Leu Phe He His Cys Arg His Gly Cys Arg 
100 * 105 110 



Val Ala Gly Ser Gly Lys Pro Pro He Phe Glu Val Asp Pro Arg Gly 
115 120 125 



Cys Pro Phe Thr He Lys Leu Ser Ala Arg Lys Asp His Glu Gly Ser 
130 135 140 



Cys Asp Tyr Arg Pro Val Arg Cys Pro Asn Asn Pro Ser Cys Pro Pro 
145 ^ ~ " 150 155 160 



Leu Leu Arg Met Asn Leu Glu Ala His Leu Lys Glu Cys Glu His He 
165 170 175 



Lys Cys Pro His Ser Lys Tyr Gly Cys Thr Phe He Gly Asn Gin Asp 
180 185 190 



Thr Tyr Glu Thr His Leu Glu Thr Cys Arg Phe Glu Gly Leu Lys Glu 
195 200 205 



Phe Leu Gin Gin Thr Asp Asp Arg Phe His Glu Met His Val Ala Leu 
210 215 220 



Ala Gin Lys Asp Gin Glu He Ala Phe Leu Arg Ser Met Leu Gly Lys 
225 ^ 230 235 240 



Leu Ser Glu Lys He Asp 
245 



<210> 243 
<211> 45 
<212> PRT 



<213> Shigella Flexneri 



3.0043*1:87 .043002 



3^ 



<400> 243 

Arg Lys Leu His Glu Leu Thr Val Met Gin Asp Arg Arg Glu Gin Ala 
1 5 10 15 



Arg Gin Asp Leu Lys Gly Leu Glu Glu Thr Val Ala Lys Glu Leu Gin 
" 20 2 5 30 



Thr Leu His Asn Leu Arg Lys Leu Phe Val Gin Asp Leu 
35 40 45 



<210> 244 

<211> 379 

<212> PRT 

<213> Shigella Flexneri 

<400> 244 

Met Glu Glu Tyr Glu Lys Phe Cys Glu Lys Ser Leu Ala Arg lie Gin 
1 5 10 15 



Glu Ala Ser Leu Ser Thr Glu Ser Phe Leu Pro Ala Gin Ser Glu Ser 
20 25 30 



lie Ser Leu lie Arg Phe His Gly Val Ala lie Leu Ser Pro Leu Leu 
35 40 45 



Asn lie Glu Lys Arg Lys Glu Met Gin Gin Glu Lys Gin Lys Ala Leu 
50 55 60 



Asp Val Glu Ala Arg Lys Gin Val Asn Arg Lys Lys Ala Leu Leu Thr 
65 70 75 80 



Arg Val Gin Glu lie Leu Asp Asn Val Gin Val Arg Lys Ala Pro Asn 
85 90 95 



Ala Ser Asp Phe Asp Gin Trp Glu Met Glu Thr Val Tyr Ser Asn Ser 
100 105 110 



Glu Val Arg Asn Leu Asn Val Pro Ala Thr Phe Pro Asn Ser Phe Pro 
115 120 125 
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Ser His Thr Glu His Ser Thr Ala Ala Lys Leu Asp Lys lie Ala Gly 
130 135 140 



lie Leu Pro Leu Asp Asn Glu Asp Gin Cys Lys Thr Asp Gly lie Asp 
145 150 155 160 



Leu Ala Arg Asp Ser Glu Gly Phe Asn Ser Pro Lys Gin Cys Asp Ser 
165 170 175 



Ser Asn He Ser His Val Glu Asn Glu Ala Phe Pro Lys Thr Ser Ser 
180 185 190 



Ala Thr Pro Gin Glu Thr Leu He Ser Asp Gly Pro Phe Ser Val Asn 
195 200 205 



Glu Gin Gin Asp Leu Pro Leu Leu Ala Glu Val He Pro Asp Pro Tyr 
210 215 220 



Val Met Ser Leu Gin Asn Leu Met Lys Lys Ser Lys Glu Tyr He Glu 
225 230 235 240 



Arg Glu Gin Ser Arg Arg Ser Leu Arg Gly Ser Met Asn Arg He Val 
245 250 255 



Asn Glu Ser His Leu Asp Lys Glu His Asp Ala Val Glu Val Ala Asp 
260 265 270 



Cys Val Lys Glu Lys Gly Gin Leu Thr Gly Lys His Cys Val Ser Val 
275 280 285 



He Pro Asp Lys Pro Ser Leu Asn Lys Ser Asn Val Leu Leu Gin Gly 
290 295 300 



Ala Ser Thr Gin Ala Ser Ser Met Ser Met Pro Val Leu Ala Ser Phe 
305 310 315 320 



Ser Lys Val Asp He Pro He Arg Thr Gly His Pro Thr Val Leu Glu 
325 330 335 



Ser Asn Ser Asp Phe Lys Val He Pro Thr He Val Thr Glu Asn Asn 
340 345 350 



Val lie Lys Ser Leu Thr Gly Ser Tyr Ala Lys Leu Pro Ser Pro Glu 
355 360 365 



Pro Ser Met Ser Pro Lys Met His Arg Arg Arg 
370 ~ 375 



<210> 245 

<211> 266 

<212> PRT 

<213> Shigella Flexneri 

<400> 245 

Asp Ser Pro Thr Ser Gly Arg Pro Gly Val Thr Ser Leu Thr Thr Ala 
1 5 10 15 



Ala Ala Phe Lys Pro Val Gly Ser Thr Gly Val lie Lys Ser Pro Ser 
20 25 30 



Trp Gin Arg Pro Asn Gin Gly Val Pro Ser Thr Gly Arg lie Ser Asn 
35 40 45 



Ser Ala Thr Tyr Ser Gly Ser Val Ala Pro Ala Asn Ser Ala Leu Gly 
50 55 60 



Gin Thr Gin Pro Ser Asp Gin Asp Thr Leu Val Gin Arg Ala Glu His 
65 70 75 80 



lie Pro Ala Gly Lys Arg Thr Pro Met Cys Ala His Cys Asn Gin Val 
85 90 95 



lie Arg Gly Pro Phe Leu Val Ala Leu Gly Lys Ser Trp His Pro Glu 
100 105 110 



Glu Phe Asn Cys Ala His Cys Lys Asn Thr Met Ala Tyr He Gly Phe 
115 120 125 



Val Glu Glu Lys Gly Ala Leu Tyr Cys Glu Leu Cys Tyr Glu Lys Phe 
130 135 14 0 
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Phe Ala Pro Glu Cys Gly Arg Cys Gin Arg Lys lie Leu Gly Glu Val 
145 150 155 160 



lie Asn Ala Leu Lys Gin Thr Trp His Val Ser Cys Phe Val Cys Val 
165 170 175 



Ala Cys Gly Lys Pro lie Arg Asn Asn Val Phe His Leu Glu Asp Gly 
180 185 190 



Glu Pro Tyr Cys Glu Thr Asp Tyr Tyr Ala Leu Phe Gly Thr lie Cys 
195 ' 200 205 



His Gly Cys Glu Phe Pro lie Glu Ala Gly Asp Met Phe Leu Glu Ala 
210 215 220 



Leu Gly Tyr Thr Trp His Asp Thr Cys Phe Val Cys Ser Val Cys Cys 
225 230 235 240 



Glu Ser Leu Glu Gly Gin Thr Phe Phe Ser Lys Lys Asp Lys Pro Leu 
245 250 255 



Cys Lys Lys His Ala His Ser Val Asn Phe 
260 265 



<210> 246 

<211> 237 

<212> PRT 

<213> Shigella Flexneri 

<400> 246 

Phe Tyr Arg Arg His Thr Pro Tyr Met Val Gin Pro Glu Tyr Arg lie 
1 ~ ~ 5 10 15 



Tyr Glu Met Asn Lys Arg Leu Gin Ser Arg Thr Glu Asp Ser Asp Asn 
20 25 30 



Leu Trp Trp Asp Ala Phe Ala Thr Glu Phe Phe Glu Asp Asp Ala Thr 
35 40 45 



Leu Thr Leu Ser Phe Cys Leu Glu Asp Gly Pro Lys Arg Tyr Thr lie 



50 55 60 



Gly Arg Thr Leu lie Pro Arg Tyr Phe Ser Thr Val Phe Glu Gly Gly 
65 70 75 80 



Val Thr Asp Leu Tyr Tyr lie Leu Lys His Ser Lys Glu Ser Tyr His 
85 ^90 95 



Asn Ser Ser lie Thr Val Asp Cys Asp Gin Cys Thr Met Val Thr Gin 
100 105 110 



His Gly Lys Pro Met Phe Thr Lys Val Cys Thr Glu Gly Arg Leu lie 
115 120 125 



Leu Glu Phe Thr Phe Asp Asp Leu Met Arg lie Lys Thr Trp His Phe 
130 135 140 



Thr lie Arg Gin Tyr Arg Glu Leu Val Pro Arg Ser lie Leu Ala Met 
145 150 155 160 



His Ala Gin Asp Pro Gin Val Leu Asp Gin Leu Ser Lys Asn lie Thr 
165 170 175 



Arg Met Gly Leu Thr Asn Phe Thr Leu Asn Tyr Leu Arg Leu Cys Val 
180 185 190 



lie Leu Glu Pro Met Gin Glu Leu Met Ser Arg His Lys Thr Tyr Asn 
195 200 205 



Leu Ser Pro Arg Asp Cys Leu Lys Thr Cys Leu Phe Gin Lys Trp Gin 
210 215 220 



Arg Met Val Ala Pro Pro Ala Glu Pro Thr Arg Gin Pro 
225 230 235 



<210> 247 
<211> 227 
<212> PRT 



<213> Shigella Flexneri 



<400> 247 

Met Leu Asp Arg Asp Val Gly Pro Thr Pro Met Tyr Pro Pro Thr Tyr 
15 10 " 15 



Leu Glu Pro Gly He Gly Arg His Thr Pro Tyr Gly Asn Gin Thr Asp 
20 25 30 



Tyr Arg He Phe Glu Leu Asn Lys Arg Leu Gin Asn Trp Thr Glu Glu 
35 40 45 



Cys Asp Asn Leu Trp Trp Asp Ala Phe Thr Thr Glu Phe Phe Glu Asp 
50 55 60 



Asp Ala Met Leu Thr He Thr Phe Cys Leu Glu Asp Gly Pro Lys Arg 
65 70 75 80 



Tyr Thr He Gly Arg Thr Leu He Pro Arg Tyr Phe Arg Ser He Phe 
85 90 95 



Glu Gly Gly Ala Thr Glu Leu Tyr Tyr Val Leu Lys His Pro Lys Glu 
100 105 " 110 



Ala Phe His Ser Asn Phe Val Ser Leu Asp Cys Asp Gin Gly Ser Met 
115 120 125 



Val Thr Gin His Gly Lys Pro Met Phe Thr Gin Val Cys Val Glu Gly 
130 135 140 



Arg Leu Tyr Leu Glu Phe Met Phe Asp Asp Met Met Arg He Lys Thr 
145 150 155 160 



Trp His Phe Ser He Arg Gin His Arg Glu Leu He Pro Arg Ser He 
165 170 175 



Leu Ala Met His Ala Gin Asp Pro Gin Met Leu Asp Gin Leu Ser Lys 
180 185 190 



Asn He Thr Arg Cys Gly Leu Ser Asn Ser Thr Leu Asn Tyr Leu Arg 
195 200 205 



Leu Cys Val He Leu Glu Pro Met Gin Glu Leu Met Ser Arg His Lys 
210 215 220 
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Thr Tyr Ser 
225 



<210> 248 
<211> 302 
<212> PRT 

<213> Shigella Flexneri 
<400> 248 

Val Thr Ala Ser Thr Thr Cys Glu Lys Leu Glu Lys Ala Arg Asn Glu 
15 10 15 



Leu Gin Thr Val Tyr Glu Ala Phe Val Gin Gin His Gin Ala Glu Lys 
20 25 30 



Thr Glu Arg Glu Asn Arg Leu Lys Glu Phe Tyr Thr Arg Glu Tyr Glu 
35 40 45 



Lys Leu Arg Asp Thr Tyr lie Glu Glu Ala Glu Lys Tyr Lys Met Gin 
50 55 60 



Leu Gin Glu Gin Phe Asp Asn Leu Asn Ala Ala His Glu Thr Ser Lys 
65 70 75 80 



Leu Glu lie Glu Ala Ser His Ser Glu Lys Leu Glu Leu Leu Lys Lys 
85 90 95 



Ala Tyr Glu Ala Ser Leu Ser Glu lie Lys Lys Gly His Glu lie Glu 
100 105 110 



Lys Lys Ser Leu Glu Asp Leu Leu Ser Glu Lys Gin Glu Ser Leu Glu 
115 120 125 



Lys Gin lie Asn Asp Leu Lys Ser Glu Asn Asp Ala Leu Asn Glu Lys 
130 135 140 



Leu Lys Ser Glu Glu Gin Lys Arg Arg Ala Arg Glu Lys Ala Asn Leu 
145 150 155 160 
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Lys Asn Pro Gin lie Met Tyr Leu Glu Gin Glu Leu Glu Ser Leu Lys 
165 170 175 



Ala Val Leu Glu lie Lys Asn Glu Lys Leu His Gin Gin Asp lie Lys 
180 185 190 



Leu Met Lys Met Glu Lys Leu Val Asp Asn Asn Thr Ala Leu Val Asp 
195 200 205 



Lys Leu Lys Arg Phe Gin Gin Glu Asn Glu Glu Leu Lys Ala Arg Met 
210 215 220 



Asp Lys His Met Ala lie Ser Arg Gin Leu Ser Thr Glu Gin Ala Val 
225 230 235 240 



Leu Gin Glu Ser Leu Glu Lys Glu Ser Lys Val Asn Lys Arg Leu Ser 
245 250 255 



Met Glu Asn Glu Glu Leu Leu Trp Lys Leu His Asn Gly Asp Leu Cys 
260 265 270 



Ser Pro Lys Arg Ser Pro Thr Ser Ser Ala lie Pro Leu Gin Ser Pro 
275 280 285 



Arg Asn Ser Gly Ser Phe Pro Ser Pro Ser lie Ser Pro Arg 
290 295 300 



<210> 249 
<211> 376 
<212> PRT 

<213> Shigella Flexneri 
<400> 249 

Ser Leu Pro Pro Ser Thr Gly Thr Phe Gin Glu Ala Gin Ser Arg Leu 
15 10 15 



Asn Glu Ala Ala Ala Gly Leu Asn Gin Ala Ala Thr Glu Leu Val Gin 
20 25 30 



Ala Ser Arg Gly Thr Pro Gin Asp Leu Ala Arg Ala Ser Gly Arg Phe 
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35 40 45 

Gly Gin Asp Phe Ser Thr Phe Leu Glu Ala Gly Val Glu Met Ala Gly 
50 55 60 



Gin Ala Pro Ser Gin Glu Asp Arg Ala Gin Val Val Ser Asn Leu Lys 
65 70 75 80 

Gly He Ser Met Ser Ser Ser Lys Leu Leu Leu Ala Ala Lys Ala Leu 
85 90 95 



Ser Thr Asp Pro Ala Ala Pro Asn Leu Lys Ser Gin Leu Ala Ala Ala 
100 105 HO 



Ala Arg Ala Val Thr Asp Ser He Asn Gin Leu He Thr Met Cys Thr 
115 120 125 



Gin Gin Ala Pro Gly Gin Lys Glu Cys Asp Asn Ala Leu Arg Glu Leu 
130 135 140 



Glu Thr Val Arg Glu Leu Leu Glu Asn Pro Val Gin Pro He Asn Asp 

145 " 150 155 160 

Met Ser Tyr Phe Gly Cys Leu Asp Ser Val Met Glu Asn Ser Lys Val 

165 " 170 175 



Leu Gly Glu Ala Met Thr Gly He Ser Gin Asn Ala Lys Asn Gly Asn 
180 185 190 



Leu Pro Glu Phe Gly Asp Ala He Ser Thr Ala Ser Lys Ala Leu Cys 
195 200 205 



Gly Phe Thr Glu Ala Ala Ala Gin Ala Ala Tyr Leu Val Gly Val Ser 
210 215 220 

Asp Pro Asn Ser Gin Ala Gly Gin Gin Gly Leu Val Glu Pro Thr Gin 
225 230 235 240 

Phe Ala Arg Ala Asn Gin Ala He Gin Met Ala Cys Gin Ser Leu Gly 
245 250 255 



Glu Pro Gly Cys Thr Gin Ala Gin Val Leu Ser Ala Ala Thr He Val 
260 265 270 



Ala Lys His Thr Ser Ala Leu Cys Asn Ser Cys Arg Leu Ala Ser Ala 
275 280 285 



Arg Thr Thr Asn Pro Thr Ala Lys Arg Gin Phe Val Gin Ser Ala Lys 
290 295 300 



Glu Val Ala Asn Ser Thr Ala Asn Leu Val Lys Thr lie Lys Ala Leu 
305 310 315 320 



Asp Gly Ala Phe Thr Glu Glu Asn Arg Ala Gin Cys Arg Ala Ala Thr 
325 330 335 



Ala Pro Leu Leu Glu Ala Val Asp Asn Leu Ser Ala Phe Ala Ser Asn 
340 345 350 



Pro Glu Phe Ser Ser lie Pro Ala Gin lie Ser Pro Glu Gly Arg Ala 
355 360 365 



Ala Met Glu Pro lie Val lie Ser 
370 375 



<210> 250 
<211> 99 
<212> PRT 

<213> Shigella Flexneri 
<400> 250 

Glu Asp Leu Gin Pro Pro Ser Ala Leu Ser Ala Pro Phe Thr Asn Ser 
15 10 15 



Leu Ala Arg Ser Ala Arg Gin Ser Val Leu Arg Tyr Ser Thr Leu Pro 
20 25 30 



Gly Arg Arg Ala Leu Lys Asn Ser Arg Leu Val Ser Gin Lys Asp Asp 
35 40 45 



Val His Val Cys He Leu Cys Leu Arg Ala He Met Asn Tyr Gin Tyr 
50 55 60 



Gly Phe Asn Leu Val Met Ser His Pro His Ala Val Asn Glu lie Ala 
65 70 75 80 



Leu Ser Leu Asn Asn Lys Asn Pro Arg Thr Lys Ala Leu Val Leu Glu 
85 90 95 



Leu Leu Ala 

<210> 251 
<211> 228 
<212> PRT 

<213> Shigella Flexneri 
<400> 251 

Lys Arg His Glu Arg Met lie Lys Asn Arg Glu Ser Ala Cys Gin Ser 
15 10 15 



Arg Arg Lys Lys Lys Glu Tyr Leu Gin Gly Leu Glu Ala Arg Leu Gin 
20 25 30 



Ala Val Leu Ala Asp Asn Gin Gin Leu Arg Arg Glu Asn Ala Ala Leu 
35 40 45 



Arg Arg Arg Leu Glu Ala Leu Leu Ala Glu Asn Ser Glu Leu Lys Leu 
50 55 60 



Gly Ser Gly Asn Arg Lys Val Val Cys lie Met Val Phe Leu Leu Phe 
65 70 75 80 



lie Ala Phe Asn Phe Gly Pro Val Ser lie Ser Glu Pro Pro Ser Ala 
85 90 95 



Pro lie Ser Pro Arg Met Asn Lys Gly Glu Pro Gin Pro Arg Arg His 
100 105 110 



Leu Leu Gly Phe Ser Glu Gin Glu Pro Val Gin Gly Val Glu Pro Leu 
115 120 125 
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Gin Gly Ser Ser Gin Gly Pro Lys Glu Pro Gin Pro Ser Pro Thr Asp 
130 135 140 



Gin Pro Ser Phe Ser Asn Leu Thr Ala Phe Pro Gly Gly Ala Lys Glu 
145 150 155 160 



Leu Leu Leu Arg Asp Leu Asp Gin Leu Phe Leu Ser Ser Asp Cys Arg 
165 170 175 



His Phe Asn Arg Thr Glu Ser Leu Arg Leu Ala Asp Glu Leu Ser Gly 
180 185 190 



Trp Val Gin Arg His Gin Arg Gly Arg Arg Lys lie Pro Gin Arg Ala 
195 200 205 



Gin Glu Arg Gin Lys Ser Gin Pro Arg Lys Lys Ser Pro Pro Val Lys 
210 215 220 



Ala Val Pro lie 
225 



<210> 252 
<211> 229 
<212> PRT 

<213> Shigella Flexneri 
<400> 252 

Glu Ser Glu Val Ser Glu His Leu Ser Ala Ser Ser Ala Ser Ala lie 
15 10 15 



Gin Gin Asp Ser Thr Ser Ser Met Gin Pro Pro Ser Glu Ala Pro Met 
20 25 30 



Val Asn Thr Val Ser Ser Ala Tyr Ser Glu Asp Phe Glu Asn Ser Pro 
35 40 45 



Ser Leu Thr Ala Ser Glu Pro Thr Ala His Ser Lys Glu Ser Leu Asp 
50 55 60 



Arg Thr Leu Asp Ala Leu Ser Glu Ser Ser Ser Ser Val Lys Thr Asp 



65 70 75 80 

Leu Pro Gin Thr Ala Glu Ser Arg Lys Lys Ser Gly Arg His Val Thr 
85 90 95 



Arg Val Leu Val Lys Asp Thr Ala Val Gin Thr Pro Asp Pro Ala Phe 
100 105 110 



Thr Tyr Glu Trp Thr Lys Val Ala Ser Met Ala Ala Met Gly Pro Ala 
115 120 125 



Leu Gly Gly Ala Tyr Val Asp Pro Thr Pro lie Ala Asn His Val lie 
130 135 140 



Ser Ala Asp Ala He Glu Ala Leu Thr Ala Tyr Ser Pro Ala Val Leu 
145 ^ 150 155 160 



Ala Leu His Asp Val Leu Lys Gin Gin Leu Ser Leu Thr Gin Gin Phe 
165 170 175 



He Gin Ala Ser Arg His Leu His Ala Ser Leu Leu Arg Ser Leu Asp 
180 185 190 



Ala Asp Ser Phe His Tyr His Thr Leu Glu Glu Ala Lys Glu Tyr He 
195 200 205 



Arg Cys His Arg Pro Ala Pro Leu Thr Met Glu Asp Ala Leu Glu Glu 
210 " 215 220 



Val Asn Lys Glu Leu 
225 



<210> 253 

<211> 151 

<212> PRT 

<213> Shigella Flexneri 

<400> 253 



Met Ala Glu Ser Arg Gin Asp Leu Glu Glu Glu Tyr Glu Pro Gin Phe 
1 5 10 15 



100^3187' .043002 



3^ 



Leu Arg Leu Leu Glu Arg Lys Glu Ala Gly Thr Lys Ala Leu Gin Arg 
20 25 30 



Thr Gin Ala Glu lie Gin Glu Met Lys Glu Ala Leu Arg Pro Leu Gin 
35 40 45 

Ala Glu Ala Arg Gin Leu Arg Leu Gin Asn Arg Asn Leu Glu Asp Gin 
50 55 60 



lie Ala Leu Val Arg Gin Lys Arg Asp Glu Glu Val Gin Gin Tyr Arg 
65 70 75 80 

Glu Gin Leu Glu Glu Met Glu Glu Arg Gin Arg Gin Leu Arg Asn Gly 
85 90 95 



Val Gin Leu Gin Gin Gin Lys Asn Lys Glu Met Glu Gin Leu Arg Leu 
100 105 110 



Ser Leu Ala Glu Glu Leu Ser Thr Tyr Lys Ala Met Leu Leu Pro Lys 
115 120 125 

Ser Leu Glu Gin Ala Asp Ala Pro Thr Ser Gin Ala Gly Gly Met Glu 
130 135 140 



Thr Gin Ser Gin Gly Ala Val 
145 150 



<210> 254 
<211> 264 
<212> PRT 

<213> Shigella Flexneri 
<400> 254 

Trp Val He Pro Asp Pro Glu Glu Glu Pro Glu Arg Lys Arg Lys Lys 
15 10 15 



Gly Pro Ala Pro Lys Met Leu Gly His Glu Leu Cys Arg Val Cys Gly 
20 25 30 



Asp Lys Ala Ser Gly Phe His Tyr Asn Val Leu Ser Cys Glu Gly Cys 
35 40 45 



Lys Gly Phe Phe Arg Arg Ser Val Val Arg Gly Gly Ala Arg Arg Tyr 
50 55 60 



Ala Cys Arg Gly Gly Gly Thr Cys Gin Met Asp Ala Phe Met Arg Arg 
65 70 75 80 



Lys Cys Gin Gin Cys Arg Leu Arg Lys Cys Lys Glu Ala Gly Met Arg 
85 90 95 



Glu Gin Cys Val Leu Ser Glu Glu Gin lie Arg Lys Lys Lys lie Arg 
100 105 110 



Lys Gin Gin Gin Gin Glu Ser Gin Ser Gin Ser Gin Ser Pro Val Gly 
115 120 125 



Pro Gin Gly Ser Ser Ser Ser Ala Ser Gly Pro Gly Ala Ser Pro Gly 
130 135 140 



Gly Ser Glu Ala Gly Ser Gin Gly Ser Gly Glu Gly Glu Gly Val Gin 
145 150 155 160 



Leu Thr Ala Ala Gin Glu Leu Met lie Gin Gin Leu Val Ala Ala Gin 
165 170 175 



Leu Gin Cys Asn Lys Arg Ser Phe Ser Asp Gin Pro Lys Val Thr Pro 
180 185 190 



Trp Pro Leu Gly Ala Asp Pro Gin Ser Arg Asp Ala Arg Gin Gin Arg 
195 200 205 



Phe Ala His Phe Thr Glu Leu Ala lie lie Ser Val Gin Glu lie Val 
210 215 220 



Asp Phe Ala Lys Gin Val Pro Gly Phe Leu Gin Leu Gly Arg Glu Asp 
225 " 230 235 240 



Gin He Ala Leu Leu Lys Ala Ser Thr He Glu He Met Leu Leu Glu 
245 250 255 
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Thr Ala Arg Arg Tyr Asn His Glu 
260 



<210> 255 

<211> 130 

<212> PRT 

<213> Shigella Flexneri 

<400> 255 



Met Lys Asp Glu Pro Arg Ser Thr Asn Leu Phe Met Lys Leu Asp Ser 
1 5 10 15 



Val Phe lie Trp Lys Glu Pro Phe Gly Leu Val Leu lie lie Ala Pro 
20 25 30 



Trp Asn Tyr Pro Leu Asn Leu Thr Leu Val Leu Leu Val Gly Thr Leu 
35 40 45 



Pro Ala Gly Asn Cys Val Val Leu Lys Pro Ser Glu lie Ser Gin Gly 
50 55 60 



Thr Glu Lys Val Leu Ala Glu Val Leu Pro Gin Tyr Leu Asp Gin Ser 
65 70 75 80 



Cys Phe Ala Val Val Leu Gly Gly Pro Gin Glu Thr Gly Gin Leu Leu 
85 90 95 



Glu His Lys Leu Asp Tyr lie Phe Phe Thr Gly Ser Pro Arg Val Gly 
100 105 110 



Lys lie Val Met Thr Ala Ala Thr Lys His Leu Thr Pro Val Thr Leu 
115 120 125 



Glu Leu 
130 



<210> 
<211> 
<212> 



256 
115 
PRT 



lOO 7 - O **3 1 



<213> Shigella Flexneri 



<400> 256 



Leu Gly He Ala Leu Ala Leu Leu Gly Glu Arg Leu Leu Ala Leu Arg 
1 * 5 10 15 



Asn Arg Leu Lys Ala Ser Arg Glu Val Glu Ser Val Asp Leu Pro His 
20 25 30 



Cys His Leu He Lys Gly He Glu Ala Gly Ser Glu Asp He Asp He 
35 40 45 



Leu Pro Asn Gly Leu Ala Phe Phe Ser Val Gly Leu Lys Phe Pro Gly 
50 55 60 



Leu His Ser Phe Ala Pro Asp Lys Pro Gly Gly He Leu Met Met Asp 
65 70 75 80 



Leu Lys Glu Glu Lys Pro Arg Ala Arg Glu Leu Arg He Ser Arg Gly 
85 90 95 



Phe Asp Leu Ala Ser Phe Asn Pro His Gly He Ser Thr Phe He Asp 
100 105 HO 



Asn Asp Asp 
115 



<210> 257 

<211> 65 

<212> PRT 

<213> Shigella Flexneri 
<220> 

< 2 2 1 > MIS COFEATURE 

<222> (1) . . (44) 

<22 3> MISC FEATURE 



2^E 



it 



<220> 

<22 1 > MI S COFEATURE 

<222> (61) . . (61) 

< 2 2 3 > MIS COFEATURE 

<400> 257 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
15 10 15 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 25 30 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Val Leu Asn Leu 
35 40 45 



Cys Ser Pro Asp Pro Phe Thr Leu lie Lys He He Xaa Gly Leu Gin 
50 ^ 55 60 



He 
65 



<210> 258 
<211> 11 
<212> PRT 

<213> Shigella Flexneri 
<400> 258 

Tyr Tyr Leu Leu Asp Val Ser Val Gly He Val 
15 10 

<210> 259 

<211> 276 

<212> PRT 

<213> Shigella Flexneri 



100^3187 .043002 



<400> 259 



Phe Asp Gin Pro Gin Glu Tyr Phe Met Glu Leu Thr Phe Asn Gin Ala 
1 5 10 15 



Ala Lys Gly Val Asn Lys Glu Phe Thr Val Asn He Met Asp Thr Cys 
20 25 30 



Glu Arg Cys Asn Gly Lys Gly Asn Glu Pro Gly Thr Lys Val Gin His 
35 40 45 



Cys His Tyr Cys Gly Gly Ser Gly Met Glu Thr He Asn Thr Gly Pro 
50 55 60 



Phe Val Met Arg Ser Thr Cys Arg Arg Cys Gly Gly Arg Gly Ser He 
65 70 75 80 

He He Ser Pro Cys Val Val Cys Arg Gly Ala Gly Gin Ala Lys Gin 
85 90 95 



Lys Lys Arg Val Met He Pro Val Pro Ala Gly Val Glu Asp Gly Gin 
100 105 HO 



Thr Val Arg Met Pro Val Gly Lys Arg Glu He Phe He Thr Phe Arg 
115 120 125 



Val Gin Lys Ser Pro Val Phe Arg Arg Asp Gly Ala Asp He His Ser 
130 135 140 

Asp Leu Phe He Ser He Ala Gin Ala Leu Leu Gly Gly Thr Ala Arg 

145 150 155 160 

Ala Gin Gly Leu Tyr Glu Thr He Asn Val Thr He Pro Pro Gly Thr 

165 170 175 



Gin Thr Asp Gin Lys He Arg Met Gly Gly Lys Gly He Pro Arg He 
180 185 190 



Asn Ser Tyr Gly Tyr Gly Asp His Tyr He His He Lys He Arg Val 
195 ^ 200 205 



JL O O H-3 M-e 7 . O H-3 



Pro Lys Arg Leu Thr Ser Arg Gin Gin Ser Leu lie Leu Ser Tyr Ala 
210 ~ 215 220 



Glu Asp Glu Thr Asp Val Glu Gly Thr Val Asn Gly Val Thr Leu Thr 
225 230 235 240 



Ser Ser Gly Gly Ser Thr Met Asp Ser Ser Ala Gly Ser Lys Ala Arg 
245 250 255 



Arg Glu Ala Gly Glu Asp Glu Glu Gly Phe Leu Ser Lys Leu Lys Lys 
260 265 270 



Met Phe Thr Ser 
275 



<210> 260 

<211> 785 

<212> PRT 

<213> Shigella Flexneri 

<400> 260 

Met Ala Asp Leu Asp Ser Pro Pro Lys Leu Ser Gly Val Gin Gin Pro 
1 5 10 15 



Ser Glu Gly Val Gly Gly Gly Arg Cys Ser Glu lie Ser Ala Glu Leu 
20 25 30 



lie Arg Ser Leu Thr Glu Leu Gin Glu Leu Glu Ala Val Tyr Glu Arg 
35 40 45 



Leu Cys Gly Glu Glu Lys Val Val Glu Arg Glu Leu Asp Ala Leu Leu 
50 55 60 



Glu Gin Gin Asn Thr lie Glu Ser Lys Met Val Thr Leu His Arg Met 
65 70 75 80 



Gly Pro Asn Leu Gin Leu lie Glu Gly Asp Ala Lys Gin Leu Ala Gly 
85 90 95 



Met He Thr Phe Thr Cys Asn Leu Ala Glu Asn Val Ser Ser Lys Val 



± €3 O "4-318 T « O «+3 1 



100 105 110 



Arg Gin Leu Asp Leu Ala Lys Asn Arg Leu Tyr Gin Ala lie Gin Arg 
115 12 0 125 



Ala Asp Asp lie Leu Asp Leu Lys Phe Cys Met Asp Gly Val Gin Thr 
130 135 140 



Ala Leu Arg Ser Glu Asp Tyr Glu Gin Ala Ala Ala His lie His Arg 
145 150 155 160 



Tyr Leu Cys Leu Asp Lys Ser Val lie Glu Leu Ser Arg Gin Gly Lys 
165 170 175 



Gly Gly Ser Met He Asp Ala Asn Leu Lys Leu Leu Gin Glu Ala Glu 
180 185 190 



Gin Arg Leu Lys Ala He Val Ala Glu Lys Phe Ala He Ala Thr Lys 
195 200 205 



Glu Gly Asp Leu Pro Gin Val Glu Arg Phe Phe Lys He Phe Pro Leu 
210 215 220 



Leu Gly Leu His Glu Glu Gly Leu Arg Arg Phe Ser Glu Tyr Leu Cys 
225 230 235 240 



Lys Gin Val Ala Ser Lys Ala Glu Glu Asn Leu Leu Met Val Leu Gly 
245 250 255 



Thr Asp Met Ser Asp Arg Arg Ala Ala Val He Phe Ala Asp Thr Leu 
260 265 270 



Thr Leu Leu Phe Glu Gly He Ala Arg He Val Glu Ala His Gin Pro 
275 280 285 



He Val Glu Thr Tyr Tyr Gly Pro Gly Arg Leu Tyr Thr Leu He Lys 
290 295 300 



Tyr Leu Gin Val Glu Cys Asp Arg Gin Val Glu Lys Val Val Asp Lys 
305 310 315 320 



Phe He Lys Gin Arg Asp Tyr His Gin Gin Phe Arg His Val Gin Asn 
325 330 335 



± O O M-3-H-8 7" «d H3J3 O 2 



Asn Leu Met Arg Asn Ser Thr Thr Glu Lys lie Glu Pro Arg Glu Leu 
340 345 350 



Asp Pro He Leu Thr Glu Val Thr Leu Met Asn Ala Arg Ser Glu Leu 
355 360 365 



Tyr Leu Arg Phe Leu Lys Lys Arg He Ser Ser Asp Phe Glu Val Gly 
370 375 380 



Asp Ser Met Ala Ser Glu Glu Val Lys Gin Glu His Gin Lys Cys Leu 
385 390 395 400 



Asp Lys Leu Leu Asn Asn Cys Leu Leu Ser Cys Thr Met Gin Glu Leu 
405 410 415 



He Gly Leu Tyr Val Thr Met Glu Glu Tyr Phe Met Arg Glu Thr Val 
420 425 430 



Asn Lys Ala Val Ala Leu Asp Thr Tyr Glu Lys Gly Gin Leu Thr Ser 
435 440 445 



Ser Met Val Asp Asp Val Phe Tyr He Val Lys Lys Cys He Gly Arg 
450 455 460 



Ala Leu Ser Ser Ser Ser He Asp Cys Leu Cys Ala Met He Asn Leu 
465 470 475 480 



Ala Thr Thr Glu Leu Glu Ser Asp Phe Arg Asp Val Leu Cys Asn Lys 
485 490 495 



Leu Arg Met Gly Phe Pro Ala Thr Thr Phe Gin Asp He Gin Arg Gly 
500 505 510 



Val Thr Ser Ala Val Asn He Met His Ser Ser Leu Gin Gin Gly Lys 
515 520 525 



Phe Asp Thr Lys Gly He Glu Ser Thr Asp Glu Ala Lys Met Ser Phe 
530 535 540 



Leu Val Thr Leu Asn Asn Val Glu Val Cys Ser Glu Asn He Ser Thr 
545 550 555 560 



Leu Lys Lys Thr Leu Glu Ser Asp Cys Thr Lys Leu Phe Ser Gin Gly 
565 570 575 



He Gly Gly Glu Gin Ala Gin Ala Lys Phe Asp Gly Cys Leu Ser Asp 
580 585 590 



Leu Ala Ala Val Ser Asn Lys Phe Arg Asp Leu Leu Gin Glu Gly Leu 
595 600 605 



Thr Glu Leu Asn Ser Thr Ala He Lys Pro Gin Val Gin Pro Trp He 
610 615 620 



Asn Ser Phe Phe Ser Val Ser His Asn He Glu Glu Glu Glu Phe Asn 
625 630 635 640 



Asp Tyr Glu Ala Asn Asp Pro Trp Val Gin Gin Phe He Leu Asn Leu 
645 650 655 



Glu Gin Gin Met Ala Glu Phe Lys Ala Ser Leu Ser Pro Val He Tyr 
660 665 670 



Asp Ser Leu Thr Gly Leu Met Thr Ser Leu Val Ala Val Glu Leu Glu 
675 680 685 

Lys Val Val Leu Lys Ser Thr Phe Asn Arg Leu Gly Gly Leu Gin Phe 
690 695 700 



Asp Lys Glu Leu Arg Ser Leu He Ala Tyr Leu Thr Thr Val Thr Thr 
705 710 715 720 

Trp Thr He Arg Asp Lys Phe Ala Arg Leu Ser Gin Met Ala Thr He 
725 730 735 



Leu Asn Leu Glu Arg Val Thr Glu He Leu Asp Tyr Trp Gly Pro Asn 

740 745 750 

Ser Gly Pro Leu Thr Trp Arg Leu Thr Pro Ala Glu Val Arg Gin Val 
755 760 765 



Leu Ala Leu Arg He Asp Phe Arg Ser Glu Asp He Lys Arg Leu Arg 
770 775 780 



Leu 
785 

<210> 261 

<211> 16 

<212> PRT 

<213> Shigella Flexneri 



<400> 261 

Pro Cys Leu Gly Trp Leu lie Tyr Gin Gly Cys Leu Ser Leu Cys Leu 
15 10 15 



<210> 262 

<211> 21 

<212> PRT 

<213> Shigella Flexneri 



<220> 

< 2 2 1 > MI S COFEATURE 

<222> (1) . . (1) 

<22 3> MISC FEATURE 



<220> 

<221> MIS C_FEATURE 

<222> (3) . . (4) 

<223> MISC FEATURE 



<220> 

< 2 2 1 > MIS COFEATURE 

<222> (6) . . (6) 

<223> MISC FEATURE 



<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (8) . . (10) 
<223> MIS C_FEATURE 

<220> 

<221> MIS C_FEATURE 

<222> (14) . . (14) 

< 2 2 3 > MI SC_FEATURE 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (19) . . (19) 
<22 3> MIS C_FEATURE 

<220> 

<221> MI S COFEATURE 

<222> (19) . . (21) 

<223> 21 

<400> 262 

Xaa Gly Xaa Xaa Arg Xaa Ser Xaa Xaa Xaa Pro Leu His Xaa Val Leu 
15 10 15 

Leu Arg Xaa Asp Xaa 
20 



<210> 263 
<211> 722 



<212> PRT 

<213> Shigella Flexneri 
<400> 263 

Gin Glu Leu Gin Lys Lys Ala Glu His Gin Val Gly Glu Asp Gly Phe 
15 10 15 



Leu Leu Lys lie Lys Leu Gly His Tyr Ala Thr Gin Leu Gin Asn Thr 
20 25 30 



Tyr Asp Arg Cys Pro Met Glu Leu Val Arg Cys lie Arg His lie Leu 
35 40 45 



Tyr Asn Glu Gin Arg Leu Val Arg Glu Ala Asn Asn Gly Ser Ser Pro 
50 55 60 



Ala Gly Ser Leu Ala Asp Ala Met Ser Gin Lys His Leu Gin lie Asn 
65 " 70 75 80 



Gin Thr Phe Glu Glu Leu Arg Leu Val Thr Gin Asp Thr Glu Asn Glu 
85 90 95 



Leu Lys Lys Leu Gin Gin Thr Gin Glu Tyr Phe lie lie Gin Tyr Gin 
100 105 110 



Glu Ser Leu Arg lie Gin Ala Gin Phe Gly Pro Leu Ala Gin Leu Ser 
115 120 125 



Pro Gin Glu Arg Leu Ser Arg Glu Thr Ala Leu Gin Gin Lys Gin Val 
130 135 140 



Ser Leu Glu Ala Trp Leu Gin Arg Glu Ala Gin Thr Leu Gin Gin Tyr 
145 150 155 160 



Arg Val Glu Leu Pro Glu Lys His Gin Lys Thr Leu Gin Leu Leu Arg 
165 170 175 



Lys Gin Gin Thr He He Leu Asp Asp Glu Leu He Gin Trp Lys Arg 
180 185 190 



Arg Gin Gin Leu Ala Gly Asn Gly Gly Pro Pro Glu Gly Ser Leu Asp 



195 200 205 



Val Leu Gin Ser Trp Cys Glu Lys Leu Ala Glu He He Trp Gin Asn 
210 215 220 



Arg Gin Gin He Arg Arg Ala Glu His Leu Cys Gin Gin Leu Pro He 
225 230 235 240 

Pro Gly Pro Val Glu Glu Met Leu Ala Glu Val Asn Ala Thr He Thr 
245 250 255 



Asp He He Ser Ala Leu Val Thr Ser Thr Phe He He Glu Lys Gin 
260 265 270 



Pro Pro Gin Val Leu Lys Thr Gin Thr Lys Phe Ala Ala Thr Val Arg 
275 280 285 

Leu Leu Val Gly Gly Lys Leu Asn Val His Met Asn Pro Pro Gin Val 
290 " 295 300 



Lys Ala Thr He He Ser Glu Gin Gin Ala Lys Ser Leu Leu Lys Asn 
305 310 315 320 



Glu Asn Thr Arg Asn Asp Tyr Ser Gly Glu He Leu Asn Asn Cys Cys 
325 330 335 



Val Met Glu Tyr His Gin Ala Thr Gly Thr Leu Ser Ala His Phe Arg 
340 345 350 

Asn Met Ser Leu Lys Arg He Lys Arg Ser Asp Arg Arg Gly Ala Glu 
355 360 365 



Ser Val Thr Glu Glu Lys Phe Thr He Leu Phe Glu Ser Gin Phe Ser 
370 375 380 



Val Gly Gly Asn Glu Leu Val Phe Gin Val Lys Thr Leu Ser Leu Pro 

385 ' ' 390 395 400 

Val Val Val He Val His Gly Ser Gin Asp Asn Asn Ala Thr Ala Thr 

405 410 415 



Val Leu Trp Asp Asn Ala Phe Ala Glu Pro Gly Arg Val Pro Phe Ala 
420 425 430 
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Val Pro Asp Lys Val Leu Trp Pro Gin Leu Cys Glu Ala Leu Asn Met 
435 440 445 



Lys Phe Lys Ala Glu Val Gin Ser Asn Arg Gly Leu Thr Lys Glu Asn 
450 455 460 



Leu Val Phe Leu Ala Gin Lys Leu Phe Asn Asn Ser Ser Ser His Leu 
465 470 475 480 

Glu Asp Tyr Ser Gly Leu Ser Val Ser Trp Ser Gin Phe Asn Arg Glu 
485 490 495 



Asn Leu Pro Gly Arg Asn Tyr Thr Phe Trp Gin Trp Phe Asp Gly Val 
500 505 510 



Met Glu Val Leu Lys Lys His Leu Lys Pro His Trp Asn Asp Gly Ala 
515 520 525 

He Leu Gly Phe Val Asn Lys Gin Gin Ala His Asp Leu Leu He Asn 

530 535 540 



Lys Pro Asp Gly Thr Phe Leu Leu Arg Phe Ser Asp Ser Glu He Gly 

545 ~ 550 555 560 

Gly He Thr He Ala Trp Lys Phe Asp Ser Gin Glu Arg Met Phe Trp 

565 " 570 575 



Asn Leu Met Pro Phe Thr Thr Arg Asp Phe Ser He Arg Ser Leu Ala 
580 585 590 



Asp Arg Leu Gly Asp Leu Asn Tyr Leu He Tyr Val Phe Pro Asp Arg 
595 ' 600 605 

Pro Lys Asp Glu Val Tyr Ser Lys Tyr Tyr Thr Pro Val Pro Cys Glu 
610 ~ 615 620 



Ser Ala Thr Ala Lys Ala Val Asp Gly Tyr Val Lys Pro Gin He Lys 
625 630 635 640 



Gin Val Val Pro Glu Phe Val Asn Ala Ser Ala Asp Ala Gly Gly Gly 
645 650 655 



3^M 



Ser Ala Thr Tyr Met Asp Gin Ala Pro Ser Pro Ala Val Cys Pro Gin 
660 665 670 



Ala His Tyr Asn Met Tyr Pro Gin Asn Pro Asp Ser Val Leu Asp Thr 
675 680 685 



Asp Gly Asp Phe Asp Leu Glu Asp Thr Met Asp Val Ala Arg Arg Val 
690 695 700 



Glu Glu Leu Leu Gly Arg Pro Met Asp Ser Gin Trp lie Pro His Ala 
705 710 715 720 



Gin Ser 

<210> 264 

<211> 500 

<212> PRT 

<213> Shigella Flexneri 

<400> 264 

Met Gly lie Gly Leu Ser Ala Gin Gly Val Asn Met Asn Arg Leu Pro 
1 5 10 15 



Gly Trp Asp Lys His Ser Tyr Gly Tyr His Gly Asp Asp Gly His Ser 
20 25 30 



Phe Cys Ser Ser Gly Thr Gly Gin Pro Tyr Gly Pro Thr Phe Thr Thr 
35 40 45 



Gly Asp Val lie Gly Cys Cys Val Asn Leu He Asn Asn Thr Cys Phe 
50 55 60 



Tyr Thr Lys Asn Gly His Ser Leu Gly He Ala Phe Thr Asp Leu Pro 
65 70 75 80 



Pro Asn Leu Tyr Pro Thr Val Gly Leu Gin Thr Pro Gly Glu Val Val 
85 90 95 



Asp Ala Asn Phe Gly Gin His Pro Phe Val Phe Asp He Glu Asp Tyr 
100 105 110 



Met Arg Glu Trp Arg Thr Lys He Gin Ala Gin He Asp Arg Phe Pro 
115 120 125 



He Gly Asp Arg Glu Gly Glu Trp Gin Thr Met He Gin Lys Met Val 
130 135 140 



Ser Ser Tyr Leu Val His His Gly Tyr Cys Ala Thr Ala Glu Ala Phe 
145 J 150 155 160 



Ala Arg Ser Thr Asp Gin Thr Val Leu Glu Glu Leu Ala Ser He Lys 
165 170 175 



Asn Arg Gin Arg He Gin Lys Leu Val Leu Ala Gly Arg Met Gly Glu 
180 185 190 



Ala He Glu Thr Thr Gin Gin Leu Tyr Pro Ser Leu Leu Glu Arg Asn 
195 200 205 



Pro Asn Leu Leu Phe Thr Leu Lys Val Arg Gin Phe He Glu Met Val 
210 215 220 



Asn Gly Thr Asp Ser Glu Val Arg Cys Leu Gly Gly Arg Ser Pro Lys 
225 230 235 240 



Ser Gin Asp Ser Tyr Pro Val Ser Pro Arg Pro Phe Ser Ser Pro Ser 
245 250 255 



Met Ser Pro Ser His Gly Met Asn He His Asn Leu Ala Ser Gly Lys 
260 265 270 



Gly Ser Thr Ala His Phe Ser Gly Phe Glu Ser Cys Ser Asn Gly Val 
275 280 285 



He Ser Asn Lys Ala His Gin Ser Tyr Cys His Ser Asn Lys His Gin 
290 295 300 



Ser Ser Asn Leu Asn Val Pro Glu Leu Asn Ser He Asn Met Ser Arg 
305 310 315 320 



Ser Gin Gin Val Asn Asn Phe Thr Ser Asn Asp Val Asp Met Glu Thr 



10043!P7 .0*1-3004 



325 330 335 



Asp His Tyr Ser Asn Gly Val Gly Glu Thr Ser Ser Asn Gly Phe Leu 
340 345 350 



Asn Gly Ser Ser Lys His Asp His Glu Met Glu Asp Cys Asp Thr Glu 
355 360 365 



Met Glu Val Asp Ser Ser Gin Leu Arg Arg Gin Leu Cys Gly Gly Ser 
370 375 380 



Gin Ala Ala lie Glu Arg Met lie His Phe Gly Arg Glu Leu Gin Ala 
385 390 395 400 



Met Ser Glu Gin Leu Arg Arg Asp Cys Gly Lys Asn Thr Ala Asn Lys 
405 410 415 



Lys Met Leu Lys Asp Ala Phe Ser Leu Leu Ala Tyr Ser Asp Pro Trp 
420 425 430 



Asn Ser Pro Val Gly Asn Gin Leu Asp Pro lie Gin Arg Glu Pro Val 
435 440 445 



Cys Ser Ala Leu Asn Ser Ala lie Leu Glu Thr His Asn Leu Pro Lys 
450 455 460 



Gin Pro Pro Leu Ala Leu Ala Met Gly Gin Ala Thr Gin Cys Leu Gly 
465 470 475 480 



Leu Met Ala Arg Ser Gly He Gly Ser Cys Ala Phe Ala Thr Val Glu 
485 490 495 



Asp Tyr Leu His 
500 



<210> 265 
<211> 430 
<212> PRT 



<213> Shigella Flexneri 
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<400> 265 

lie Glu He His Gly Lys Ala Gly Leu Phe Leu Glu Gly Gin He His 
1 5 10 15 



Pro Glu Leu Glu Gly Val Glu He Val He Ser Glu Lys Gly Ala Ser 
20 25 30 

Ser Pro Leu He Thr Val Phe Thr Asp Asp Lys Gly Ala Tyr Ser Val 
35 40 45 

Gly Pro Leu His Ser Asp Leu Glu Tyr Thr Val Thr Ser Gin Lys Glu 
50 55 60 

Gly Tyr Val Leu Thr Ala Val Glu Gly Thr He Gly Asp Phe Lys Ala 
65 70 75 80 

Tyr Ala Leu Ala Gly Val Ser Phe Glu He Lys Ala Glu Asp Asp Gin 
85 90 95 



Pro Leu Pro Gly Val Leu Leu Ser Leu Ser Gly Gly Leu Phe Arg Ser 
100 105 HO 



Asn Leu Leu Thr Gin Asp Asn Gly He Leu Thr Phe Ser Asn Leu Ser 
115 120 125 

Pro Gly Gin Tyr Tyr Phe Lys Pro Met Met Lys Glu Phe Arg Phe Glu 
130 135 140 



Pro Ser Ser Gin Met He Glu Val Gin Glu Gly Gin Asn Leu Lys He 
145 150 155 160 

Thr He Thr Gly Tyr Arg Thr Ala Tyr Ser Cys Tyr Gly Thr Val Ser 
165 170 175 



Ser Leu Asn Gly Glu Pro Glu Gin Gly Val Ala Met Glu Ala Val Gly 
180 185 190 



Gin Asn Asp Cys Ser He Tyr Gly Glu Asp Thr Val Thr Asp Glu Glu 
195 200 205 



Gly Lys Phe Arg Leu Arg Gly Leu Leu Pro Gly Cys Val Tyr His Val 
210 215 220 



Gln Leu Lys Ala Glu Gly Asn Asp His He Glu Arg Ala Leu Pro His 
225 230 235 240 



His Arg Val He Glu Val Gly Asn Asn Asp He Asp Asp Val Asn He 
245 250 255 



He Val Phe Arg Gin He Asn Gin Phe Asp Leu Ser Gly Asn Val lie 
260 265 270 



Thr Ser Ser Glu Tyr Leu Pro Thr Leu Trp Val Lys Leu Tyr Lys Ser 
275 280 285 



Glu Asn Leu Asp Asn Pro He Gin Thr Val Ser Leu Gly Gin Ser Leu 
290 295 300 



Phe Phe His Phe Pro Pro Leu Leu Arg Asp Gly Glu Asn Tyr Val Val 
305 310 315 320 



Leu Leu Asp Ser Thr Leu Pro Arg Ser Gin Tyr Asp Tyr He Leu Pro 
325 330 335 



Gin Val Ser Phe Thr Ala Val Gly Tyr His Lys His Thr Thr Leu He 
340 345 350 



Phe Asn Pro Thr Arg Lys Leu Pro Glu Gin Asp He Ala Gin Gly Ser 
355 360 365 



Tyr He Ala Leu Pro Leu Thr Leu Leu Val Leu Leu Ala Gly Tyr Asn 
370 375 380 



His Asp Lys Leu He Pro Leu Leu Leu Gin Leu Thr Ser Arg Leu Gin 
385 ^ ' 390 395 400 



Gly Val Arg Ala Leu Gly Gin Ala Ala Ser Asp Asn Ser Gly Pro Glu 
405 410 415 



Asp Ala Lys Arg Gin Ala Lys Lys Gin Lys Thr Arg Arg Thr 
420 425 430 



<210> 266 



<211> 113,8 



<212> PRT 

<213> Shigella Flexneri 
<400> 266 

Leu Gly Leu His Ser Pro He Ala Leu Asp Val Leu Ser Glu Ala Phe 
1 5 10 15 



Glu Glu Ser Leu Val Ala Arg Asp Trp Ser Arg Ala Leu Gin Leu Thr 
20 25 30 



Glu Val Tyr Gly Arg Asp Val Asp Asp Leu Ser Ser He Lys Asp Ala 
35 - 4Q 45 



Val Leu Ser Cys Ala Val Ala Tyr Asp Lys Glu Gly Trp Gin Tyr Leu 
50 55 60 

Phe Pro Val Lys Asp Ala Ser Leu Arg Ser Arg Leu Ala Leu Gin Phe 
65 * 70 75 80 



Val Asp Arg Trp Pro Leu Glu Ser Cys Leu Glu He Leu Ala Tyr Cys 
85 90 95 

He Ser Asp Thr Ala\al Gin Glu Gly Leu Lys Cys Glu Leu Gin Arg 

100 105 HO 



Lys Leu Ala Glu Leu Gin Val Tyr Gin Lys He Leu Gly Leu Gin Ser 
115 120 125 



Pro Pro Val Trp Cys Asp Trp Gin Thr Leu Arg Ser Cys Cys Val Glu 
130 135 140 



Asp Pro Ser Thr Val Met Asn Met He Leu Glu Ala Gin Glu Tyr Glu 
145 150 155 160 



Leu Cys Glu Glu Trp Gly Cys Leu Tyr Pro He Pro Arg Glu His Leu 
165 170 175 



He Ser Leu His Gin Lys His Leu Leu His Leu Leu Glu Arg Arg Asp 
180 185 190 



His Asp Lys Ala Leu Gin Leu Leu Arg Arg He Pro Asp Pro Thr Met 



195 200 205 



Cys Leu Glu Val Thr Glu Gin Ser Leu Asp Gin His Thr Ser Leu Ala 
210 215 220 



Thr Ser His Phe Leu Ala Asn Tyr Leu Thr Thr His Phe Tyr Gly Gin 
225 230 235 240 



Leu Thr Ala Val Arg His Arg Glu lie Gin Ala Leu Tyr Val Gly Ser 
245 250 255 



Lys lie Leu Leu Thr Leu Pro Glu Gin His Arg Ala Ser Tyr Ser His 
260 265 270 



Leu Ser Ser Asn Pro Leu Phe Met Leu Glu Gin Leu Leu Met Asn Met 
275 280 285 



Lys Val Asp Trp Ala Thr Val Ala Val Gin Thr Leu Gin Gin Leu Leu 
290 295 300 



Val Gly Gin Glu lie Gly Phe Thr Met Asp Glu Val Asp Ser Leu Leu 
305 310 315 320 



Ser Arg Tyr Ala Glu Lys Ala Leu Asp Phe Pro Tyr Pro Gin Arg Glu 
325 330 335 



Lys Arg Ser Asp Ser Val lie His Leu Gin Glu lie Val His Gin Ala 
340 345 350 



Ala Asp Pro Glu Thr Leu Pro Arg Ser Pro Ser Ala Glu Phe Ser Pro 
355 360 365 



Ala Ala Pro Pro Gly lie Ser Ser lie His Ser Pro Ser Leu Arg Glu 
370 375 380 



Arg Ser Phe Pro Pro Thr Gin Pro Ser Gin Glu Phe Val Pro Pro Ala 
385 390 395 400 



Thr Pro Pro Ala Arg His Gin Trp Val Pro Asp Glu Thr Glu Ser lie 
405 410 415 



Cys Met Val Cys Cys Arg Glu His Phe Thr Met Phe Asn Arg Arg His 
420 425 430 



i O O «43M«S T & O *+3-0 OS 




His Cys Arg Arg Cys Gly Arg Leu Val Cys Ser Ser Cys Ser Thr Lys 
435 440 445 



Lys Met Val Val Glu Gly Cys Arg Glu Asn Pro Ala Arg Val Cys Asp 
450 455 460 



Gin Cys Tyr Ser Tyr Cys Asn Lys Asp Val Pro Glu Glu Pro Ser Glu 
465 470 475 480 



Lys Pro Glu Ala Leu Asp Ser Ser Lys Ser Glu Ser Pro Pro Tyr Ser 
485 490 495 



Phe Val Val Arg Val Pro Lys Ala Asp Glu Val Glu Trp lie Leu Asp 
500 505 510 



Leu Lys Glu Glu Glu Asn Glu Leu Val Arg Ser Glu Phe Tyr Tyr Glu 
515 520 525 



Gin Ala Pro Ser Ala Ser Leu Cys lie Ala lie Leu Asn Leu His Arg 
530 535 540 



Asp Ser lie Ala Cys Gly His Gin Leu lie Glu His Cys Cys Arg Leu 
545 550 555 560 



Ser Lys Gly Leu Thr Asn Pro Glu Val Asp Ala Gly Leu Leu Thr Asp 
565 570 575 



lie Met Lys Gin Leu Leu Phe Ser Ala Lys Met Met Phe Val Lys Ala 
580 585 590 



Gly Gin Ser Gin Asp Leu Ala Leu Cys Asp Ser Tyr lie Ser Lys Val 
595 600 605 



Asp Val Leu Asn lie Leu Val Ala Ala Ala Tyr Arg His Val Pro Ser 
610 615 620 



Leu Asp Gin lie Leu Gin Pro Ala Ala Val Thr Arg Leu Arg Asn Gin 
625 630 635 640 



Leu Leu Glu Ala Glu Tyr Tyr Gin Leu Gly Val Glu Val Ser Thr Lys 
645 650 655 
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Thr Gly Leu Asp Thr Thr Gly Ala Trp His Ala Trp Gly Met Ala Cys 
660 665 670 



Leu Lys Ala Gly Asn Leu Thr Ala Ala Arg Glu Lys Phe Ser Arg Cys 
675 680 685 



Leu Lys Pro Pro Phe Asp Leu Asn Gin Leu Asn His Gly Ser Arg Leu 
690 695 700 



Val Gin Asp Val Val Glu Tyr Leu Glu Ser Thr Val Arg Pro Phe Val 
705 710 715 720 



Ser Leu Gin Asp Asp Asp Tyr Phe Ala Thr Leu Arg Glu Leu Glu Ala 
725 730 735 



Thr Leu Arg Thr Gin Ser Leu Ser Leu Ala Val lie Pro Glu Gly Lys 
740 745 750 



lie Met Asn Asn Thr Tyr Tyr Gin Glu Cys Leu Phe Tyr Leu His Asn 
755 760 765 



Tyr Ser Thr Asn Leu Ala lie lie Ser Phe Tyr Val Arg His Ser Cys 
770 775 780 



Leu Arg Glu Ala Leu Leu His Leu Leu Asn Lys Glu Ser Pro Pro Glu 
785 790 795 800 



Val Phe lie Glu Gly lie Phe Gin Pro Ser Tyr Lys Ser Gly Lys Leu 
805 810 815 



His Thr Leu Glu Asn Leu Leu Glu Ser lie Asp Pro Thr Leu Glu Ser 
820 825 830 



Trp Gly Lys Tyr Leu lie Ala Ala Cys Gin His Leu Gin Lys Lys Asn 
835 840 845 



Tyr Tyr His lie Leu Tyr Glu Leu Gin Gin Phe Met Lys Asp Gin Val 
850 855 860 



Arg Ala Ala Met Thr Cys lie Arg Phe Phe Ser His Lys Ala Lys Ser 
865 870 875 880 
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Tyr Thr Glu Leu Gly Glu Lys Leu Ser Trp Leu Leu Lys Ala Lys Asp 
885 890 895 



His Leu Lys lie Tyr Leu Gin Glu Thr Ser Arg Ser Ser Gly Arg Lys 
900 905 910 



Lys Thr Thr Phe Phe Arg Lys Lys Met Thr Ala Ala Asp Val Ser Arg 
915 920 925 



His Met Asn Thr Leu Gin Leu Gin Met Glu Val Thr Arg Phe Leu His 
930 935 940 



Arg Cys Glu Ser Ala Gly Thr Ser Gin lie Thr Thr Leu Pro Leu Pro 
945 950 955 960 



Thr Leu Phe Gly Asn Asn His Met Lys Met Asp Val Ala Cys Lys Val 
965 970 975 



Met Leu Gly Gly Lys Asn Val Glu Asp Gly Phe Gly lie Ala Phe Arg 
980 985 990 



Val Leu Gin Asp Phe Gin Leu Asp Ala Ala Met Thr Tyr Cys Arg Ala 
995 1000 1005 



Ala Arg Gin Leu Val Glu Lys Glu Lys Tyr Ser Glu lie Gin Gin 
1010 1015 1020 



Leu Leu Lys Cys Val Ser Glu Ser Gly Met Ala Ala Lys Ser Asp 
1025 1030 1035 



Gly Asp Thr lie Leu Leu Asn Cys Leu Glu Ala Phe Lys Arg lie 
1040 1045 1050 



Pro Pro Gin Glu Leu Glu Gly Leu lie Gin Ala lie His Asn Asp 
1055 1060 1065 



Asp Asn Lys Val Arg Ala Tyr Leu lie Cys Cys Lys Leu Arg Ser 
1070 1075 1080 



Ala Tyr Leu lie Ala Val Lys Gin Glu His Ser Arg Ala Thr Ala 
1085 1090 1095 



Leu Val Gin Gin Val Gin Gin Ala Ala Lys Ser Ser Gly Asp Ala 
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1100 



1105 



1110 



Val Val Gin Asp lie Cys Ala Gin Trp Leu Leu Thr Ser His Pro 



<210> 267 

<211> 9 

<212> PRT 

<213> Shigella Flexneri 

<400> 267 

Leu Pro Leu Cys Leu Ala Gly Phe Leu 
1 5 

<210> 268 
<211> 12 
<212> PRT 

<213> Shigella Flexneri 
<400> 268 

Asn Phe His Leu Pro Arg Glu Val Tyr Val Phe Phe 
15 10 

<210> 269 
<211> 705 
<212> PRT 

<213> Shigella Flexneri 
<400> 269 

Asn Pro Val Pro Leu Tyr Ala Pro Asn Leu Ser Pro Pro Ala Asp Ser 
15 10 15 



1115 



1120 



1125 



Arg Gly Ala His Gly Pro Gly Ser Arg Lys 
1130 1135 
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Arg lie His Val Pro Ala Ser Gly Tyr Cys Cys Leu Glu Cys Gly Asp 
20 25 30 



Ala Phe Ala Leu Glu Lys Ser Leu Ser Gin His Tyr Gly Arg Arg Ser 
35 40 45 



Val His lie Glu Val Leu Cys Thr Leu Cys Ser Lys Thr Leu Leu Phe 
50 55 60 



Phe Asn Lys Cys Ser Leu Leu Arg His Ala Arg Asp His Lys Ser Lys 
65 70 75 80 



Gly Leu Val Met Gin Cys Ser Gin Leu Leu Val Lys Pro lie Ser Ala 
85 90 95 



Asp Gin Met Phe Val Ser Ala Pro Val Asn Ser Thr Ala Pro Ala Ala 
100 105 110 



Pro Ala Pro Ser Ser Ser Pro Lys His Gly Leu Thr Ser Gly Ser Ala 
115 120 125 



Ser Pro Pro Pro Pro Ala Leu Pro Leu Tyr Pro Asp Pro Val Arg Leu 
130 135 140 



lie Arg Tyr Ser lie Lys Cys Leu Glu Cys His Lys Gin Met Arg Asp 
145 150 155 160 



Tyr Met Val Leu Ala Ala His Phe Gin Arg Thr Thr Glu Glu Thr Glu 
165 170 175 



Gly Leu Thr Cys Gin Val Cys Gin Met Leu Leu Pro Asn Gin Cys Ser 
180 185 190 



Phe Cys Ala His Gin Arg lie His Ala His Lys Ser Pro Tyr Cys Cys 
195 200 205 



Pro Glu Cys Gly Val Leu Cys Arg Ser Ala Tyr Phe Gin Thr His Val 
210 215 220 



Lys Glu Asn Cys Leu His Tyr Ala Arg Lys Val Gly Tyr Arg Cys lie 
225 230 235 240 



1004-3«+87 .0M-3002 
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His Cys Gly Val Val His Leu Thr Leu Ala Leu Leu Lys Ser His lie 
245 250 255 



Gin Glu Arg His Cys Gin Val Phe His Lys Cys Ala Phe Cys Pro Met 
260 265 270 



Ala Phe Lys Thr Ala Ser Ser Thr Ala Asp His Ser Ala Thr Gin His 
275 280 285 



Pro Thr Gin Pro His Arg Pro Ser Gin Leu lie Tyr Lys Cys Ser Cys 
290 295 300 



Glu Met Val Phe Asn Lys Lys Arg His lie Gin Gin His Phe Tyr Gin 
305 310 315 320 



Asn Val Ser Lys Thr Gin Val Gly Val Phe Lys Cys Pro Glu Cys Pro 
325 330 335 



Leu Leu Phe Val Gin Lys Pro Glu Leu Met Gin His Val Lys Ser Thr 
340 345 350 



His Gly Val Pro Arg Asn Val Asp Glu Leu Ser Asn Leu Gin Ser Ser 
355 360 365 



Ala Asp Thr Ser Ser Ser Arg Pro Gly Ser Arg Val Pro Thr Glu Pro 
370 375 380 



Pro Ala Thr Ser Val Ala Ala Arg Ser Ser Ser Leu Pro Ser Gly Arg 
385 390 395 400 



Trp Gly Arg Pro Glu Ala His Arg Arg Val Glu Ala Arg Pro Arg Leu 
405 410 415 



Arg Asn Thr Gly Trp Thr Cys Gin Glu Cys Gin Glu Trp Val Pro Asp 
420 425 430 



Arg Glu Ser Tyr Val Ser His Met Lys Lys Ser His Gly Arg Thr Leu 
435 440 445 



Lys Arg Tyr Pro Cys Arg Gin Cys Glu Gin Ser Phe His Thr Pro Asn 
450 455 460 
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Ser Leu Arg Lys His lie Arg Asn Asn His Asp Thr Val Lys Lys Phe 
465 ~ ~ 470 475 480 



Tyr Thr Cys Gly Tyr Cys Thr Glu Asp Ser Pro Ser Phe Pro Arg Pro 
485 490 495 



Ser Leu Leu Glu Ser His He Ser Leu Met His Gly He Arg Asn Pro 
500 505 510 



Asp Leu Ser Gin Thr Ser Lys Val Lys Pro Pro Gly Gly His Ser Pro 
515 520 525 



Gin Val Asn His Leu Lys Arg Pro Val Ser Gly Val Gly Asp Ala Pro 
530 535 540 



Gly Thr Ser Asn Gly Ala Thr Val Ser Ser Thr Lys Arg His Lys Ser 
545 550 555 560 



Leu Phe Gin Cys Ala Lys Cys Ser Phe Ala Thr Asp Ser Gly Leu Glu 
565 570 575 



Phe Gin Ser His He Pro Gin His Gin Val Asp Ser Ser Thr Ala Gin 
580 585 590 



Cys Leu Leu Cys Gly Leu Cys Tyr Thr Ser Ala Ser Ser Leu Ser Arg 
595 600 605 



His Leu Phe He Val His Lys Val Arg Asp Gin Glu Glu Glu Glu Glu 
610 615 620 



Glu Glu Ala Ala Ala Ala Glu Met Ala Val Glu Val Ala Glu Pro Glu 
625 630 635 640 



Glu Gly Ser Gly Glu Glu Val Pro Met Glu Thr Arg Glu Asn Gly Leu 
645 650 655 



Glu Glu Cys Ala Gly Glu Pro Leu Ser Ala Asp Pro Glu Ala Arg Arg 
660 665 670 



Leu Leu Gly Pro Ala Pro Glu Asp Asp Gly Gly His Asn Asp His Ser 
675 680 685 



Gin Pro Gin Ala Ser Gin Asp Gin Asp Ser His Thr Leu Ser Pro Gin 




690 695 700 



Val 
705 



<210> 270 

<211> 11 

<212> PRT 

<213> Shigella Flexneri 

<400> 270 



Glu His Ser Ser Ser Leu Val Met Leu Phe Phe 
15 10 



<210> 271 

<211> 24 

<212> PRT 

<213> Shigella Flexneri 

<400> 271 



Val His Gin Val Thr Asp Leu Ser Arg Asn Ala Gin Leu Phe Lys Arg 
15 10 15 



Ser Leu Leu Glu Met Ala Thr Phe 
20 



<210> 272 

<211> 7 

<212> PRT 

<213> Shigella Flexneri 

<400> 272 

Gly Gly Val Gly Met Gly Arg 
1 5 



<210> 273 

<211> 7 

<212> PRT 

<213> Shigella Flexneri 



<220> 

< 2 2 1 > MIS COFEATURE 

<222> (4) . . (6) 

<223> MISC FEATURE 



<400> 273 

Phe Glu Gly Xaa Xaa Xaa Thr 
1 5 

<210> 274 

<211> 20 

<212> PRT 

<213> Shigella Flexneri 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (19) . . (19) 

<223> MISC FEATURE 



<400> 274 

Ala Gin Ala Val He Pro Tyr Gin Ala Val Lys He Tyr Ser Leu Val 
15 10 15 



Phe Phe Xaa Lys 
20 
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<210> 275 

<211> 35 

<212> PRT 

<213> Shigella Flexneri 

<400> 275 

Arg Val Gly Met Gly Trp Ala Ser Val Arg Pro Ser Asp Pro Pro His 
1 5 10 15 



Val Cys Cys Pro Lys Pro Arg Arg Ser Leu Val Trp Tyr Ser Val Ser 
20 25 30 



Gly Leu Gly 
35 



<210> 276 

<211> 49 

<212> PRT 

<213> Shigella Flexneri 
<220> 

<221> MIS C_FEATURE 

<222> (21) . . (22) 

<223> MIS COFEATURE 

<220> 

<221> MI SC_FEATURE 

<222> (24) . . (31) 

<223> MISC FEATURE 



<220> 




2 2 1 > MI SC_FEATURE 

222> (33) . . (38) 

223 > MI SC_FEATURE 

220> 

2 2 1 > MI S COFEATURE 

:222> (40) . . (41) 

: 2 2 3 > MI SC_FEATURE 

<220> 

<221> MIS C_FEATURE 

<222> (44) . . (44) 

< 2 2 3 > MIS COFEATURE 

<220> 

< 2 2 1 > MIS C_FEATURE 
<222> (46) . . (46) 

< 2 2 3 > MIS C_FEATURE 

<220> 

<221> MIS COFEATURE 

<222> (49) . . (49) 

<223> MIS COFEATURE 

<400> 276 

Pro Pro Pro Pro Thr His Val His Thr Val Ser Ala Gin Cys Leu Leu 
15 10 15 



Phe Phe Phe Lys Xaa Xaa Phe Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Lys 
20 25 30 
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Xaa Xaa Xaa Xaa Xaa Xaa Phe Xaa Xaa Phe Phe Xaa Phe Xaa Phe Phe 
35 40 45 



Xaa 

<210> 277 

<211> 898 

<212> PRT 

<213> Shigella Flexneri 

<400> 277 

Gin Lys Asp Asp Lys Glu Pro Gin Pro Val Lys Lys Thr Val Thr Gly 
1 " 5 10 15 



Thr Asp Ala Asp Leu Arg Arg Leu Ser Leu Lys Asn Ala Lys Gin Leu 
20 25 30 



Leu Arg Lys Phe Gly Val Pro Glu Glu Glu lie Lys Lys Leu Ser Arg 
35 40 45 



Trp Glu Val lie Asp Val Val Arg Thr Met Ser Thr Glu Gin Ala Arg 
50 55 60 



Ser Gly Glu Gly Pro Met Ser Lys Phe Ala Arg Gly Ser Arg Phe Ser 
65 " 70 75 80 



Val Ala Glu His Gin Glu Arg Tyr Lys Glu Glu Cys Gin Arg lie Phe 
85 90 95 



Asp Leu Gin Asn Lys Val Leu Ser Ser Thr Glu Val Leu Ser Thr Asp 
100 105 110 



Thr Asp Ser Ser Ser Ala Glu Asp Ser Asp Phe Glu Glu Met Gly Lys 
115 120 125 



Asn lie Glu Asn Met Leu Gin Asn Lys Lys Thr Ser Ser Gin Leu Ser 
130 135 140 
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Arq Glu Arg Glu Glu Gin Glu Arg Lys Glu Leu Gin Arg Met Leu Leu 
14 i 150 155 160 

Ala Ala Gly Ser Ala Ala Ser Gly Asn Asn His Arg Asp Asp Asp Thr 
165 170 175 

Ala Ser Val Thr Ser Leu Asn Ser Ser Ala Thr Gly Arg Cys Leu Lys 
180 185 190 

He Tyr Arg Thr Phe Arg Asp Glu Glu Gly Lys Glu Tyr Val Arg Cys 
195 200 205 

Glu Thr Val Arg Lys Pro Ala Val He Asp Ala Tyr Val Arg He Arg 
210 " 215 220 

Thr Thr Lys Asp Glu Glu Phe He Arg Lys Phe Ala Leu Phe Asp Glu 
225 230 235 240 

Gin His Arg Glu Glu Met Arg Lys Glu Arg Arg Arg He Gin Glu Gin 
245 250 255 

Leu Arg Arg Leu Lys Arg Asn Gin Glu Lys Glu Lys Leu Lys Gly Pro 
260 265 270 

Pro Glu Lys Lys Pro Lys Lys Met Lys Glu Arg Pro Asp Leu Lys Leu 
275 280 285 

Lys Cys Gly Ala Cys Gly Ala He Gly His Met Arg Thr Asn Lys Phe 
290 295 300 

Cys Pro Leu Tyr Tyr Gin Thr Asn Ala Pro Pro Ser Asn Pro Val Ala 
305 310 315 320 

Met Thr Glu Glu Gin Glu Glu Glu Leu Glu Lys Thr Val He His Asn 
325 330 335 

Asp Asn Glu Glu Leu He Lys Val Glu Gly Thr Lys He Val Leu Gly 
340 345 350 

Lys Gin Leu He Glu Ser Ala Asp Glu Val Arg Arg Lys Ser Leu Val 
355 360 365 

Leu Lys Phe Pro Lys Gin Gin Leu Pro Pro Lys Lys Lys Arg Arg Val 



AGO^frSMT 1 .043002 



370 375 380 

Gly Thr Thr Val His Cys Asp Tyr Leu Asn Arg Pro His Lys Ser He 
385 390 395 400 

His Arg Arg Arg Thr Asp Pro Met Val Thr Leu Ser Ser He Leu Glu 
405 410 415 

Ser He He Asn Asp Met Arg Asp Leu Pro Asn Thr Tyr Pro Phe His 
420 425 430 



Thr Pro Val Asn Ala Lys Val Val Lys Asp Tyr Tyr Lys He He Thr 
435 440 445 



Arg Pro Met Asp Leu Gin Thr Leu Arg Glu Asn Val Arg Lys Arg Leu 
450 455 460 

Tyr Pro Ser Arg Glu Glu Phe Arg Glu His Leu Glu Leu He Val Lys 
465 ~ 470 475 480 

Asn Ser Ala Thr Tyr Asn Gly Pro Lys His Ser Leu Thr Gin He Ser 
485 490 495 

Gin Ser Met Leu Asp Leu Cys Asp Glu Lys Leu Lys Glu Lys Glu Asp 
500 505 510 



Lys Leu Ala Arg Leu Glu Lys Ala He Asn Pro Leu Leu Asp Asp Asp 
515 520 • 525 

Asp Gin Val Ala Phe Ser Phe He Leu Asp Asn He Val Thr Gin Lys 
530 535 540 

Met Met Ala Val Pro Asp Ser Trp Pro Phe His His Pro Val Asn Lys 
545 550 555 560 

Lys Phe Val Pro Asp Tyr Tyr Lys Val He Val Asn Pro Met Asp Leu 
565 570 575 

Glu Thr He Arg Lys Asn He Ser Lys His Lys Tyr Gin Ser Arg Glu 
580 585 590 



Ser Phe Leu Asp Asp Val Asn Leu He Leu Ala Asn Ser Val Lys Tyr 
595 ~ 600 605 



Asn Gly Pro Glu Ser Gin Tyr Thr Lys Thr Ala Gin Glu lie Val Asn 
610 615 620 



Val Cys Tyr Gin Thr Leu Thr Glu Tyr Asp Glu His Leu Thr Gin Leu 
625 630 635 640 



Glu Lys Asp lie Cys Thr Ala Lys Glu Ala Ala Leu Glu Glu Ala Glu 
645 650 655 



Leu Glu Ser Leu Asp Pro Met Thr Pro Gly Pro Tyr Thr Pro Gin Pro 
660 665 670 



Pro Asp Leu Tyr Asp Thr Asn Thr Ser Leu Ser Met Ser Arg Asp Ala 
675 680 685 



Ser Val Phe Gin Asp Glu Ser Asn Met Ser Val Leu Asp lie Pro Ser 
690 695 700 



Ala Thr Pro Glu Lys Gin Val Thr Gin Glu Gly Glu Asp Gly Asp Gly 
705 710 715 720 



Asp Leu Ala Asp Glu Glu Glu Gly Thr Val Gin Gin Pro Gin Ala Ser 
725 730 735 



Val Leu Tyr Glu Asp Leu Leu Met Ser Glu Gly Glu Asp Asp Glu Glu 
740 745 750 



Asp Ala Gly Ser Asp Glu Glu Gly Asp Asn Pro Phe Ser Ala lie Gin 
755 760 765 



Leu Ser Glu Ser Gly Ser Asp Ser Asp Val Gly Ser Gly Gly lie Arg 
770 775 780 



Pro Lys Gin Pro Arg Met Leu Gin Glu Asn Thr Arg Met Asp Met Glu 
785 790 795 800 



Asn Glu Glu Ser Met Met Ser Tyr Glu Gly Asp Gly Gly Glu Ala Ser 
805 810 815 



His Gly Leu Glu Asp Ser Asn lie Ser Tyr Gly Ser Tyr Glu Glu Pro 
820 825 830 
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Asp Pro Lys Ser Asn Thr Gin Asp Thr Ser Phe Ser Ser lie Gly Gly 
835 840 845 



Tyr Glu Val Ser Glu Glu Glu Glu Asp Glu Glu Glu Glu Glu Gin Arg 
850 855 860 



Ser Gly Pro Ser Val Leu Ser Gin Val His Leu Ser Glu Asp Glu Glu 
865 870 875 880 



Asp Ser Glu Asp Phe His Ser lie Ala Gly Asp Ser Asp Leu Asp Ser 
885 890 895 



Asp Glu 

<210> 278 
<211> 16 
<212> PRT 

<213> Shigella Flexneri 
<400> 278 

Pro Leu Tyr Ser Thr Arg Leu lie Leu Thr Ser Pro Leu Ala Tyr Leu 
15 10 15 

<210> 279 

<211> 9 

<212> PRT 

<213> Shigella Flexneri 

<400> 279 

Pro Pro His Leu Thr Leu Val Phe Phe 
1 5 



<210> 280 
<211> 197 



<212> PRT 

<213> Shigella Flexneri 
<400> 280 

Glu Ala Arg Lys Ala His Gin Leu Trp Leu Ser Val Glu Ala Leu Lys 
15 10 15 



Tyr Ser Met Lys Thr Ser Ser Ala Glu Thr Pro Thr He Pro Leu Gly 
20 25 30 

Ser Ala Val Glu Ala He Lys Ala Asn Cys Ser Asp Asn Glu Phe Thr 
35 40 45 

Gin Ala Leu Thr Ala Ala He Pro Pro Glu Ser Leu Thr Arg Gly Val 
50 55 60 



Tyr Ser Glu Glu Thr Leu Arg Ala Arg Phe Tyr Ala Val Gin Lys Leu 
65 70 75 80 

Ala Arg Arg Val Ala Met He Asp Glu Thr Arg Asn Ser Leu Tyr Gin 
85 90 95 

Tyr Phe Leu Ser Tyr Leu Gin Ser Leu Leu Leu Phe Pro Pro Gin Gin 
100 105 HO 

Leu Lys Pro Pro Pro Glu Leu Cys Pro Glu Asp He Asn Thr Phe Lys 
115 120 125 

Leu Leu Ser Tyr Ala Ser Tyr Cys He Glu His Gly Asp Leu Glu Leu 
130 135 140 

Ala Ala Lys Phe Val Asn Gin Leu Lys Gly Glu Ser Arg Arg Val Ala 
145 ~ 150 155 160 

Gin Asp Trp Leu Lys Glu Ala Arg Met Thr Leu Glu Thr Lys Gin He 
165 170 175 



Val Glu He Leu Thr Ala Tyr Ala Ser Ala Val Gly He Gly Thr Thr 
180 185 190 



Gin Val Gin Pro Glu 



195 

<210> 281 

<211> 144 

<212> PRT 

<213> Shigella Flexneri 



<400> 281 

Met Lys Ser Gin Trp Cys Arg Pro Val Ala Met Asp Leu Gly Val Tyr 
i 5 10 15 



Gin Leu Arg His Phe Ser lie Ser Phe Leu Ser Ser Leu Leu Gly Thr 
20 25 30 



Glu Asn Ala Ser Val Arg Leu Asp Asn Ser Ser Ser Gly Ala Ser Val 
35 40 45 

Val Ala He Asp Asn Lys He Glu Gin Ala Met Asp Leu Val Lys Ser 
50 55 60 

His Leu Met Tyr Ala Val Arg Glu Glu Val Glu Val Leu Lys Glu Gin 
65 70 75 80 

He Lys Glu Leu He Glu Lys Asn Ser Gin Leu Glu Gin Glu Asn Asn 
85 90 95 

Leu Leu Lys Thr Leu Ala Ser Pro Glu Gin Leu Ala Gin Phe Gin Ala 
100 105 HO 

Gin Leu Gin Thr Gly Ser Pro Pro Ala Thr Thr Gin Pro Gin Gly Thr 
115 120 125 

Thr Gin Pro Pro Ala Gin Pro Ala Ser Gin Gly Ser Gly Pro Thr Ala 
130 135 140 



<210> 
<211> 
<212> 



282 
416 
PRT 



A G O M-2£fc8 7 s . O **3 O O S 



<213> Shigella Flexneri 



<400> 282 



Trp Glu Gin Glu Leu Tyr Asn Asn Phe Val Tyr Asn Ser Pro Arg Gly 
1 5 10 15 

Tyr Phe His Thr Phe Ala Gly Asp Thr Cys Gin Val Ala Leu Asn Phe 
20 25 30 



Ala Asn Glu Glu Glu Ala Lys Lys Phe Arg Lys Ala Val Thr Asp Leu 
35 40 45 



Leu Gly Arg Arg Gin Arg Lys Ser Glu Lys Arg Arg Asp Pro Pro Asn 
50 55 60 



Gly Pro Asn Leu Pro Met Ala Thr Val Asp He Lys Asn Pro Glu He 
65 70 75 80 

Thr Thr Asn Arg Phe Tyr Gly Pro Gin Val Asn Asn He Ser His Thr 
85 90 95 

Lys Glu Lys Lys Lys Gly Lys Ala Lys Lys Lys Arg Leu Thr Lys Gly 
100 105 HO 

Asp He Gly Thr Pro Ser Asn Phe Gin His He Gly His Val Gly Trp 
115 120 125 



Asp Pro Asn Thr Gly Ser Asp Leu Asn Asn Leu Asp Pro Glu Leu Lys 
130 135 140 

Asn Leu Phe Asp Met Cys Gly He Leu Glu Ala Gin Leu Lys Glu Arg 
145 " 150 155 160 

Glu Thr Leu Lys Val He Tyr Asp Phe He Glu Lys Thr Gly Gly Val 
165 170 175 



Glu Ala Val Lys Asn Glu Leu Arg Arg Gin Ala Pro Pro Pro Pro Pro 
180 185 190 



Pro Ser Arg Gly Gly Pro Pro Pro Pro Pro Pro Pro Pro His Ser Ser 
195 ' ' 200 205 
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Gly Pro Pro Pro Pro Pro Ala Arg Gly Arg Gly Ala Pro Pro Pro Pro 
210 215 220 



Pro Ser Arg Ala Pro Thr Ala Ala Pro Pro Pro Pro Pro Pro Ser Arg 
225 ~ 230 235 240 



Pro Ser Val Glu Val Pro Pro Pro Pro Pro Asn Arg Met Tyr Pro Pro 
245 250 255 



Pro Pro Pro Ala Leu Pro Ser Ser Ala Pro Ser Gly Pro Pro Pro Pro 
260 265 270 



Pro Pro Ser Val Leu Gly Val Gly Pro Val Ala Pro Pro Pro Pro Pro 
275 280 285 



Pro Pro Pro Pro Pro Pro Gly Pro Pro Pro Pro Pro Gly Leu Pro Ser 

290 295 300 

Asp Gly Asp His Gin Val Pro Thr Thr Ala Gly Asn Lys Ala Ala Leu 

305 *" 310 315 320 



Leu Asp Gin lie Arg Glu Gly Ala Gin Leu Lys Lys Val Glu Gin Asn 
325 330 335 



Ser Arg Pro Val Ser Cys Ser Gly Arg Asp Ala Leu Leu Asp Gin lie 
340 345 350 



Arg Gin Gly He Gin Leu Lys Ser Val Ala Asp Gly Gin Glu Ser Thr 
355 360 365 



Pro Pro Thr Pro Ala Pro Thr Ser Gly He Val Gly Ala Leu Met Glu 
370 375 380 



Val Met Gin Lys Arg Ser Lys Ala He His Ser Ser Asp Glu Asp Glu 
385 " 390 395 400 



Asp Glu Asp Asp Glu Glu Asp Phe Glu Asp Asp Asp Glu Trp Glu Asp 
405 410 415 



<210> 283 



<211> 21 



<212> PRT 

<213> Shigella Flexneri 
<400> 283 

lie Ala Phe His Val Tyr Cys Asp Ser Ala Leu Gly Arg Tyr Phe Leu 
15 10 15 



Phe Leu Leu Leu Leu 
20 



<210> 284 
<211> 28 
<212> PRT 

<213> Shigella Flexneri 
<400> 284 

Glu Lys Arg Gly Ser Asn Ser Val Phe Val His Lys Lys Ser lie lie 
15 10 15 



Pro Glu Glu Glu Cys Tyr lie Asn Cys Val Phe Gin 
20 25 



<210> 285 

<211> 1488 

<212> PRT 

<213> Shigella Flexneri 

<400> 285 

Ala Ala Leu Pro Asp Asp lie Arg Arg Glu Val Leu Gin Asn Gin Leu 
1 5 10 15 



Gly lie Arg Pro Pro Thr Arg Thr Ala Pro Ser Thr Asn Ser Ser Ala 
20 25 30 



Pro Ala Val Val Gly Asn Pro Gly Val Thr Glu Val Ser Pro Glu Phe 
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35 40 45 



Leu Ala Ala Leu Pro Pro Ala lie Gin Glu Glu Val Leu Ala Gin Gin 
50 55 60 



Arg Ala Glu Gin Gin Arg Arg Glu Leu Ala Gin Asn Ala Ser Ser Asp 
65 70 75 80 



Thr Pro Met Asp Pro Val Thr Phe lie Gin Thr Leu Pro Ser Asp Leu 
85 90 95 



Arg Arg Ser Val Leu Glu Asp Met Glu Asp Ser Val Leu Ala Val Met 
100 105 110 



Pro Pro Asp lie Ala Ala Glu Ala Gin Ala Leu Arg Arg Glu Gin Glu 
115 120 125 



Ala Arg Gin Arg Gin Leu Met His Glu Arg Leu Phe Gly His Ser Ser 
130 135 140 



Thr Ser Ala Leu Ser Ala He Leu Arg Ser Pro Ala Phe Thr Ser Arg 
145 150 155 160 



Leu Ser Gly Asn Arg Gly Val Gin Tyr Thr Arg Leu Ala Val Gin Arg 
165 170 175 



Gly Gly Thr Phe Gin Met Gly Gly Ser Ser Ser His Asn Arg Pro Ser 
180 185 190 



Gly Ser Asn Val Asp Thr Leu Leu Arg Leu Arg Gly Arg Leu Leu Leu 
195 200 205 



Asp His Glu Ala Leu Ser Cys Leu Leu Val Leu Leu Phe Val Asp Glu 
210 215 220 



Pro Lys Leu Asn Thr Ser Arg Leu His Arg Val Leu Arg Asn Leu Cys 
225 230 235 240 



Tyr His Ala Gin Thr Arg His Trp Val He Arg Ser Leu Leu Ser He 
245 250 255 



Leu Gin Arg Ser Ser Glu Ser Glu Leu Cys He Glu Thr Pro Lys Leu 
260 265 270 
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Thr Thr Ser Glu Glu Lys Gly Lys Lys Ser Ser Lys Ser Cys Gly Ser 
275 280 285 



Ser Ser His Glu Asn Arg Pro Leu Asp Leu Leu His Lys Met Glu Ser 
290 295 300 

Lys Ser Ser Asn Gin Leu Ser Trp Leu Ser Val Ser Met Asp Ala Ala 
305 310 315 320 

Leu Gly Cys Arg Thr Asn He Phe Gin He Gin Arg Ser Gly Gly Arg 
325 330 335 



Lys His Thr Glu Lys His Ala Ser Gly Gly Ser Thr Val His He His 
340 345 350 



Pro Gin Ala Ala Pro Val Val Cys Arg His Val Leu Asp Thr Leu He 
355 360 365 



Gin Leu Ala Lys Val Phe Pro Ser His Phe Thr Gin Gin Arg Thr Lys 
370 375 380 



Glu Thr Asn Cys Glu Ser Asp Arg Glu Arg Gly Asn Lys Ala Cys Ser 
385 1 390 395 400 

Pro Cys Ser Ser Gin Ser Ser Ser Ser Gly He Cys Thr Asp Phe Trp 
405 410 415 



Asp Leu Leu Val Lys Leu Asp Asn Met Asn Val Ser Arg Lys Gly Lys 
420 425 430 



Asn Ser Val Lys Ser Val Pro Val Ser Ala Gly Gly Glu Gly Glu Thr 
435 440 445 



Ser Pro Tyr Ser Leu Glu Ala Ser Pro Leu Gly Gin Leu Met Asn Met 
450 455 460 



Leu Ser His Pro Val He Arg Arg Ser Ser Leu Leu Thr Glu Lys Leu 
465 470 475 480 



Leu Arg Leu Leu Ser Leu He Ser He Ala Leu Pro Glu Asn Lys Val 
485 490 495 



Ser Glu Ala Gin Ala Asn Ser Gly Ser Gly Ala Ser Ser Thr Thr Thr 
500 505 510 



Ala Thr Ser Thr Thr Ser Thr Thr Thr Thr Thr Ala Ala Ser Thr Thr 
515 520 525 



Pro Thr Pro Pro Thr Ala Pro Thr Pro Val Thr Ser Ala Pro Ala Leu 
530 535 540 



Val Ala Ala Thr Ala He Ser Thr He Val Val Ala Ala Ser Thr Thr 
545 550 555 560 



Val Thr Thr Pro Thr Thr Ala Thr Thr Thr Val Ser He Ser Pro Thr 
565 570 575 



Thr Lys Gly Ser Lys Ser Pro Ala Lys Val Ser Asp Gly Gly Ser Ser 
580 585 590 



Ser Thr Asp Phe Lys Met Val Ser Ser Gly Leu Thr Glu Asn Gin Leu 
595 600 605 



Gin Leu Ser Val Glu Val Leu Thr Ser His Ser Cys Ser Glu Glu Gly 
610 615 620 



Leu Glu Asp Ala Ala Asn Val Leu Leu Gin Leu Ser Arg Gly Asp Ser 
625 ^ 630 635 640 



Gly Thr Arg Asp Thr Val Leu Lys Leu Leu Leu Asn Gly Ala Arg His 
645 650 655 



Leu Gly Tyr Thr Leu Cys Lys Gin He Gly Thr Leu Leu Ala Glu Leu 
660 665 670 



Arg Glu Tyr Asn Leu Glu Gin Gin Arg Arg Ala Gin Cys Glu Thr Leu 
675 680 685 



Ser Pro Asp Gly Leu Pro Glu Glu Gin Pro Gin Thr Thr Lys Leu Lys 
690 695 700 



Gly Lys Met Gin Ser Arg Phe Asp Met Ala Glu Asn Val Val He Val 
705 710 715 720 




Ala Ser Gin Lys Arg Pro Leu Gly Gly Arg Glu Leu Gin Leu Pro Ser 
725 730 735 



Met Ser Met Leu Thr Ser Lys Thr Ser Thr Gin Lys Phe Phe Leu Arg 
740 745 750 



Val Leu Gin Val lie lie Gin Leu Arg Asp Asp Thr Arg Arg Ala Asn 
755 760 765 



Lys Lys Ala Lys Gin Thr Gly Arg Leu Gly Ser Ser Gly Leu Gly Ser 
770 775 780 



Ala Ser Ser lie Gin Ala Ala Val Arg Gin Leu Glu Ala Glu Ala Asp 
785 790 795 800 



Ala He He Gin Met Val Arg Glu Gly Gin Arg Ala Arg Arg Gin Gin 
805 810 815 



Gin Ala Ala Thr Ser Glu Ser Ser Gin Ser Glu Ala Ser Val Arg Arg 
820 825 830 



Glu Glu Ser Pro Met Asp Val Asp Gin Pro Ser Pro Ser Ala Gin Asp 
835 840 845 



Thr Gin Ser He Ala Ser Asp Gly Thr Pro Gin Gly Glu Lys Glu Lys 
850 855 860 



Glu Glu Arg Pro Pro Glu Leu Pro Leu Leu Ser Glu Gin Leu Ser Leu 
865 870 875 880 



Asp Glu Leu Trp Asp Met Leu Gly Glu Cys Leu Lys Glu Leu Glu Glu 
885 890 895 



Ser His Asp Gin His Ala Val Leu Val Leu Gin Pro Ala Val Glu Ala 
900 905 910 



Phe Phe Leu Val His Ala Thr Glu Arg Glu Ser Lys Pro Pro Val Arg 
915 920 925 



Asp Thr Arg Glu Ser Gin Leu Ala His He Lys Asp Glu Pro Pro Pro 
930 935 940 



Leu Ser Pro Ala Pro Leu Thr Pro Ala Thr Pro Ser Ser Leu Asp Pro 
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945 950 955 960 



Phe Phe Ser Arg Glu Pro Ser Ser Met His He Ser Ser Ser Leu Pro 
965 970 975 



Pro Asp Thr Gin Lys Phe Leu Arg Phe Ala Glu Thr His Arg Thr Val 
980 985 990 



Leu Asn Gin He Leu Arg Gin Ser Thr Thr His Leu Ala Asp Gly Pro 
995 1000 1005 



Phe Ala Val Leu Val Asp Tyr He Arg Val Leu Asp Phe Asp Val 
1010 1015 1020 



Lys Arg Lys Tyr Phe Arg Gin Glu Leu Glu Arg Leu Asp Glu Gly 
1025 1030 1035 



Leu Arg Lys Glu Asp Met Ala Val His Val Arg Arg Asp His Val 
1040 1045 1050 



Phe Glu Asp Ser Tyr Arg Glu Leu His Arg Lys Ser Pro Glu Glu 
1055 ' 1060 1065 



Met Lys Asn Arg Leu Tyr He Val Phe Glu Gly Glu Glu Gly Gin 
1070 1075 1080 



Asp Ala Gly Gly Leu Leu Arg Glu Trp Tyr Met He He Ser Arg 
1085 " 1090 1095 



Glu Met Phe Asn Pro Met Tyr Ala Leu Phe Arg Thr Ser Pro Gly 
1100 1105 1110 



Asp Arg Val Thr Tyr Thr He Asn Pro Ser Ser His Cys Asn Pro 
1115 1120 1125 



Asn His Leu Ser Tyr Phe Lys Phe Val Gly Arg He Val Ala Lys 
1130 1135 1140 



Ala Val Tyr Asp Asn Arg Leu Leu Glu Cys Tyr Phe Thr Arg Ser 
1145 1150 1155 



Phe Tyr Lys His He Leu Gly Lys Ser Val Arg Tyr Thr Asp Met 
1160 1165 1170 
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Glu Ser Glu Asp Tyr His Phe Tyr Gin Gly Leu Val Tyr Leu Leu 
1175 1180 1185 



Glu Asn Asp Val Ser Thr Leu Gly Tyr Asp Leu Thr Phe Ser Thr 
1190 ~ 1195 1200 



Glu Val Gin Glu Phe Gly Val Cys Glu Val Arg Asp Leu Lys Pro 
1205 1210 1215 



Asn Gly Ala Asn lie Leu Val Thr Glu Glu Asn Lys Lys Glu Tyr 
1220 1225 1230 



Val His Leu Val Cys Gin Met Arg Met Thr Gly Ala lie Arg Lys 
1235 1240 1245 



Gin Leu Ala Ala Phe Leu Glu Gly Phe Tyr Glu He He Pro Lys 
1250 1255 1260 



Arg Leu He Ser He Phe Thr Glu Gin Glu Leu Glu Leu Leu He 
1265 1270 1275 



Ser Gly Leu Pro Thr He Asp He Asp Asp Leu Lys Ser Asn Thr 
1280 1285 1290 



Glu Tyr His Lys Tyr Gin Ser Asn Ser He Gin He Gin Trp Phe 
1295 1300 1305 



Trp Arg Ala Leu Arg Ser Phe Asp Gin Ala Asp Arg Ala Lys Phe 
1310 1315 1320 



Leu Gin Phe Val Thr Gly Thr Ser Lys Val Pro Leu Gin Gly Phe 
1325 1330 1335 



Ala Ala Leu Glu Gly Met Asn Gly He Gin Lys Phe Gin He His 
1340 1345 1350 



Arg Asp Asp Arg Ser Thr Asp Arg Leu Pro Ser Ala His Thr Cys 
1355 1360 1365 



Phe Asn Gin Leu Asp Leu Pro Ala Tyr Glu Ser Phe Glu Lys Ser 
1370 1375 1380 



H-SJyfcgT 1 .041-3004 



Ala Thr Cys Tyr Cys Trp Leu Ser Arg Ser Ala Leu Lys Ala Leu 
1385 1390 1395 



Gly Trp Pro Asn Lys Ala Leu Pro Asn Ser Val Gly Phe Phe Leu 
1400 1405 1410 



Pro Leu Leu Asp Leu Gly Arg Gly Glu Leu Lys Lys Glu Pro Glu 
1415 1420 ' 1425 



Arg Asn Cys Gin Lys Pro lie Asn Glu lie His Gin Leu Thr Val 
1430 1435 1440 



Cys Val Pro Ala Ala Pro Ser Ser Pro Ala His Thr Cys Ser Ser 
1445 1450 1455 



Ser His Ser Leu Pro Ala Ala Cys Phe Leu Thr Phe Ser Pro Leu 
1460 1465 1470 



Ser Met Pro Ser Met lie Pro Thr Pro Cys Val Leu Lys Arg Gin 
1475 1480 * 1485 



<210> 286 
<211> 476 
<212> PRT 

<213> Shigella Flexneri 
<400> 286 

Arg Lys Cys Ser Gin His Asn Arg Leu Arg Glu Phe Phe Cys Pro Glu 
15 10 15 



His Ser Glu Cys lie Cys His lie Cys Leu Val Glu His Lys Thr Cys 
20 25 30 



Ser Pro Ala Ser Leu Ser Gin Ala Ser Ala Asp Leu Glu Ala Thr Leu 
35 40 45 



Arg His Lys Leu Thr Val Met Tyr Ser Gin lie Asn Gly Ala Ser Arg 
50 55 60 



3^ 



Ala Leu Asp Asp Val Arg Asn Arg Gin Gin Asp Val Arg Met Thr Ala 
65 70 75 80 

Asn Arg Lys Val Glu Gin Leu Gin Gin Glu Tyr Thr Glu Met Lys Ala 
85 90 95 



Leu Leu Asp Ala Ser Glu Thr Thr Ser Thr Arg Lys He Lys Glu Glu 
100 105 HO 



Glu Lys Arg Val Asn Ser Lys Phe Asp Thr He Tyr Gin He Leu Leu 
115 120 125 



Lys Lys Lys Ser Glu He Gin Thr Leu Lys Glu Glu He Glu Gin Ser 
130 135 140 



Leu Thr Lys Arg Asp Glu Phe Glu Phe Leu Glu Lys Ala Ser Lys Leu 

145 150 155 160 

Arg Gly He Ser Thr Lys Pro Val Tyr He Pro Glu Val Glu Leu Asn 

165 170 175 



His Lys Leu He Lys Gly He His Gin Ser Thr He Asp Leu Lys Asn 
180 185 190 



Glu Leu Lys Gin Cys He Gly Arg Leu Gin Glu Leu Thr Pro Ser Ser 
195 200 205 



Gly Asp Pro Gly Glu His Asp Pro Ala Ser Thr His Lys Ser Thr Arg 
210 " 215 220 



Pro Val Lys Lys Val Ser Lys Glu Glu Lys Lys Ser Lys Lys Pro Pro 

225 230 235 240 

Pro Val Pro Ala Leu Pro Ser Lys Leu Pro Thr Phe Gly Ala Pro Glu 

245 250 255 



Gin Leu Val Asp Leu Lys Gin Ala Gly Leu Glu Ala Ala Ala Lys Ala 
260 265 270 



Thr Ser Ser His Pro Asn Ser Thr Ser Leu Lys Ala Lys Val Leu Glu 
275 280 285 



Thr Phe Leu Ala Lys Ser Arg Pro Glu Leu Leu Glu Tyr Tyr He Lys 
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290 295 300 

Val He Leu Asp Tyr Asn Thr Ala His Asn Lys Val Ala Leu Ser Glu 
305 310 315 320 



Cys Tyr Thr Val Ala Ser Val Ala Glu Met Pro Gin Asn Tyr Arg Pro 
325 330 335 



His Pro Gin Arg Phe Thr Tyr Cys Ser Gin Val Leu Gly Leu His Cys 
340 345 350 



Tyr Lys Lys Gly He His Tyr Trp Glu Val Glu Leu Gin Lys Asn Asn 
355 360 365 



Phe Cys Gly Val Gly He Cys Tyr Gly Ser Met Asn Arg Gin Gly Pro 
370 375 380 



Glu Ser Arg Leu Gly Arg Asn Ser Ala Ser Trp Cys Val Glu Trp Phe 
385 ~ ~ 390 395 400 



Asn Thr Lys He Ser Ala Trp His Asn Asn Val Glu Lys Thr Leu Pro 
405 410 415 



Ser Thr Lys Ala Thr Arg Val Gly Val Leu Leu Asn Cys Asp His Gly 
420 425 430 



Phe Val He Phe Phe Ala Val Ala Asp Lys Val His Leu Met Tyr Lys 
435 440 445 



Phe Arg Val Asp Phe Thr Glu Ala Leu Tyr Pro Ala Phe Trp Val Phe 
450 455 460 



Ser Ala Gly Ala Thr Leu Ser He Cys Ser Pro Lys 
465 470 475 



<210> 287 
<211> 897 



<212> PRT 

<213> Shigella Flexneri 



me? .043 



3^ 



<400> 287 

Met Glu Gin Leu Ala Asp Val Thr Leu Arg Arg Leu Leu Asp Asn Glu 
15 10 15 



Val Phe Asp Leu Asp Pro Asp Leu Gin Glu Pro Ser Gin lie Thr Lys 
20 25 30 



Arg Asp Leu Glu Ala Arg Ala Gin Asn Glu Phe Phe Arg Ala Phe Phe 
35 40 45 



Arg Leu Pro Arg Lys Glu Lys Leu His Ala Val Val Asp Cys Ser Leu 
50 ^ 55 60 



Trp Thr Pro Phe Ser Arg Cys His Thr Ala Gly Arg Met Phe Ala Ser 
65 70 75 80 



Asp Ser Tyr lie Cys Phe Ala Ser Arg Glu Asp Gly Cys Cys Lys He 
85 90 95 



He Leu Pro Leu Arg Glu Val Val Ser He Glu Lys Met Glu Asp Thr 
100 105 110 



Ser Leu Leu Pro His Pro He He Val Ser He Arg Ser Lys Val Ala 
115 120 125 



Phe Gin Phe He Glu Leu Arg Asp Arg Asp Ser Leu Val Glu Ala Leu 
130 135 140 



Leu Ala Arg Leu Lys Gin Val His Ala Asn His Pro Val His Tyr Asp 
145 150 155 160 



Thr Ser Ala Asp Asp Asp Met Ala Ser Leu Val Phe His Ser Thr Ser 
165 170 175 



Met Cys Ser Asp His Arg Phe Gly Asp Leu Glu Met Met Ser Ser Gin 
180 185 190 



Asn Ser Glu Glu Ser Glu Lys Glu Lys Ser Pro Leu Met His Pro Asp 
195 200 205 



Ala Leu Val Thr Ala Phe Gin Gin Ser Gly Ser Gin Ser Pro Asp Ser 
210 215 220 




Arg Met Ser Arg Glu Gin lie Lys lie Ser Leu Trp Asn Asp His Phe 
225 230 235 240 



Val Glu Tyr Gly Arg Thr Val Cys Met Phe Arg Thr Glu Lys lie Arg 
245 250 255 



Lys Leu Val Ala Met Gly lie Pro Glu Ser Leu Arg Gly Arg Leu Trp 
260 265 270 



Leu Leu Phe Ser Asp Ala Val Thr Asp Leu Ala Ser His Pro Gly Tyr 
275 280 285 



Tyr Gly Asn Leu Val Glu Glu Ser Leu Gly Lys Cys Cys Leu Val Thr 
290 295 300 



Glu Glu lie Glu Arg Asp Leu His Arg Ser Leu Pro Glu His Pro Ala 
305 310 315 320 



Phe Gin Asn Glu Thr Gly lie Ala Ala Leu Arg Arg Val Leu Thr Ala 
325 330 335 



Tyr Ala His Arg Asn Pro Lys lie Gly Tyr Cys Gin Ser Met Asn lie 
340 345 350 



Leu Thr Ser Val Leu Leu Leu Tyr Thr Lys Glu Glu Glu Ala Phe Trp 
355 360 365 



Leu Leu Val Ala Val Cys Glu Arg Met Leu Pro Asp Tyr Phe Asn His 
370 375 380 



Arg Val He Gly Ala Gin Val Asp Gin Ser Val Phe Glu Glu Leu He 
385 390 395 400 



Lys Gly His Leu Pro Glu Leu Ala Glu His Met Asn Asp Leu Ser Ala 
405 410 415 



Leu Ala Ser Val Ser Leu Ser Trp Phe Leu Thr Leu Phe Leu Ser He 
420 425 430 



Met Pro Leu Glu Ser Ala Val Asn Val Val Asp Cys Phe Phe Tyr Asp 
435 440 445 
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Gly lie Lys Ala He Phe Gin Leu Gly Leu Ala Val Leu Glu Ala Asn 
450 455 460 



Ala Glu Asp Leu Cys Ser Ser Lys Asp Asp Gly Gin Ala Leu Met He 
465 ~ " 470 475 480 



Leu Ser Arg Phe Leu Asp His He Lys Asn Glu Asp Ser Pro Gly Pro 
485 490 495 



Pro Val Gly Ser His His Ala Phe Phe Ser Asp Asp Gin Glu Pro Tyr 
500 505 510 



Pro Val Thr Asp He Ser Asp Leu He Arg Asp Ser Tyr Glu Lys Phe 
515 " 520 525 



Gly Asp Gin Ser Val Glu Gin He Glu His Leu Arg Tyr Lys His Arg 
530 535 540 

He Arg Val Leu Gin Gly His Glu Asp Thr Thr Lys Gin Asn Val Leu 
545 ~ 550 555 560 

Arg Val Val He Pro Glu Val Ser He Leu Pro Glu Asp Leu Glu Glu 
565 570 575 



Leu Tyr Asp Leu Phe Lys Arg Glu His Met Met Ser Cys Tyr Trp Glu 
580 585 590 



Gin Pro Arg Pro Met Ala Ser Arg His Asp Pro Ser Arg Pro Tyr Ala 
595 600 605 



Glu Gin Tyr Arg He Asp Ala Arg Gin Phe Ala His Leu Phe Gin Leu 
610 " 615 620 



Val Ser Pro Trp Thr Cys Gly Ala His Thr Glu He Leu Ala Glu Arg 
625 630 635 640 

Thr Phe Arg Leu Leu Asp Asp Asn Met Asp Gin Leu He Glu Phe Lys 

645 650 655 



Ala Phe Val Ser Cys Leu Asp He Met Tyr Asn Gly Glu Met Asn Glu 
660 665 670 



Lys He Lys Leu Leu Tyr Arg Leu His He Pro Pro Ala Leu Thr Glu 




675 680 685 

Asn Asp Arg Asp Ser Gin Ser Pro Leu Arg Asn Pro Leu Leu Ser Thr 
690 695 700 



Ser Arg Pro Leu Val Phe Gly Lys Pro Asn Gly Asp Ala Val Asp Tyr 
705 710 715 720 

Gin Lys Gin Leu Lys Gin Met He Lys Asp Leu Ala Lys Glu Lys Asp 
725 730 735 



Lys Thr Glu Lys Glu Leu Pro Lys Met Ser Gin Arg Glu Phe He Gin 
740 745 750 



Phe Cys Lys Thr Leu Tyr Ser Met Phe His Glu Asp Pro Glu Glu Asn 
755 760 765 

Asp Leu Tyr Gin Ala He Ala Thr Val Thr Thr Leu Leu Leu Gin He 
770 775 780 

Gly Glu Val Gly Gin Arg Gly Ser Ser Ser Gly Ser Cys Ser Gin Glu 
785 ' 790 795 800 

Cys Gly Glu Glu Leu Arg Ala Ser Ala Pro Ser Pro Glu Asp Ser Val 
805 810 815 



Phe Ala Asp Thr Gly Lys Thr Pro Gin Asp Ser Gin Ala Leu Pro Glu 
820 825 830 

Ala Ala Glu Arg Asp Trp Thr Val Ser Leu Glu His He Leu Ala Ser 
835 840 845 



Leu Leu Thr Glu Gin Ser Leu Val Asn Phe Phe Glu Lys Pro Leu Asp 
850 855 860 



Met Lys Ser Lys Leu Glu Asn Ala Lys He Asn Gin Tyr Asn Leu Lys 
865 " 870 875 880 



Thr Phe Glu Met Ser His Gin Ser Gin Ser Glu Leu Lys Leu Ser Asn 
885 890 895 



Leu 



<210> 288 
<211> 219 
<212> PRT 

<213> Shigella Flexneri 
<400> 288 

Leu Pro Asp Pro Leu Gin Glu Pro Tyr Tyr Gin Pro Pro Tyr Thr Leu 
15 10 15 

Val Leu Glu Leu Thr Gly Val Leu Leu His Pro Glu Trp Ser Leu Ala 
20 25 30 

Thr Gly Trp Arg Phe Lys Lys Arg Pro Gly He Glu Thr Leu Phe Gin 
35 40 45 

Gin Leu Ala Pro Leu Tyr Glu He Val He Phe Thr Ser Glu Thr Gly 
50 55 60 

Met Thr Ala Phe Pro Leu He Asp Ser Val Asp Pro His Gly Phe He 
65 70 75 80 

Ser Tyr Arg Leu Phe Arg Asp Ala Thr Arg Tyr Met Asp Gly His His 
85 90 9 5 

Val Lys Asp He Ser Cys Leu Asn Arg Asp Pro Ala Arg Val Val Val 
100 105 HO 

Val Asp Cys Lys Lys Glu Ala Phe Arg Leu Gin Pro Tyr Asn Gly Val 
115 120 125 

Ala Leu Arg Pro Trp Asp Gly Asn Ser Asp Asp Arg Val Leu Leu Asp 
130 135 140 

Leu Ser Ala Phe Leu Lys Thr He Ala Leu Asn Gly Val Glu Asp Val 
145 150 155 160 



Arg Thr Val Leu Glu His Tyr Ala Leu Glu Asp Asp Pro Leu Ala Ala 
165 170 175 



Phe Lys Gin Arg Gin Ser Arg Leu Glu Gin Glu Glu Gin Gin Arg Leu 
180 185 190 



Ala Glu Leu Ser Lys Ser Asn Lys Gin Asn Leu Phe Leu Gly Ser Leu 
195 200 205 



Thr Ser Arg Leu Trp Pro Arg Ser Lys Gin Pro 
210 215 



<210> 289 

<211> 28 

<212> PRT 

<213> Shigella Flexneri 
<220> 

<221> MISC_FEATURE 

<222> (9) . . (12) 

<223> MI SC_FEATURE 

<220> 

< 2 2 1 > MIS C_FEATURE 
<222> (14) . . (18) 

< 2 2 3 > MI S COFEATURE 

<220> 

< 2 2 1 > MI S COFEATURE 
<222> (20) . . (24) 

< 2 2 3 > MI S COFEATURE 

<400> 289 

Trp Gly Val Gly Met Gly Phe Val Xaa Xaa Xaa Xaa Phe Xaa Xaa Xaa 
1 5 * 10 15 
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Xaa Xaa Trp Xaa Xaa Xaa Xaa Xaa Leu Leu Trp Thr 
20 25 



<210> 290 
<211> 341 
<212> PRT 

<213> Shigella Flexneri 
<400> 290 

Ser His Asn Ser Leu Arg Gly Ala Arg Pro Gin Asp Pro Ser Glu Glu 
15 10 15 



Gly Pro Gly Asp Phe Gly Phe Leu His Ala Ser Ser Ser lie Glu Ser 
20 25 30 



Glu Ala Lys Pro Ala Gin Pro Gin Pro Thr Gly Glu Lys Glu Gin Asp 
35 40 45 



Lys Ser Lys Thr Leu Ser Leu Glu Glu Ala Val Thr Ser lie Gin Gin 
50 55 60 



Leu Phe Gin Leu Ser Val Ser lie Ala Phe Asn Phe Leu Gly Thr Glu 
65 70 75 80 



Asn Met Lys Ser Gly Asp His Thr Ala Ala Phe Ser Tyr Phe Gin Lys 
85 90 95 



Ala Ala Ala Arg Gly Tyr Ser Lys Ala Gin Tyr Asn Ala Gly Leu Cys 
100 105 110 



His Glu His Gly Arg Gly Thr Pro Arg Asp lie Ser Lys Ala Val Leu 
115 120 125 



Tyr Tyr Gin Leu Ala Ala Ser Gin Gly His Ser Leu Ala Gin Tyr Arg 
130 135 140 



Tyr Ala Arg Cys Leu Leu Arg Asp Pro Ala Ser Ser Trp Asn Pro Glu 
145 150 155 160 
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Arg Gin Arg Ala Val Ser Leu Leu Lys Gin Ala Ala Asp Ser Gly Leu 
165 170 175 



Arg Glu Ala Gin Ala Phe Leu Gly Val Leu Phe Thr Lys Glu Pro Tyr 
180 185 190 



Leu Asp Glu Gin Arg Ala Val Lys Tyr Leu Trp Leu Ala Ala Asn Asn 
195 200 205 



Gly Asp Ser Gin Ser Arg Tyr His Leu Gly He Cys Tyr Glu Lys Gly 
210 215 220 



Leu Gly Val Gin Arg Asn Leu Gly Glu Ala Leu Arg Cys Tyr Gin Gin 
225 ' 230 235 240 



Ser Ala Ala Leu Gly Asn Glu Ala Ala Gin Glu Arg Leu Arg Ala Leu 
245 250 255 



Phe Ser Met Gly Ala Ala Ala Pro Gly Pro Ser Asp Leu Thr Val Thr 
260 265 270 



Gly Leu Lys Ser Phe Ser Ser Pro Ser Leu Cys Ser Leu Asn Thr Leu 
275 280 285 



Leu Ala Gly Thr Ser Arg Leu Pro His Ala Ser Ser Thr Gly Asn Leu 
290 295 300 



Gly Leu Leu Cys Arg Ser Gly His Leu Gly Ala Ser Leu Glu Ala Ser 
305 ~ ~ 310 315 320 



Ser Arg Ala He Pro Pro His Pro Tyr Pro Leu Glu Arg Ser Val Val 
325 330 335 



Arg Leu Gly Phe Gly 
340 



<210> 291 
<211> 21 
<212> PRT 



<213> Shigella Flexneri 



<220> 

< 2 2 1 > MIS C_FEATURE 

<222> (1) . . (15) 

<223> MI SC_FEATURE 

<400> 291 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Ser 

10 15 



1 




5 


Leu Cys 


lie Phe 
20 


Phe 


<210> 


292 




<211> 


507 




<212> 


PRT 




<213> 


Shigella 


Flexneri 


<400> 


292 




Asp Pro Val Ser 
1 


Val Asp 
5 



10 15 



Arg Ala Lys Glu Val Leu Pro Ser Lys Lys Ala Gly Glu Gly Arg Arg 
20 25 30 



Thr Met Thr Thr Val Leu Asp Pro Lys Arg Thr Asn Ala lie Asn lie 
35 40 45 



Gly Leu Thr Thr Leu Pro Pro Val His Val lie Lys Ala Ala Leu Leu 
50 55 60 



Asn Phe Asp Glu Phe Ala Val Ser Lys Asp Gly He Glu Lys Leu Leu 
65 " 70 75 80 



Thr Met Met Pro Thr Glu Glu Glu Arg Gin Lys He Glu Gly Ala Gin 
85 90 95 
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Leu Ala Asn Pro Asp He Pro Leu Gly Pro Ala Glu Asn Phe Leu Met 

100 105 HO 

Thr Leu Ala Ser He Gly Gly Leu Ala Ala Arg Leu Gin Leu Trp Ala 
115 120 125 



Phe Lys Leu Asp Tyr Asp Ser Met Glu Arg Glu He Ala Glu Pro Leu 
130 135 140 

Phe Asp Leu Lys Val Gly Met Glu Gin Leu Val Gin Asn Ala Thr Phe 
145 " ' 150 155 160 

Arg Cys He Leu Ala Thr Leu Leu Ala Val Gly Asn Phe Leu Asn Gly 
165 170 175 



Ser Gin Ser Ser Gly Phe Glu Leu Ser Tyr Leu Glu Lys Val Ser Asp 
180 ' 185 190 



Val Lys Asp Thr Val Arg Arg Gin Ser Leu Leu His His Leu Cys Ser 
195 200 205 

Leu Val Leu Gin Thr Arg Pro Glu Ser Ser Asp Leu Tyr Ser Glu He 
210 215 220 

Pro Ala Leu Thr Arg Cys Ala Lys Val Asp Phe Glu Gin Leu Thr Glu 
225 230 235 240 

Asn Leu Gly Gin Leu Glu Arg Arg Ser Arg Ala Ala Glu Glu Ser Leu 
245 250 255 



Arg Ser Leu Ala Lys His Glu Leu Ala Pro Ala Leu Arg Ala Arg Leu 
260 265 270 

Thr His Phe Leu Asp Gin Cys Ala Arg Arg Val Ala Met Leu Arg He 
275 280 285 



Val His Arg Arg Val Cys Asn Arg Phe His Ala Phe Leu Leu Tyr Leu 
290 2 95 3 00 



Gly Tyr Thr Pro Gin Ala Ala Arg Glu Val Arg He Met Gin Phe Cys 
305 310 315 320 



2^E 



His Thr Leu Arg Glu Phe Ala Leu Glu Tyr Arg Thr Cys Arg Glu Arg 
325 330 335 



Val Leu Gin Gin Gin Gin Lys Gin Ala Thr Tyr Arg Glu Arg Asn Lys 
340 345 350 

Thr Arg Gly Arg Met He Thr Glu Thr Glu Lys Phe Ser Gly Val Ala 
355 360 365 

Gly Glu Ala Pro Ser Asn Pro Ser Val Pro Val Ala Val Ser Ser Gly 
370 375 380 

Pro Gly Arg Gly Asp Ala Asp Ser His Ala Ser Met Lys Ser Leu Leu 
385 ~ 390 395 400 

Thr Ser Arg Leu Glu Asp Thr Thr His Asn Arg Arg Ser Arg Gly Met 
405 410 415 

Val Gin Ser Ser Ser Pro He Met Pro Thr Val Gly Pro Ser Thr Ala 
420 425 430 



Ser Pro Glu Glu Pro Pro Gly Ser Ser Leu Pro Ser Asp Thr Ser Asp 
435 440 445 

Glu He Met Asp Leu Leu Val Gin Ser Val Thr Lys Ser Ser Pro Arg 
450 455 460 

Ala Leu Ala Ala Arg Glu Arg Lys Arg Ser Arg Gly Asn Arg Lys Ser 
465 470 475 480 

Leu Arg Arg Thr Leu Lys Ser Gly Leu Gly Asp Asp Leu Val Gin Ala 
485 490 495 



Leu Gly Leu Ser Lys Gly Pro Gly Leu Glu Val 
500 505 



<210> 293 
<211> 315 



<212> 
<213> 



PRT 

Shigella Flexneri 



<400> 293 



Gin Glu Ala Gin Ser He Asp Glu He Tyr Lys Tyr Asp Lys Lys Gin 
15 10 15 



Gin Gin Glu He Leu Ala Ala Lys Pro Trp Thr Lys Asp His His Tyr 
20 25 30 



Phe Lys Tyr Cys Lys He Ser Ala Leu Ala Leu Leu Lys Met Val Met 
35 40 45 



His Ala Arg Ser Gly Gly Asn Leu Glu Val Met Gly Leu Met Leu Gly 
50 55 60 



Lys Val Asp Gly Glu Thr Met He He Met Asp Ser Phe Ala Leu Pro 

65 " 70 75 80 

Val Glu Gly Thr Glu Thr Arg Val Asn Ala Gin Ala Ala Ala Tyr Glu 
85 90 95 



Tyr Met Ala Ala Tyr He Glu Asn Ala Lys Gin Val Gly Arg Leu Glu 
100 105 HO 



Asn Ala He Gly Trp Tyr His Ser His Pro Gly Tyr Gly Cys Trp Leu 
115 ~ 120 125 

Ser Gly He Asp Val Ser Thr Gin Met Leu Asn Gin Gin Phe Gin Glu 
13 0 13 5 14 0 

Pro Phe Val Ala Val Val He Asp Pro Thr Arg Thr He Ser Ala Gly 
145 150 155 160 

Lys Val Asn Leu Gly Ala Phe Arg Thr Tyr Pro Lys Gly Tyr Lys Pro 
165 170 175 



Pro Asp Glu Gly Pro Ser Glu Tyr Gin Thr He Pro Leu Asn Lys He 
180 185 190 



Glu Asp Phe Gly Val His Cys Lys Gin Tyr Tyr Ala Leu Glu Val Ser 
195 " 200 205 



Tyr Phe Lys Ser Ser Leu Asp Arg Lys Leu Leu Glu Leu Leu Trp Asn 
210 215 220 



100NK3ifcS7 .0*4-3002 



3^ 



Lys Tyr Trp Val Asn Thr Leu Ser Ser Ser Ser Leu Leu Thr Asn Ala 
225 ' 230 235 240 



Asp Tyr Thr Thr Gly Gin Val Phe Asp Leu Ser Glu Lys Leu Glu Gin 
245 250 255 



Ser Glu Ala Gin Leu Gly Arg Gly Ser Phe Met Leu Gly Leu Glu Thr 
260 265 270 



His Asp Arg Lys Ser Glu Asp Lys Leu Ala Lys Ala Thr Arg Asp Ser 
275 280 285 



Cys Lys Thr Thr lie Glu Ala He His Gly Leu Met Ser Gin Val He 
290 295 300 



Lys Asp Lys Leu Phe Asn Gin He Asn He Ser 
305 310 315 



<210> 294 
<211> 11 
<212> PRT 

<213> Shigella Flexneri 
<400> 294 

Leu Gly His Leu Gly Arg Ser Phe Gly Phe Leu 
15 10 

<210> 295 

<211> 50 

<212> PRT 

<213> Shigella Flexneri 



<220> 
<221> 
<222> 



MI SC_FEATURE 
(15) . . (49) 



IOCJ^3M87 .04300i 



<223> MISC FEATURE 



<400> 295 



Ala Asn Met Val Ala lie Asp Ser Leu Leu Cys lie Arg Ser Xaa Xaa 
15 10 15 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 25 30 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
35 40 45 



Xaa Glu 
50 



<210> 296 
<211> 494 
<212> PRT 

<213> Shigella Flexneri 
<400> 296 

Gly Glu Arg Thr Glu Cys Ala Glu Pro Pro Arg Asp Glu Pro Pro Ala 
15 10 15 



Asp Gly Ala Leu Lys Arg Ala Glu Glu Leu Lys Thr Gin Ala Asn Asp 
20 25 30 



Tyr Phe Lys Ala Lys Asp Tyr Glu Asn Ala lie Lys Phe Tyr Ser Gin 
35 40 45 



Ala lie Glu Leu Asn Pro Ser Asn Ala lie Tyr Tyr Gly Asn Arg Ser 
50 55 60 



Leu Ala Tyr Leu Arg Thr Glu Cys Tyr Gly Tyr Ala Leu Gly Asp Ala 
65 70 75 80 



Thr Arg Ala lie Glu Leu Asp Lys Lys Tyr lie Lys Gly Tyr Tyr Arg 
85 90 95 



IT" 



Arg Ala Ala Ser Asn Met Ala Leu Gly Lys Phe Arg Ala Ala Leu Arg 
100 105 110 



Asp Tyr Glu Thr Val Val Lys Val Lys Pro His Asp Lys Asp Ala Lys 
115 120 125 



Met Lys Tyr Gin Glu Cys Asn Lys lie Val Lys Gin Lys Ala Phe Glu 
130 135 140 



Arg Ala He Ala Gly Asp Glu His Lys Arg Ser Val Val Asp Ser Leu 
145 * 150 155 160 



Asp He Glu Ser Met Thr He Glu Asp Glu Tyr Ser Gly Pro Lys Leu 
165 170 175 



Glu Asp Gly Lys Val Thr He Ser Phe Met Lys Glu Leu Met Gin Trp 
180 185 190 



Tyr Lys Asp Gin Lys Lys Leu His Arg Lys Cys Ala Tyr Gin He Leu 
195 "* 200 205 



Val Gin Val Lys Glu Val Leu Ser Lys Leu Ser Thr Leu Val Glu Thr 
210 215 220 



Thr Leu Lys Glu Thr Glu Lys He Thr Val Cys Gly Asp Thr His Gly 
225 230 235 240 



Gin Phe Tyr Asp Leu Leu Asn He Phe Glu Leu Asn Gly Leu Pro Ser 
245 250 255 



Glu Thr Asn Pro Tyr He Phe Asn Gly Asp Phe Val Asp Arg Gly Ser 
260 265 270 



Phe Ser Val Glu Val He Leu Thr Leu Phe Gly Phe Lys Leu Leu Tyr 
275 280 285 



Pro Asp His Phe His Leu Leu Arg Gly Asn His Glu Thr Asp Asn Met 
290 295 300 



Asn Gin He Tyr Gly Phe Glu Gly Glu Val Lys Ala Lys Tyr Thr Ala 
305 * ~ 310 315 320 



IIJQ^3187 .43*4-3002 



3^- 



Gin Met Tyr Glu Leu Phe Ser Glu Val Phe Glu Trp Leu Pro Leu Ala 
325 330 335 



Gin Cys He Asn Gly Lys Val Leu He Met His Gly Gly Leu Phe Ser 
340 345 350 



Glu Asp Gly Val Thr Leu Asp Asp He Arg Lys He Glu Arg Asn Arg 
355 360 365 



Gin Pro Pro Asp Ser Gly Pro Met Cys Asp Leu Leu Trp Ser Asp Pro 
370 375 380 

Gin Pro Gin Asn Gly Arg Ser He Ser Lys Arg Gly Val Ser Cys Gin 

385 390 395 400 



Phe Gly Pro Asp Val Thr Lys Ala Phe Leu Glu Glu Asn Asn Leu Asp 
405 410 415 



Tyr He He Arg Ser His Glu Val Lys Ala Glu Gly Tyr Glu Val Ala 
420 425 430 



His Gly Gly Arg Cys Val Thr Val Phe Ser Ala Pro Asn Tyr Cys Asp 
435 440 445 



Gin Met Gly Asn Lys Ala Ser Tyr He His Leu Gin Gly Ser Asp Leu 
450 " 455 460 



Arg Pro Gin Phe His Gin Phe Thr Ala Val Pro His Pro Asn Val Lys 
465 470 475 480 



Pro Met Ala Tyr Ala Asn Thr Leu Leu Gin Leu Gly Met Met 
485 490 



<210> 297 

<211> 98 

<212> PRT 

<213> Shigella Flexneri 



<400> 297 



3^: 



Leu Thr Ser Glu He Pro Gin Leu Asn Asp Trp Arg Leu Ser Pro Thr 
15 10 15 



His Ser Arg His Cys Gin Glu Arg Leu Lys Thr Ser Gly Asp His Phe 
20 25 30 



Phe Ser Lys Gin Phe Phe Arg Trp He Leu Thr Leu Ser Leu Arg Leu 
35 40 45 

Glu Cys Ser Gly Ala Val Ser Ala His Tyr Thr Leu Pro Leu Leu Ala 
50 55 60 



Pro Ala Arg Met Tyr Phe Ser Phe Ser Pro Cys Leu Leu Cys Arg Asp 
65 ~' 70 75 80 

His Ser Leu Cys Pro Cys He His Val Gly His Gin Ser His Gin Ser 
85 90 95 



Thr Lys 

<210> 298 

<211> 319 

<212> PRT 

<213> Shigella Flexneri 

<400> 298 

Ala Val Leu Arg Gly Asp Ala Glu Ala Val Lys Gly He Gly Ser Gly 
1 5 10 15 

Lys Val Leu Lys Ser Gly Pro Gin Asp His Val Phe He Tyr Phe Thr 
20 25 30 



Asp His Gly Ser Thr Gly He Leu Val Phe Pro Asn Glu Asp Leu His 
35 40 45 



Val Lys Asp Leu Asn Glu Thr He His Tyr Met Tyr Lys His Lys Met 
50 55 60 



Tyr Arg Lys Met Val Phe Tyr He Glu Ala Cys Glu Ser Gly Ser Met 



100*4-22187 .0*4200* 



65 



70 75 80 



Met Asn His Leu Pro Asp Asn He Asn Val Tyr Ala Thr Thr Ala Ala 
85 90 95 



Asn Pro Arg Glu Ser Ser Tyr Ala Cys Tyr Tyr Asp Glu Lys Arg Ser 
100 105 HO 



Thr Tyr Leu Gly Asp Trp Tyr Ser Val Asn Trp Met Glu Asp Ser Asp 
115 " 120 125 

Val Glu Asp Leu Thr Lys Glu Thr Leu His Lys Gin Tyr His Leu Val 
130 135 140 



Lys Ser His Thr Asn Thr Ser His Val Met Gin Tyr Gly Asn Lys Thr 
145 150 155 160 

He Ser Thr Met Lys Val Met Gin Phe Gin Gly Met Lys Arg Lys Ala 
165 170 175 



Ser Ser Pro Val Pro Leu Pro Pro Val Thr His Leu Asp Leu Thr Pro 
180 185 190 

Ser Pro Asp Val Pro Leu Thr He Met Lys Arg Lys Leu Met Asn Thr 
195 200 205 



Asn Asp Leu Glu Glu Ser Arg Gin Leu Thr Glu Glu He Gin Arg His 
210 215 220 

Leu Asp Ala Arg His Leu He Glu Lys Ser Val Arg Lys He Val Ser 
225 ^ 230 235 240 

Leu Leu Ala Ala Ser Glu Ala Glu Val Glu Gin Leu Leu Ser Glu Arg 
245 250 255 



Ala Pro Leu Thr Gly His Ser Cys Tyr Pro Glu Ala Leu Leu His Phe 
260 265 270 



Arg Thr His Cys Phe Asn Trp His Ser Pro Thr Tyr Glu Tyr Ala Leu 
275 280 285 



Arg His Leu Tyr Val Leu Val Asn Leu Cys Glu Lys Pro Tyr Pro Leu 
290 295 300 



His Arg He Lys Leu Ser Met Asp His Val Cys Leu Gly His Tyr 
305 ~ 310 315 



<210> 299 
<211> 289 
<212> PRT 

<213> Shigella Flexneri 
<400> 299 

Thr Lys Asp His His Tyr Phe Lys Tyr Cys Lys He Ser Ala Leu Ala 
15 10 15 



Leu Leu Lys Met Val Met His Ala Arg Ser Gly Gly Asn Leu Glu Val 
20 25 30 



Met Gly Leu Met Leu Gly Lys Val Asp Gly Glu Thr Met He He Met 
35 40 45 



Asp Ser Phe Ala Leu Pro Val Glu Gly Thr Glu Thr Arg Val Asn Ala 
50 55 60 



Gin Ala Ala Ala Tyr Glu Tyr Met Ala Ala Tyr He Glu Asn Ala Lys 
65 70 75 80 



Gin Val Gly Arg Leu Glu Asn Ala He Gly Trp Tyr His Ser His Pro 
85 90 95 



Gly Tyr Gly Cys Trp Leu Ser Gly He Asp Val Ser Thr Gin Met Leu 
100 105 110 



Asn Gin Gin Phe Gin Glu Pro Phe Val Ala Val Val He Asp Pro Thr 
115 120 125 



Arg Thr He Ser Ala Gly Lys Val Asn Leu Gly Ala Phe Arg Thr Tyr 
130 135 140 



Pro Lys Gly Tyr Lys Pro Pro Asp Glu Gly Pro Ser Glu Tyr Gin Thr 
145 ' ' " 150 * 155 160 



He Pro Leu Asn Lys He Glu Asp Phe Gly Val His Cys Lys Gin Tyr 
165 170 175 



Tyr Ala Leu Glu Val Ser Tyr Phe Lys Ser Ser Leu Asp Arg Lys Leu 
180 185 190 



Leu Glu Leu Leu Trp Asn Lys Tyr Trp Val Asn Thr Leu Ser Ser Ser 
195 200 205 



Ser Leu Leu Thr Asn Ala Asp Tyr Thr Thr Gly Gin Val Phe Asp Leu 
210 215 220 



Ser Glu Lys Leu Glu Gin Ser Glu Ala Gin Leu Gly Arg Gly Ser Phe 
225 230 235 240 



Met Leu Gly Leu Glu Thr His Asp Arg Lys Ser Glu Asp Lys Leu Ala 
245 250 255 



Lys Ala Thr Arg Asp Ser Cys Lys Thr Thr He Glu Ala He His Gly 
260 265 270 



Leu Met Ser Gin Val He Lys Asp Lys Leu Phe Asn Gin He Asn He 
275 280 285 



Ser 

<210> 300 

<211> 1094 

<212> PRT 

<213> Shigella Flexneri 

<400> 300 

Gly Asn Lys Ala Cys Ser Pro Cys Ser Ser Gin Ser Ser Ser Ser Gly 
1 5 10 15 



He Cys Thr Asp Phe Trp Asp Leu Leu Val Lys Leu Asp Asn Met Asn 
20 ~ 25 30 



Val Ser Arg Lys Gly Lys Asn Ser Val Lys Ser Val Pro Val Ser Ala 
35 40 45 



Gly Gly Glu Gly Glu Thr Ser Pro Tyr Ser Leu Glu Ala Ser Pro Leu 
50 55 60 



Gly Gin Leu Met Asn Met Leu Ser His Pro Val lie Arg Arg Ser Ser 
65 70 75 80 



Leu Leu Thr Glu Lys Leu Leu Arg Leu Leu Ser Leu lie Ser lie Ala 
85 90 95 



Leu Pro Glu Asn Lys Val Ser Glu Ala Gin Ala Asn Ser Gly Ser Gly 
100 105 110 



Ala Ser Ser Thr Thr Thr Ala Thr Ser Thr Thr Ser Thr Thr Thr Thr 
115 120 125 



Thr Ala Ala Ser Thr Thr Pro Thr Pro Pro Thr Ala Pro Thr Pro Val 
130 135 140 



Thr Ser Ala Pro Ala Leu Val Ala Ala Thr Ala lie Ser Thr lie Val 
145 150 155 160 



Val Ala Ala Ser Thr Thr Val Thr Thr Pro Thr Thr Ala Thr Thr Thr 
165 170 175 



Val Ser lie Ser Pro Thr Thr Lys Gly Ser Lys Ser Pro Ala Lys Val 
180 185 190 



Ser Asp Gly Gly Ser Ser Ser Thr Asp Phe Lys Met Val Ser Ser Gly 
195 200 205 



Leu Thr Glu Asn Gin Leu Gin Leu Ser Val Glu Val Leu Thr Ser His 
210 215 220 



Ser Cys Ser Glu Glu Gly Leu Glu Asp Ala Ala Asn Val Leu Leu Gin 
225 230 235 240 



Leu Ser Arg Gly Asp Ser Gly Thr Arg Asp Thr Val Leu Lys Leu Leu 
245 250 255 



Leu Asn Gly Ala Arg His Leu Gly Tyr Thr Leu Cys Lys Gin lie Gly 



260 265 270 



Thr Leu Leu Ala Glu Leu Arg Glu Tyr Asn Leu Glu Gin Gin Arg Arg 
275 280 285 



Ala Gin Cys Glu Thr Leu Ser Pro Asp Gly Leu Pro Glu Glu Gin Pro 
290 295 300 



Gin Thr Thr Lys Leu Lys Gly Lys Met Gin Ser Arg Phe Asp Met Ala 
305 * 310 315 320 

Glu Asn val Val He Val Ala Ser Gin Lys Arg Pro Leu Gly Gly Arg 
325 330 335 



Glu Leu Gin Leu Pro Ser Met Ser Met Leu Thr Ser Lys Thr Ser Thr 
340 345 350 



Gin Lys Phe Phe Leu Arg Val Leu Gin Val He He Gin Leu Arg Asp 
355 360 365 

Asp Thr Arg Arg Ala Asn Lys Lys Ala Lys Gin Thr Gly Arg Leu Gly 
370 375 380 



Ser Ser Gly Leu Gly Ser Ala Ser Ser lie Gin Ala Ala Val Arg Gin 

385 ^ 390 395 400 

Leu Glu Ala Glu Ala Asp Ala He He Gin Met Val Arg Glu Gly Gin 

405 410 415 



Arg Ala Arg Arg Gin Gin Gin Ala Ala Thr Ser Glu Ser Ser Gin Ser 
420 425 430 

Glu Ala Ser Val Arg Arg Glu Glu Ser Pro Met Asp Val Asp Gin Pro 
435 440 445 



Ser Pro Ser Ala Gin Asp Thr Gin Ser He Ala Ser Asp Gly Thr Pro 
450 455 460 



Gin Gly Glu Lys Glu Lys Glu Glu Arg Pro Pro Glu Leu Pro Leu Leu 
465 " ' 470 475 480 



Ser Glu Gin Leu Ser Leu Asp Glu Leu Trp Asp Met Leu Gly Glu Cys 
485 490 495 



iOO^SliST 4 .OH-3002 



Leu Lys Glu Leu Glu Glu Ser His Asp Gin His Ala Val Leu Val Leu 
500 505 510 



Gin Pro Ala Val Glu Ala Phe Phe Leu Val His Ala Thr Glu Arg Glu 
515 520 525 

Ser Lys Pro Pro Val Arg Asp Thr Arg Glu Ser Gin Leu Ala His lie 
530 535 540 

Lys Asp Glu Pro Pro Pro Leu Ser Pro Ala Pro Leu Thr Pro Ala Thr 
545 " 550 555 560 



Pro Ser Ser Leu Asp Pro Phe Phe Ser Arg Glu Pro Ser Ser Met His 
565 570 575 



lie Ser Ser Ser Leu Pro Pro Asp Thr Gin Lys Phe Leu Arg Phe Ala 
580 585 590 

Glu Thr His Arg Thr Val Leu Asn Gin lie Leu Arg Gin Ser Thr Thr 
595 600 605 



His Leu Ala Asp Gly Pro Phe Ala Val Leu Val Asp Tyr He Arg Val 
610 615 620 

Leu Asp Phe Asp Val Lys Arg Lys Tyr Phe Arg Gin Glu Leu Glu Arg 
625 " 630 635 640 

Leu Asp Glu Gly Leu Arg Lys Glu Asp Met Ala Val His Val Arg Arg 
645 650 655 



Asp His Val Phe Glu Asp Ser Tyr Arg Glu Leu His Arg Lys Ser Pro 
660 665 670 



Glu Glu Met Lys Asn Arg Leu Tyr He Val Phe Glu Gly Glu Glu Gly 
675 680 685 



Gin Asp Ala Gly Gly Leu Leu Arg Glu Trp Tyr Met He He Ser Arg 
690 695 700 



Glu Met Phe Asn Pro Met Tyr Ala Leu Phe Arg Thr Ser Pro Gly Asp 
705 710 715 720 



^OGH^MBT ,04-3002 



Arg Val Thr Tyr Thr He Asn Pro Ser Ser His Cys Asn Pro Asn His 
725 730 735 



Leu Ser Tyr Phe Lys Phe Val Gly Arg He Val Ala Lys Ala Val Tyr 
740 745 750 



Asp Asn Arg Leu Leu Glu Cys Tyr Phe Thr Arg Ser Phe Tyr Lys His 
755 760 765 

He Leu Gly Lys Ser Val Arg Tyr Thr Asp Met Glu Ser Glu Asp Tyr 
770 775 780 

His Phe Tyr Gin Gly Leu Val Tyr Leu Leu Glu Asn Asp Val Ser Thr 
785 * 790 795 800 

Leu Gly Tyr Asp Leu Thr Phe Ser Thr Glu Val Gin Glu Phe Gly Val 
805 810 815 



Cys Glu Val Arg Asp Leu Lys Pro Asn Gly Ala Asn He Leu Val Thr 
820 825 830 



Glu Glu Asn Lys Lys Glu Tyr Val His Leu Val Cys Gin Met Arg Met 
835 840 845 

Thr Gly Ala He Arg Lys Gin Leu Ala Ala Phe Leu Glu Gly Phe Tyr 
850 855 860 

Glu He He Pro Lys Arg Leu He Ser He Phe Thr Glu Gin Glu Leu 
865 870 875 880 

Glu Leu Leu He Ser Gly Leu Pro Thr He Asp He Asp Asp Leu Lys 
885 890 895 



Ser Asn Thr Glu Tyr His Lys Tyr Gin Ser Asn Ser He Gin He Gin 
900 A 905 910 



Trp Phe Trp Arg Ala Leu Arg Ser Phe Asp Gin Ala Asp Arg Ala Lys 
915 920 925 



Phe Leu Gin Phe Val Thr Gly Thr Ser Lys Val Pro Leu Gin Gly Phe 
930 935 940 



Ala Ala Leu Glu Gly Met Asn Gly He Gin Lys Phe Gin He His Arg 
945 950 955 960 

Asp Asp Arg Ser Thr Asp Arg Leu Pro Ser Ala His Thr Cys Phe Asn 
965 970 975 

Gin Leu Asp Leu Pro Ala Tyr Glu Ser Phe Glu Lys Ser Ala Thr Cys 
980 985 990 

Tyr Cys Trp Leu Ser Arg Ser Ala Leu Lys Ala Leu Gly Trp Pro Asn 
995 1000 1005 

Lys Ala Leu Pro Asn Ser Val Gly Phe Phe Leu Pro Leu Leu Asp 
1010 1015 1020 

Leu Gly Arg Gly Glu Leu Lys Lys Glu Pro Glu Arg Asn Cys Gin 
1025 1030 1035 

Lys Pro He Asn Glu He His Gin Leu Thr Val Cys Val Pro Ala 
1040 1045 1050 

Ala Pro Ser Ser Pro Ala His Thr Cys Ser Ser Ser His Ser Leu 
1055 1060 1065 

Pro Ala Ala Cys Phe Leu Thr Phe Ser Pro Leu Ser Met Pro Ser 
1070 1075 1080 



Met He Pro Thr Pro Cys Val Leu Lys Arg Gin 
1085 1090 



<210> 301 

<211> 158 

<212> PRT 

<213> Shigella Flexneri 

<400> 301 

Thr Tyr Thr Pro Gly Asp Cys Pro Asn Phe Ala Ala Pro Arg Arg Glu 
1 5 10 15 



Val Ala Pro Pro Tyr Gin Gly Ala Asp Pro He Leu Ala Thr Ala Leu 



100*4-3*187 .0*t300S 



20 25 30 



Ala Ser Asp Pro lie Pro Asn Pro Leu Gin Lys Trp Glu Asp Ser Ala 
35 40 45 



His Lys Pro Gin Ser Leu Asp Thr Asp Asp Pro Ala Thr Leu Tyr Ala 
50 55 60 



Val Val Glu Asn Val Pro Pro Leu Arg Trp Lys Glu Phe Val Arg Arg 
65 70 75 80 



Leu Gly Leu Ser Asp His Glu lie Asp Arg Leu Glu Leu Gin Asn Gly 
85 90 95 



Arg Cys Leu Arg Glu Ala Gin Tyr Ser Met Leu Ala Thr Trp Arg Arg 
100 105 110 



Arg Thr Pro Arg Arg Glu Ala Thr Leu Glu Leu Leu Gly Arg Val Leu 
115 120 125 



Arg Asp Met Asp Leu Leu Gly Cys Leu Glu Asp lie Glu Glu Ala Leu 
130 135 140 



Cys Gly Pro Ala Ala Leu Pro Pro Ala Pro Ser Leu Leu Arg 
145 150 155 



<210> 302 

<211> 405 

<212> PRT 

<213> Shigella Flexneri 

<400> 302 

Ala Thr Arg Ser Ser Ala Val Arg Leu Arg Ser Ser Val Pro Gly Val 
1 ~ 5 10 15 



Arg Leu Leu Gin Asp Ser Val Asp Phe Ser Leu Ala Asp Ala lie Asn 
20 25 30 



Thr Glu Phe Lys Asn Thr Arg Thr Asn Glu Lys Val Glu Leu Gin Glu 
35 40 45 




Leu Asn Asp Arg Phe Ala Asn Tyr lie Asp Lys Val Arg Phe Leu Glu 
50 55 60 



Gin Gin Asn Lys lie Leu Leu Ala Glu Leu Glu Gin Leu Lys Gly Gin 
65 " 70 75 80 



Gly Lys Ser Arg Leu Gly Asp Leu Tyr Glu Glu Glu Met Arg Glu Leu 
85 90 95 



Arg Arg Gin Val Asp Gin Leu Thr Asn Asp Lys Ala Arg Val Glu Val 
100 105 110 



Glu Arg Asp Asn Leu Ala Glu Asp lie Met Arg Leu Arg Glu Lys Leu 
115 120 125 



Gin Glu Glu Met Leu Gin Arg Glu Glu Ala Glu Asn Thr Leu Gin Ser 
130 135 140 



Phe Arg Gin Asp Val Asp Asn Ala Ser Leu Ala Arg Leu Asp Leu Glu 
145 ~ " 150 155 160 



Arg Lys Val Glu Ser Leu Gin Glu Glu lie Ala Phe Leu Lys Lys Leu 
165 170 175 



His Glu Glu Glu lie Gin Glu Leu Gin Ala Gin lie Gin Glu Gin His 
180 185 190 



Val Gin lie Asp Val Asp Val Ser Lys Pro Asp Leu Thr Ala Ala Leu 
195 " 200 205 



Arg Asp Val Arg Gin Gin Tyr Glu Ser Val Ala Ala Lys Asn Leu Gin 
210 215 220 



Glu Ala Glu Glu Trp Tyr Lys Ser Lys Phe Ala Asp Leu Ser Glu Ala 
225 230 " ~ 235 240 



Ala Asn Arg Asn Asn Asp Ala Leu Arg Gin Ala Lys Gin Glu Ser Thr 
245 250 255 



Glu Tyr Arg Arg Gin Val Gin Ser Leu Thr Cys Glu Val Asp Ala Leu 
260 265 270 
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Lys Gly Thr Asn Glu Ser Leu Glu Arg Gin Met Arg Glu Met Glu Glu 
275 280 285 



Asn Phe Ala Val Glu Ala Ala Asn Tyr Gin Asp Thr He Gly Arg Leu 
290 295 300 



Gin Asp Glu He Gin Asn Met Lys Glu Glu Met Ala Arg His Leu Arg 
305 ~ 310 315 320 



Glu Tyr Gin Asp Leu Leu Asn Val Lys Met Ala Leu Asp He Glu He 
325 330 335 



Ala Thr Tyr Arg Lys Leu Leu Glu Gly Glu Glu Ser Arg He Ser Leu 
340 345 350 



Pro Leu Pro Asn Phe Ser Ser Leu Asn Leu Arg Glu Thr Asn Leu Asp 
355 360 365 



Ser Leu Pro Leu Val Asp Thr His Ser Lys Arg Thr Phe Leu He Lys 
370 375 380 



Thr Val Glu Thr Arg Asp Gly Gin Val He Asn Glu Thr Ser Gin His 
385 390 395 400 



His Asp Asp Leu Glu 
405 



<210> 303 

<211> 22 

<212> PRT 

<213> Shigella Flexneri 
<220> 

< 2 2 1 > MI S COFEATURE 

<222> (2) . . (2) 

<22 3> MISC FEATURE 



J.00^3H»S7 r „ 01+3002 



<220> 

<221> MIS C_FE ATURE 

<222> (6) . . (8) 

<223> MISC_FEATURE 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (11) . . (11) 

< 2 2 3 > MI S COFEATURE 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (18) . . (18) 
<223> MIS C_ FEATURE 

<400> 303 

Pro Xaa Tyr Gly Asp Xaa Xaa Xaa Gly Pro Xaa Trp Lys Asp His Leu 
15 10 15 



Met Xaa Arg Cys Lys Phe 
20 



<210> 304 

<211> 106 

<212> PRT 

<213> Shigella Flexneri 
<220> 

< 2 2 1 > MI SC_FE ATURE 

<222> (3) . . (3) 

<22 3> MISC FEATURE 



222> (25) . . (25) 
22 3 > MISC FEATURE 



220> 
221> 
222> 
223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 



MI S COFEATURE 
(30) . . (31) 
MISC FEATURE 



MIS C_FEATURE 
(33) . . (35) 
MISC FEATURE 



MI SC_FEATURE 
(42) . . (43) 
MISC FEATURE 



MISC_FEATURE 
(45) . . (45) 
MISC FEATURE 



MI SC_FEATURE 
(48) . . (48) 
MISC FEATURE 



221> 
222> 
223> 

220> 
221> 
222> 
223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



MIS COFEATURE 
(52) . . (52) 
MI SC_FEATURE 

MIS COFEATURE 
(56) . . (56) 
MIS COFEATURE 

MI SC_FEATURE 
(63) . . (63) 
MI S COFEATURE 

MISC_FEATURE 
(66) . . (66) 
MI SC_FEATURE 

MIS COFEATURE 
(71) . . (71) 
MISC_FEATURE 

MISC_FEATURE 
(75) . . (75) 
MISC FEATURE 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (88).. (88) 

<223> MIS C_ FEATURE 

<220> 

<221> MIS COFEATURE 

<222> (93) . . (93) 

< 2 2 3 > MIS C_FEATURE 

<220> 

<221> MIS COFEATURE 

<222> (100) . . (100) 

< 2 2 3 > MIS COFEATURE 

<220> 

<221> MIS C_FEATURE 

<222> (102) . . (102) 

<22 3> MIS COFEATURE 

<220> 

<221> MISC_FEATURE 

<222> (106) . . (106) 

<223> MIS C_ F E ATUR E 

<400> 304 



Ser Phe Xaa Asp Xaa Glu Lys Xaa Asn lie Cys Leu Gly Ala Xaa Xaa 
15 10 15 



100H-2tt87 .043002 
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He Phe Xaa Val Ala Xaa Arg His Xaa Leu Leu Val Leu Xaa Xaa Leu 
20 25 30 



Xaa Xaa Xaa Gly Leu Gin His Gly Gly Xaa Xaa Pro Xaa Leu Pro Xaa 
35 40 45 



Arg Pro Ala Xaa Gly Leu Leu Xaa Val Ser Cys Pro Arg Trp Xaa Gly 
50 55 60 



Ala Xaa Ala Gly Pro Leu Xaa Tyr Ala Ser Xaa He Pro Thr Leu Val 
65 *" 70 75 80 



Val Cys Thr Arg Ser Gin His Xaa Met His Val Cys Xaa Leu Leu Tyr 
85 90 95 



Arg Arg Tyr Xaa Arg Xaa Ala Ser Leu Xaa 
100 105 



<210> 305 
<211> 545 
<212> PRT 

<213> Shigella Flexneri 
<400> 305 

Ala Ala Ala Thr Asn His Thr Thr Asp Asn Gly Val Gly Pro Glu Glu 
15 10 15 



Glu Ser Val Asp Pro Asn Gin Tyr Tyr Lys He Arg Ser Gin Ala He 
20 25 30 



His Gin Leu Lys Val Asn Gly Glu Asp Pro Tyr Pro His Lys Phe His 
35 40 45 



Val Asp He Ser Leu Thr Asp Phe He Gin Lys Tyr Ser His Leu Gin 
50 55 60 



Pro Gly Asp His Leu Thr Asp He Thr Leu Lys Val Ala Gly Arg He 
65 " 70 75 80 
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His Ala Lys Arg Ala Ser Gly Gly Lys Leu lie Phe Tyr Asp Leu Arg 
85 90 95 



Gly Glu Gly Val Lys Leu Gin Val Met Ala Asn Ser Arg Asn Tyr Lys 
100 105 110 



Ser Glu Glu Glu Phe lie His lie Asn Asn Lys Leu Arg Arg Gly Asp 
115 120 125 



lie lie Gly Val Gin Gly Asn Pro Gly Lys Thr Lys Lys Gly Glu Leu 
130 * 135 140 



Ser lie lie Pro Tyr Glu lie Thr Leu Leu Ser Pro Cys Leu His Met 
145 150 155 160 



Leu Pro His Leu His Phe Gly Leu Lys Asp Lys Glu Thr Arg Tyr Arg 
165 170 175 



Gin Arg Tyr Leu Asp Leu lie Leu Asn Asp Phe Val Arg Gin Lys Phe 
180 185 190 



lie lie Arg Ser Lys lie lie Thr Tyr lie Arg Ser Phe Leu Asp Glu 
195 200 205 



Leu Gly Phe Leu Glu lie Glu Thr Pro Met Met Asn lie lie Pro Gly 
210 215 220 



Gly Ala Val Ala Lys Pro Phe lie Thr Tyr His Asn Glu Leu Asp Met 
225 230 235 240 



Asn Leu Tyr Met Arg lie Ala Pro Glu Leu Tyr His Lys Met Leu Val 
245 250 255 



Val Gly Gly lie Asp Arg Val Tyr Glu lie Gly Arg Gin Phe Arg Asn 
260 265 270 



Glu Gly lie Asp Leu Thr His Asn Pro Glu Phe Thr Thr Cys Glu Phe 
275 280 285 



Tyr Met Ala Tyr Ala Asp Tyr His Asp Leu Met Glu lie Thr Glu Lys 
290 295 300 



Met Val Ser Gly Met Val Lys His lie Thr Gly Ser Tyr Lys Val Thr 



305 310 315 320 



Tyr His Pro Asp Gly Pro Glu Gly Gin Ala Tyr Asp Val Asp Phe Thr 
325 330 335 



Pro Pro Phe Arg Arg lie Asn Met Val Glu Glu Leu Glu Lys Ala Leu 
340 345 350 



Gly Met Lys Leu Pro Glu Thr Asn Leu Phe Glu Thr Glu Glu Thr Arg 
355 360 365 



Lys He Leu Asp Asp He Cys Val Ala Lys Ala Val Glu Cys Pro Pro 
370 375 380 



Pro Arg Thr Thr Ala Arg Leu Leu Asp Lys Leu Val Gly Glu Phe Leu 
385 390 395 400 



Glu Val Thr Cys He Asn Pro Thr Phe He Cys Asp His Pro Gin He 
405 410 415 



Met Ser Pro Leu Ala Lys Trp His Arg Ser Lys Glu Gly Leu Thr Glu 
420 425 430 



Arg Phe Glu Leu Phe Val Met Lys Lys Glu He Cys Asn Ala Tyr Thr 
435 440 445 



Glu Leu Asn Asp Pro Met Arg Gin Arg Gin Leu Phe Glu Glu Gin Ala 
450 455 460 



Lys Ala Lys Ala Ala Gly Asp Asp Glu Ala Met Phe He Asp Glu Asn 
465 470 475 480 



Phe Cys Thr Ala Leu Glu Tyr Gly Leu Pro Pro Thr Ala Gly Trp Gly 
485 490 495 



Met Gly He Asp Arg Val Ala Met Phe Leu Thr Asp Ser Asn Asn He 
500 505 510 



Lys Glu Val Leu Leu Phe Pro Ala Met Lys Pro Glu Asp Lys Lys Glu 
515 520 525 



Asn Val Ala Thr Thr Asp Thr Leu Glu Ser Thr Thr Val Gly Thr Ser 
530 535 540 
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Val 
545 



<210> 306 

<211> 535 

<212> PRT 

<213> Shigella Flexneri 

<400> 306 



Leu Lys Pro Glu Phe Met Arg Arg Pro Asp Lys Ser Phe Asp Pro Phe 
15 10 15 



Thr Glu Val lie Val Asp Gly lie Val Ala Asn Ala Leu Arg Val Lys 
20 25 30 



Val lie Ser Gly Gin Phe Leu Ser Asp Arg Lys Val Gly lie Tyr Val 
35 40 45 



Glu Val Asp Met Phe Gly Leu Pro Val Asp Thr Arg Arg Lys Tyr Arg 
50 55 60 



Thr Arg Thr Ser Gin Gly Asn Ser Phe Asn Pro Val Trp Asp Glu Glu 
65 70 75 80 



Pro Phe Asp Phe Pro Lys Val Val Leu Pro Thr Leu Ala Ser Leu Arg 
85 90 95 



lie Ala Ala Phe Glu Glu Gly Gly Lys Phe Val Gly His Arg lie Leu 
100 105 110 



Pro Val Ser Ala lie Arg Ser Gly Tyr His Tyr Val Cys Leu Arg Asn 
115 120 125 



Glu Ala Asn Gin Pro Leu Cys Leu Pro Ala Leu Leu lie Tyr Thr Glu 
130 135 140 



Ala Ser Asp Tyr lie Pro Asp Asp His Gin Asp Tyr Ala Glu Ala Leu 
145 150 155 160 



He Asn Pro He Lys His Val Ser Leu Met Asp Gin Arg Ala Arg Gin 
165 170 175 



Leu Ala Ala Leu He Gly Glu Ser Glu Ala Gin Ala Gly Gin Glu Thr 
180 185 190 



Cys Gin Asp Thr Gin Ser Gin Gin Leu Gly Ser Gin Pro Ser Ser Asn 
195 200 205 



Pro Thr Pro Ser Pro Leu Asp Ala Ser Pro Arg Arg Pro Pro Gly Pro 
210 215 220 



Thr Thr Ser Pro Ala Ser Thr Ser Leu Ser Ser Pro Gly Gin Arg Asp 
225 230 235 240 



Asp Leu He Ala Ser He Leu Ser Glu Val Ala Pro Thr Pro Leu Asp 
245 250 255 



Glu Leu Arg Gly His Lys Ala Leu Val Lys Leu Arg Ser Arg Gin Glu 
260 265 270 



Arg Asp Leu Arg Glu Leu Arg Lys Lys His Gin Arg Lys Ala Val Thr 
275 280 285 



Leu Thr Arg Arg Leu Leu Asp Gly Leu Ala Gin Ala Gin Ala Glu Gly 
290 295 300 



Arg Cys Arg Leu Arg Pro Gly Ala Leu Gly Gly Ala Ala Asp Val Glu 
305 310 315 320 



Asp Thr Lys Glu Gly Glu Asp Glu Ala Lys Arg Tyr Gin Glu Phe Gin 
325 330 335 



Asn Arg Gin Val Gin Ser Leu Leu Glu Leu Arg Glu Ala Gin Val Asp 
340 345 350 



Ala Glu Ala Gin Arg Arg Leu Glu His Leu Arg Gin Ala Leu Gin Arg 
355 360 365 



Leu Arg Glu Val Val Leu Asp Ala Asn Thr Thr Gin Phe Lys Arg Leu 
370 375 380 



Lys Glu Met Asn Glu Arg Glu Lys Lys Glu Leu Gin Lys lie Leu Asp 
385 390 395 400 



Arg Lys Arg His Asn Ser lie Ser Glu Ala Lys Met Arg Asp Lys His 
405 410 415 



Lys Lys Glu Ala Glu Leu Thr Glu lie Asn Arg Arg His He Thr Glu 
420 425 430 



Ser Val Asn Ser He Arg Arg Leu Glu Glu Ala Gin Lys Gin Arg His 
435 440 445 



Asp Arg Leu Val Ala Gly Gin Gin Gin Val Leu Gin Gin Leu Ala Glu 
450 455 460 



Glu Glu Pro Lys Leu Leu Ala Gin Leu Ala Gin Glu Cys Gin Glu Gin 
465 " 470 475 480 



Arg Ala Arg Leu Pro Gin Glu He Arg Arg Ser Leu Leu Gly Glu Met 
4 85 4 90 4 95 



Pro Glu Gly Leu Gly Asp Gly Pro Leu Val Ala Cys Ala Ser Asn Gly 
500 ' 505 510 



His Ala Pro Gly Ser Ser Gly His Leu Ser Gly Ala Asp Ser Glu Ser 
515 520 525 



Gin Glu Glu Asn Thr Gin Leu 
530 535 



<210> 307 

<211> 500 

<212> PRT 

<213> Shigella Flexneri 

<400> 307 

Met Gly He Gly Leu Ser Ala Gin Gly Val Asn Met Asn Arg Leu Pro 
1 5 10 15 



Gly Trp Asp Lys His Ser Tyr Gly Tyr His Gly Asp Asp Gly His Ser 
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# • 



20 25 30 



Phe Cys Ser Ser Gly Thr Gly Gin Pro Tyr Gly Pro Thr Phe Thr Thr 
35 40 45 



Gly Asp Val He Gly Cys Cys Val Asn Leu He Asn Asn Thr Cys Phe 
50 55 60 



Tyr Thr Lys Asn Gly His Ser Leu Gly He Ala Phe Thr Asp Leu Pro 
65 ~ 70 75 80 



Pro Asn Leu Tyr Pro Thr Val Gly Leu Gin Thr Pro Gly Glu Val Val 
85 90 95 



Asp Ala Asn Phe Gly Gin His Pro Phe Val Phe Asp He Glu Asp Tyr 
100 105 110 



Met Arg Glu Trp Arg Thr Lys He Gin Ala Gin He Asp Arg Phe Pro 
115 120 125 



He Gly Asp Arg Glu Gly Glu Trp Gin Thr Met He Gin Lys Met Val 
130 135 140 



Ser Ser Tyr Leu Val His His Gly Tyr Cys Ala Thr Ala Glu Ala Phe 
145 A 150 155 160 



Ala Arg Ser Thr Asp Gin Thr Val Leu Glu Glu Leu Ala Ser He Lys 
165 170 175 



Asn Arg Gin Arg He Gin Lys Leu Val Leu Ala Gly Arg Met Gly Glu 
180 185 190 



Ala He Glu Thr Thr Gin Gin Leu Tyr Pro Ser Leu Leu Glu Arg Asn 
195 200 205 



Pro Asn Leu Leu Phe Thr Leu Lys Val Arg Gin Phe He Glu Met Val 
210 215 220 



Asn Gly Thr Asp Ser Glu Val Arg Cys Leu Gly Gly Arg Ser Pro Lys 
225 ^ 230 235 240 



Ser Gin Asp Ser Tyr Pro Val Ser Pro Arg Pro Phe Ser Ser Pro Ser 
245 250 255 



Met Ser Pro Ser His Gly Met Asn lie His Asn Leu Ala Ser Gly Lys 
260 265 270 



Gly Ser Thr Ala His Phe Ser Gly Phe Glu Ser Cys Ser Asn Gly Val 
275 280 285 



lie Ser Asn Lys Ala His Gin Ser Tyr Cys His Ser Asn Lys His Gin 
290 295 300 



Ser Ser Asn Leu Asn Val Pro Glu Leu Asn Ser lie Asn Met Ser Arg 
305 310 315 320 



Ser Gin Gin Val Asn Asn Phe Thr Ser Asn Asp Val Asp Met Glu Thr 
325 330 335 



Asp His Tyr Ser Asn Gly Val Gly Glu Thr Ser Ser Asn Gly Phe Leu 
340 345 350 



Asn Gly Ser Ser Lys His Asp His Glu Met Glu Asp Cys Asp Thr Glu 
355 360 365 



Met Glu Val Asp Ser Ser Gin Leu Arg Arg Gin Leu Cys Gly Gly Ser 
370 375 380 



Gin Ala Ala lie Glu Arg Met lie His Phe Gly Arg Glu Leu Gin Ala 
385 390 395 400 



Met Ser Glu Gin Leu Arg Arg Asp Cys Gly Lys Asn Thr Ala Asn Lys 
405 410 415 



Lys Met Leu Lys Asp Ala Phe Ser Leu Leu Ala Tyr Ser Asp Pro Trp 
420 425 430 



Asn Ser Pro Val Gly Asn Gin Leu Asp Pro lie Gin Arg Glu Pro Val 
435 440 445 



Cys Ser Ala Leu Asn Ser Ala lie Leu Glu Thr His Asn Leu Pro Lys 
450 455 460 



Gin Pro Pro Leu Ala Leu Ala Met Gly Gin Ala Thr Gin Cys Leu Gly 
465 470 475 480 



Leu Met Ala Arg Ser Gly lie Gly Ser Cys Ala Phe Ala Thr Val Glu 
485 490 495 



Asp Tyr Leu His 
500 



<210> 308 
<211> 403 
<212> PRT 

<213> Shigella Flexneri 
<400> 308 

Met Ala His Ala Met Glu Asn Ser Trp Thr He Ser Lys Glu Tyr His 
15 10 15 



He Asp Glu Glu Val Gly Phe Ala Leu Pro Asn Pro Gin Glu Asn Leu 
20 25 30 



Pro Asp Phe Tyr Asn Asp Trp Met Phe He Ala Lys His Leu Pro Asp 
35 40 45 



Leu He Glu Ser Gly Gin Leu Arg Glu Arg Val Glu Lys Leu Asn Met 
50 55 60 



Leu Ser He Asp His Leu Thr Asp His Lys Ser Gin Arg Leu Ala Arg 
65 70 75 80 



Leu Val Leu Gly Cys He Thr Met Ala Tyr Val Trp Gly Lys Gly His 
85 90 95 



Gly Asp Val Arg Lys Val Leu Pro Arg Asn He Ala Val Pro Tyr Cys 
100 105 110 



Gin Leu Ser Lys Lys Leu Glu Leu Pro Pro He Leu Val Tyr Ala Asp 
115 120 125 



Cys Val Leu Ala Asn Trp Lys Lys Lys Asp Pro Asn Lys Pro Leu Thr 
130 135 140 
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Tyr Glu Asn Met Asp Val Leu Phe Ser Phe Arg Asp Gly Asp Cys Ser 
145 150 155 160 



Lys Gly Phe Phe Leu Val Ser Leu Leu Val Glu lie Ala Ala Ala Ser 
165 170 175 



Ala He Lys Val He Pro Thr Val Phe Lys Ala Met Gin Met Gin Glu 
180 185 190 



Arg Asp Thr Leu Leu Lys Ala Leu Leu Glu He Ala Ser Cys Leu Glu 
195 200 205 



Lys Ala Leu Gin Val Phe His Gin He His Asp His Val Asn Pro Lys 
210 215 220 



Ala Phe Phe Ser Val Leu Arg He Tyr Leu Ser Gly Trp Lys Gly Asn 
225 230 235 " 240 



Pro Gin Leu Ser Asp Gly Leu Val Tyr Glu Gly Phe Trp Glu Asp Pro 
245 250 255 



Lys Glu Phe Ala Gly Gly Ser Ala Gly Gin Ser Ser Val Phe Gin Cys 
260 265 270 



Phe Asp Val Leu Leu Gly lie Gin Gin Thr Ala Gly Gly Gly His Ala 
275 280 285 



Ala Gin Phe Leu Gin Asp Met Arg Arg Tyr Met Pro Pro Ala His Arg 
290 295 " ' 300 



Asn Phe Leu Cys Ser Leu Glu Ser Asn Pro Ser Val Arg Glu Phe Val 
305 310 315 ~ 320 



Leu Ser Lys Gly Asp Ala Gly Leu Arg Glu Ala Tyr Asp Ala Cys Val 
325 330 335 



Lys Ala Leu Val Ser Leu Arg Ser Tyr His Leu Gin He Val Thr Lys 
340 345 350 



Tyr He Leu He Pro Ala Ser Gin Gin Pro Lys Glu Asn Lys Thr Ser 
355 360 365 



Glu Asp Pro Ser Lys Leu Glu Ala Lys Gly Thr Gly Gly Thr Asp Leu 
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370 375 380 



Met Asn Phe Leu Lys Thr Val Arg Ser Thr Thr Glu Lys Ser Leu Leu 
385 390 395 400 



Lys Glu Gly 

<210> 309 

<211> 698 

<212> PRT 

<213> Shigella Flexneri 

<400> 309 

Gly Glu Pro Glu Gly Ser Phe Val Asp Tyr Gin Thr Thr Met Val Arg 
1 5 10 15 



Thr Ala Lys Ala He Ala Val Thr Val Gin Glu Met Val Thr Lys Ser 
20 25 30 



Asn Thr Ser Pro Glu Glu Leu Gly Pro Leu Ala Asn Gin Leu Thr Ser 
35 40 45 



Asp Tyr Gly Arg Leu Ala Ser Glu Ala Lys Pro Ala Ala Val Ala Ala 
50 55 60 



Glu Asn Glu Glu He Gly Ser His He Lys His Arg Val Gin Glu Leu 
65 70 75 80 



Gly His Gly Cys Ala Ala Leu Val Thr Lys Ala Gly Ala Leu Gin Cys 
85 90 95 



Ser Pro Ser Asp Ala Tyr Thr Lys Lys Glu Leu He Glu Cys Ala Arg 
100 105 110 



Arg Val Ser Glu Lys Val Ser His Val Leu Ala Ala Leu Gin Ala Gly 
115 120 125 



Asn Arg Gly Thr Gin Ala Cys He Thr Ala Ala Ser Ala Val Ser Gly 
130 135 140 



He He Ala Asp Leu Asp Thr Thr He Met Phe Ala Thr Ala Gly Thr 
145 150 155 160 



Leu Asn Arg Glu Gly Thr Glu Thr Phe Ala Asp His Arg Glu Gly He 
165 170 175 



Leu Lys Thr Ala Lys Val Leu Val Glu Asp Thr Lys Val Leu Val Gin 
180 185 190 



Asn Ala Ala Gly Ser Gin Glu Lys Leu Ala Gin Ala Ala Gin Ser Ser 
195 200 205 



Val Ala Thr He Thr Arg Leu Ala Asp Val Val Lys Leu Gly Ala Ala 
210 215 220 



Ser Leu Gly Ala Glu Asp Pro Glu Thr Gin Val Val Leu He Asn Ala 
225 230 235 240 



Val Lys Asp Val Ala Lys Ala Leu Gly Asp Leu He Ser Ala Thr Lys 
245 250 255 



Ala Ala Ala Gly Lys Val Gly Asp Asp Pro Ala Val Trp Gin Leu Lys 
260 265 " 270 



Asn Ser Ala Lys Val Met Val Thr Asn Val Thr Ser Leu Leu Lys Thr 
275 280 285 



Val Lys Ala Val Glu Asp Glu Ala Thr Lys Gly Thr Arg Ala Leu Glu 
290 295 ' 300 



Ala Thr Thr Glu His He Arg Gin Glu Leu Ala Val Phe Cys Ser Pro 
305 310 315 320 



Glu Pro Pro Ala Lys Thr Ser Thr Pro Glu Asp Phe He Arg Met Thr 
325 330 335 



Lys Gly He Thr Met Ala Thr Ala Lys Ala Val Ala Ala Gly Asn Ser 
340 345 350 



Cys Arg Gin Glu Asp Val He Ala Thr Ala Asn Leu Ser Arg Arg Ala 
355 360 365 
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lie Ala Asp Met Leu Arg Ala Cys Lys Glu Ala Ala Tyr His Pro Glu 
370 375 380 



Val Ala Pro Asp Val Arg Leu Arg Ala Leu His Tyr Gly Arg Glu Cys 
385 390 395 400 



Ala Asn Gly Tyr Leu Glu Leu Leu Asp His Val Leu Leu Thr Leu Gin 
405 410 415 



Lys Pro Ser Pro Glu Leu Lys Gin Gin Leu Thr Gly His Ser Lys Arg 
420 425 430 



Val Ala Gly Ser Val Thr Glu Leu lie Gin Ala Ala Glu Ala Met Lys 
435 440 445 



Gly Thr Glu Trp Val Asp Pro Glu Asp Pro Thr Val lie Ala Glu Asn 
450 455 460 



Glu Leu Leu Gly Ala Ala Ala Ala He Glu Ala Ala Ala Lys Lys Leu 
465 470 475 480 



Glu Gin Leu Lys Pro Arg Ala Lys Pro Lys Glu Ala Asp Glu Ser Leu 
485 490 495 



Asn Phe Glu Glu Gin He Leu Glu Ala Ala Lys Ser He Ala Ala Ala 
500 505 510 



Thr Ser Ala Leu Val Lys Ala Ala Ser Ala Ala Gin Arg Glu Leu Val 
515 520 525 



Ala Gin Gly Lys Val Gly Ala He Pro Ala Asn Ala Leu Asp Asp Gly 
530 535 540 



Gin Trp Ser Gin Gly Leu He Ser Ala Ala Arg Met Val Ala Ala Ala 
545 550 555 560 



Thr Asn Asn Leu Cys Glu Ala Ala Asn Ala Ala Val Gin Gly His Ala 
565 570 575 



Ser Gin Glu Lys Leu He Ser Ser Ala Lys Gin Val Ala Ala Ser Thr 
580 585 590 



Ala Gin Leu Leu Val Ala Cys Lys Val Lys Ala Asp Gin Asp Ser Glu 
595 600 605 



Ala Met Lys Arg Leu Gin Ala Ala Gly Asn Ala Val Lys Arg Ala Ser 
610 615 620 



Asp Asn Leu Val Lys Ala Ala Gin Lys Ala Ala Ala Phe Glu Glu Gin 
625 630 635 640 



Glu Asn Glu Thr Val Val Val Lys Glu Lys Met Val Gly Gly lie Ala 
645 650 655 



Gin lie lie Ala Ala Gin Glu Glu Met Leu Arg Lys Glu Arg Glu Leu 
660 665 670 



Glu Glu Ala Arg Lys Lys Leu Ala Gin lie Arg Gin Gin Gin Tyr Lys 
675 680 685 



Phe Leu Pro Ser Glu Leu Arg Asp Glu His 
690 695 



<210> 310 

<211> 53 

<212> PRT 

<213> Shigella Flexneri 
<220> 

< 2 2 1 > MIS C_ FEATURE 
<222> (1) . . (1) 

< 2 2 3 > MIS C_FEATURE 

<220> 

< 2 2 1 > MIS C_FE ATURE 
<222> (4) . . (4) 
<223> MISC FEATURE 




<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (8) . . (8) 

<22 3> MI SC_FEATURE 

<220> 

<221> MISC_FEATURE 

<222> (13) . . (13) 

< 2 2 3 > MIS C_FEATURE 

<220> 

<221> MI SC_ FEATURE 

<222> (16) . . (16) 

< 22 3 > MI SC_ FEATURE 

<220> 

< 2 2 1 > MIS C_FEATURE 
<222> (18) . . (18) 
<223> MIS C_FE ATURE 

<220> 

< 2 2 1 > MIS C_FEATURE 
<222> (20) . . (20) 
<22 3> MISC FEATURE 



<220> 
<221> 
<222> 



MIS COFEATURE 
(24) . . (25) 



ST 14 .043002 



223 > MI S COFEATURE 
220> 

2 2 1 > MI SC_FEATURE 

222> (30) . . (30) 

22 3 > MI SC_ FEATURE 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (34) . . (36) 
<223> MIS C_F EATURE 

<220> 

<221> MIS C_FEATURE 

<222> (38) . . (38) 

< 2 2 3 > MI SC_FEATURE 

<220> 

<221> MIS COFEATURE 

<222> (40) . . (40) 

<223> MISC FEATURE 



<220> 

<221> MIS C_ FEATURE 

<222> (43) . . (45) 

<22 3> MISC FEATURE 



<220> 

<221> MISC FEATURE 
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<222> (49).. (50) 
<223> MIS C_FEATURE 

<400> 310 

Xaa Gin Glu Xaa Glu Leu Gin Xaa Ala Gly Asp Ala Xaa Leu Pro Xaa 
15 10 15 



Arg Xaa Arg Xaa Thr Asp Ala Xaa Xaa Trp Val Leu Gly Xaa Gin Thr 
20 25 30 



Thr Xaa Xaa Xaa Thr Xaa Val Xaa Val Arg Xaa Xaa Xaa Gly Cys Thr 
35 40 45 



Xaa Xaa Val lie Ala 
50 



<210> 


311 




<211> 


314 




<212> 


PRT 




<213> 


Shigella 


Flexneri 


<400> 


311 




Tyr Ser Pro Thr 
1 


Ser Pro 
5 



10 15 



Pro Thr Ser Pro Ser Tyr Ser Pro Thr Ser Pro Ser Tyr Ser Pro Thr 
20 25 30 



Ser Pro Ser Tyr Ser Pro Thr Ser Pro Ser Tyr Ser Pro Thr Ser Pro 
35 * 40 45 



Ser Tyr Ser Pro Thr Ser Pro Ser Tyr Ser Pro Thr Ser Pro Ser Tyr 
50 55 60 



Ser Pro Thr Ser Pro Ser Tyr Ser Pro Thr Ser Pro Ser Tyr Ser Pro 
65 70 75 80 



Thr Ser Pro Ser Tyr Ser Pro Thr Ser Pro Asn Tyr Ser Pro Thr Ser 
85 90 95 



Pro Asn Tyr Thr Pro Thr Ser Pro Ser Tyr Ser Pro Thr Ser Pro Ser 
100 105 110 



Tyr Ser Pro Thr Ser Pro Asn Tyr Thr Pro Thr Ser Pro Asn Tyr Ser 
115 120 125 



Pro Thr Ser Pro Ser Tyr Ser Pro Thr Ser Pro Ser Tyr Ser Pro Thr 
130 135 140 



Ser Pro Ser Tyr Ser Pro Ser Ser Pro Arg Tyr Thr Pro Gin Ser Pro 
145 ~ 150 155 160 



Thr Tyr Thr Pro Ser Ser Pro Ser Tyr Ser Pro Ser Ser Pro Ser Tyr 
165 170 175 



Ser Pro Thr Ser Pro Lys Tyr Thr Pro Thr Ser Pro Ser Tyr Ser Pro 
180 185 190 



Ser Ser Pro Glu Tyr Thr Pro Thr Ser Pro Lys Tyr Ser Pro Thr Ser 
195 200 205 



Pro Lys Tyr Ser Pro Thr Ser Pro Lys Tyr Ser Pro Thr Ser Pro Thr 
210 215 220 



Tyr Ser Pro Thr Thr Pro Lys Tyr Ser Pro Thr Ser Pro Thr Tyr Ser 
225 230 235 240 



Pro Thr Ser Pro Val Tyr Thr Pro Thr Ser Pro Lys Tyr Ser Pro Thr 
245 250 255 



Ser Pro Thr Tyr Ser Pro Thr Ser Pro Lys Tyr Ser Pro Thr Ser Pro 
260 265 270 



Thr Tyr Ser Pro Thr Ser Pro Lys Gly Ser Thr Tyr Ser Pro Thr Ser 
275 280 285 



Pro Gly Tyr Ser Pro Thr Ser Pro Thr Tyr Ser Leu Thr Ser Pro Ala 
290 295 300 



lie Ser Pro Asp Asp Ser Asp Glu Glu Asn 



J 7" 



305 310 

<210> 312 

<211> 125 

<212> PRT 

<213> Shigella Flexneri 

<400> 312 

Met His Lys Glu Glu His Glu Val Ala Val Leu Gly Ala Pro Pro Ser 
1 5 10 15 



Thr lie Leu Pro Arg Ser Thr Val He Asn He His Ser Glu Thr Ser 
20 25 30 



Val Pro Asp His Val Val Trp Ser Leu Phe Asn Thr Leu Phe Leu Asn 
35 40 45 



Trp Cys Cys Leu Gly Phe He Ala Phe Ala Tyr Ser Val Lys Ser Arg 
50 55 6 0 

Asp Arg Lys Met Val Gly Asp Val Thr Gly Ala Gin Ala Tyr Ala Ser 
65 ~ ' 70 75 80 



Thr Ala Lys Cys Leu Asn He Trp Ala Leu He Leu Gly He Leu Met 
85 90 95 



Thr He Gly Phe He Leu Ser Leu Val Phe Gly Ser Val Thr Val Tyr 
100 105 HO 



His He Met Leu Gin He He Gin Glu Lys Arg Gly Tyr 
115 120 125 



<210> 313 

<211> 283 

<212> PRT 

<213> Shigella Flexneri 



# # 



100431187 .0430-02 



<400> 313 

Met Glu Lys Thr Cys lie Asp Ala Leu Pro Leu Thr Met Asn Ser Ser 
1 5 10 15 



Glu Lys Gin Glu Thr Val Cys He Phe Gly Thr Gly Asp Phe Gly Arg 
20 25 30 



Ser Leu Gly Leu Lys Met Leu Gin Cys Gly Tyr Ser Val Val Phe Gly 
35 40 45 

Ser Arg Asn Pro Gin Lys Thr Thr Leu Leu Pro Ser Gly Ala Glu Val 

50 55 60 



Leu Ser Tyr Ser Glu Ala Ala Lys Lys Ser Asp He He He He Ala 
65 70 75 80 

He His Arg Glu His Tyr Asp Phe Leu Thr Glu Leu Thr Glu Val Leu 
85 ~ 90 95 



Asn Gly Lys He Leu Val Asp He Ser Asn Asn Leu Lys He Asn Gin 
100 105 HO 



Tyr Pro Glu Ser Asn Ala Glu Tyr Leu Ala His Leu Val Pro Gly Ala 
115 120 125 

His Val Val Lys Ala Phe Asn Thr He Ser Ala Trp Ala Leu Gin Ser 
130 135 140 



Gly Ala Leu Asp Ala Ser Arg Gin Val Phe Val Cys Gly Asn Asp Ser 
145 ~ 150 155 160 

Lys Ala Lys Gin Arg Val Met Asp He Val Arg Asn Leu Gly Leu Thr 

165 170 175 



Pro Met Asp Gin Gly Ser Leu Met Ala Ala Lys Glu He Glu Lys Tyr 
180 ~ 185 190 



Pro Leu Gin Leu Phe Pro Met Trp Arg Phe Pro Phe Tyr Leu Ser Ala 
195 200 205 



Val Leu Cys Val Phe Leu Phe Phe Tyr Cys Val He Arg Asp Val He 
210 215 220 



# 
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Tyr Pro Tyr Val Tyr Glu Lys Lys Asp Asn Thr Phe Arg Met Ala lie 
225 230 ' * 235 240 



Ser He Pro Asn Arg He Phe Pro He Thr Ala Pro Tyr Thr Ala Cys 
245 250 255 



Phe Gly Leu Pro Pro Trp Cys Tyr Cys Cys His Ser Thr Thr Val Pro 
260 265 270 



Arg His Lys He Pro Ser He Pro Arg Leu Ala 
275 280 



<210> 314 

<211> 105 

<212> PRT 

<213> Shigella Flexneri 

<400> 314 

Gin Asp Val Gin Ala Ser Gin Ala Glu Ala Asp Gin Gin Gin Thr Arg 
1 5 10 15 



Leu Lys Glu Leu Glu Ser Gin Val Ser Gly Leu Glu Lys Glu Ala He 
20 25 30 



Glu Leu Arg Glu Ala Val Glu Gin Gin Lys Val Lys Asn Asn Asp Leu 
35 40 45 



Arg Glu Lys Asn Trp Lys Ala Met Glu Ala Leu Ala Thr Ala Glu Gin 
50 55 60 



Ala Cys Lys Glu Lys Leu His Ser Leu Thr Gin Ala Lys Glu Glu Ser 
65 70 75 80 



Glu Lys Gin Leu Cys Leu He Glu Ala Gin Thr Met Glu Ala Leu Leu 
85 90 95 



Ala Leu Leu Pro Glu Leu Ser Val Leu 
100 105 



# • 



<210> 315 
<211> 65 
<212> PRT 

<213> Shigella Flexneri 
<400> 315 

Ala Glu Glu Thr Gin Ser Thr Leu Gin Ala Glu Cys Asp Gin Tyr Arg 
15 10 15 



Ser lie Leu Ala Glu Thr Glu Gly Met Leu Arg Asp Leu Gin Lys Ser 
20 25 30 



Val Glu Glu Glu Glu Gin Val Trp Arg Ala Lys Val Gly Ala Ala Glu 
35 40 45 



Glu Glu Leu Gin Lys Ser Arg Val Thr Val Lys His Leu Glu Glu lie 
50 55 6 0 



Val 
65 



<210> 316 

<211> 18 

<212> PRT 

<213> Shigella Flexneri 
<220> 

< 2 2 1 > MIS C_ FEATURE 

<222> (1) . . (1) 

<223> MISC FEATURE 



<220> 
<221> 
<222> 



MISC_FEATURE 
(3) . . (4) 



# # 



<223> MIS C_F EATUR E 
<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (14) . . (14) 

< 2 2 3 > MI SC_FEATURE 

<220> 

< 2 2 1 > MIS COFEATURE 
<222> (16).. (16) 
<22 3> MISC_FEATURE 

<400> 316 

Xaa Glu Xaa Xaa Met Pro Lys Gly Gin Gly Gly He Gly Xaa Leu Xaa 
1 5 10 15 

Trp Leu 

<210> 317 
<211> 187 
<212> PRT 

<213> Shigella Flexneri 
<400> 317 

Met Thr Ala Asp Leu Pro Asn Glu Leu He Glu Leu Leu Glu Lys He 
15 10 15 

Val Leu Asp Asn Ser Val Phe Ser Glu His Arg Asn Leu Gin Asn Leu 
20 25 30 



Leu He Leu Thr Ala He Lys Ala Asp Arg Thr Arg Val Met Glu Tyr 
35 40 45 
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lie Asn Arg Leu Asp Asn Tyr Asp Ala Pro Asp lie Ala Asn lie Ala 
50 55 60 



He Ser Asn Glu Leu Phe Glu Glu Ala Phe Ala He Phe Arg Lys Phe 
65 70 75 80 



Asp Val Asn Thr Ser Ala Val Gin Val Leu He Glu His He Gly Asn 
85 90 95 



Leu Asp Arg Ala Tyr Glu Phe Ala Glu Arg Cys Asn Glu Pro Ala Val 
100 105 HO 



Trp Ser Gin Leu Ala Lys Ala Gin Leu Gin Lys Gly Met Val Lys Glu 
115 120 125 



Ala He Asp Ser Tyr He Lys Ala Asp Asp Pro Ser Ser Tyr Met Glu 
130 135 140 



Val Val Gin Ala Ala Asn Thr Ser Gly Asn Trp Glu Glu Leu Val Lys 
145 150 155 160 



Tyr Leu Gin Met Ala Arg Lys Lys Ala Arg Glu Ser Tyr Val Glu Thr 
165 170 175 



Glu Leu He Phe Ala Leu Ala Lys Thr Asn Arg 
180 185 



<210> 318 
<211> 548 
<212> PRT 

<213> Shigella Flexneri 
<400> 318 

Ala Val Gin Glu He Ser His Leu He Glu Pro Leu Ala Asn Ala Ala 
15 10 15 



Arg Ala Glu Ala Ser Gin Leu Gly His Lys Val Ser Gin Met Ala Gin 
20 25 30 
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Tyr Phe Glu Pro Leu Thr Leu Ala Ala Val Gly Ala Ala Ser Lys Thr 
35 40 45 



Leu Ser His Pro Gin Gin Met Ala Leu Leu Asp Gin Thr Lys Thr Leu 
50 55 60 



Ala Glu Ser Ala Leu Gin Leu Leu Tyr Thr Ala Lys Glu Ala Gly Gly 
65 70 75 80 



Asn Pro Lys Gin Ala Ala His Thr Gin Glu Ala Leu Glu Glu Ala Val 
85 90 95 



Gin Met Met Thr Glu Ala Val Glu Asp Leu Thr Thr Thr Leu Asn Glu 
100 105 110 



Ala Ala Ser Ala Ala Gly Val Val Gly Gly Met Val Asp Ser He Thr 
115 120 125 



Gin Ala He Asn Gin Leu Asp Glu Gly Pro Met Gly Glu Pro Glu Gly 
130 135 140 



Ser Phe Val Asp Tyr Gin Thr Thr Met Val Arg Thr Ala Lys Ala He 
145 " 150 155 160 



Ala Val Thr Val Gin Glu Met Val Thr Lys Ser Asn Thr Ser Pro Glu 
165 170 175 



Glu Leu Gly Pro Leu Ala Asn Gin Leu Thr Ser Asp Tyr Gly Arg Leu 
180 185 190 



Ala Ser Glu Ala Lys Pro Ala Ala Val Ala Ala Glu Asn Glu Glu He 
195 200 205 



Gly Ser His He Lys His Arg Val Gin Glu Leu Gly His Gly Cys Ala 
210 215 220 



Ala Leu Val Thr Lys Ala Gly Ala Leu Gin Cys Ser Pro Ser Asp Ala 
225 230 235 240 



Tyr Thr Lys Lys Glu Leu He Glu Cys Ala Arg Arg Val Ser Glu Lys 
245 250 255 
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Val Ser His Val Leu Ala Ala Leu Gin Ala Gly Asn Arg Gly Thr Gin 
260 265 270 



Ala Cys He Thr Ala Ala Ser Ala Val Ser Gly He He Ala Asp Leu 
275 280 285 

Asp Thr Thr He Met Phe Ala Thr Ala Gly Thr Leu Asn Arg Glu Gly 
290 295 300 

Thr Glu Thr Phe Ala Asp His Arg Glu Gly He Leu Lys Thr Ala Lys 
305 310 315 320 

Val Leu Val Glu Asp Thr Lys Val Leu Val Gin Asn Ala Ala Gly Ser 
325 330 335 

Gin Glu Lys Leu Ala Gin Ala Ala Gin Ser Ser Val Ala Thr He Thr 
340 345 350 

Arg Leu Ala Asp Val Val Lys Leu Gly Ala Ala Ser Leu Gly Ala Glu 
355 360 365 

Asp Pro Glu Thr Gin Val Val Leu He Asn Ala Val Lys Asp Val Ala 
370 375 380 



Lys Ala Leu Gly Asp Leu He Ser Ala Thr Lys Ala Ala Ala Gly Lys 



